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SECRETORY MOLECia.ES 



TECHNICAL FIELD 

The present invention relates to secretory molecules and to the use of these sequences in the 
5 diagnosis, study, prevention, and treatment of diseases associated with, as well as effects of exogenous 
compounds on, cdl signaling and the expression of secretory molecules. 



10 by a signal pq)tide located at the amino terminus of the protdn to be transported (x- secreted. The 
signal pqptide is conq^rised of about tm to twenty hydrophobic amino acids which target the nascent 
protein from the ribosome to a particular m^hbrane bound conq)artment such as the ^uloplasmic 
r^culum (ER). Proteins targeted to the ER may ather proceed through the secr^ory pathway or 
r^nain in any of the secr^ory organdies such as the ER» Golgi apparatus, or lysosomes. Protdns that 

1 5 transit through the secretory pathway are eitha- secreted into the extracdlular space or retained in the 
plasma monbrane. Protdns that are retained in the plasma m^brane contain one or more 
transmembrane domains, each comprised of about 20 hydrophobic amino add residues. Proteins that 
are secreted from the cdl are generally synthesized as inactive precursors that are activated by post- 
translational processing ev^its during transit through the secret<Hy pathway. Such events include 

2 0 glycosylation, proteolysis, and removal of the signal peptide by a signal pq)tidase. Other events that 

may occur during protdn transport include chaperone-dependmt unfolding and folding of the nascent 
protdn and interaction of the protdn with a recqnor or pore complex. Examples of secretory proteins 
with amino terminal signal pq>tides are discussed bdow and include protdns with important roles in 
cdl-to-cell signaling. Such protdns include transm^nbrane recq>tors and cdl surface markers, 

25 extracdlular matrix molecules, cytokines, hcnrmones, growth and ditfi^entiation factors, neur<q)q)tides, 
vasomediators, ion channels, transporta^punq)s, and proteases. (Reviewed in Alberts, B. et al. (1994) 
Molecular Biologv of The Cell . Garland PubUshing, New York, NY, pp. 557-560, 582-592.) 

G-protdn coupled receptors (GPCRs) comprise a superf amily of integral membrane protdns 
which transduce extracellular signals. Not all GPCRs contain N-terminal signal peptides. GPCRs 

30 include recq>tors for biogenic amines such as dopamine, q)in^hrine, histamine, glutamate 

(metabotropic-type), acetylcholine (muscarinic-type), and serotonin; for lipid mediators of inflammation 
such as prostaglandins, platdet activating factor, and leukotrienes; for peptide hormones such as 
calcitonin, C5a anaphylatoxin, follicle stimulating hormone, gonadotropin releasing hormone, 
neurokinin, oxytocin, and thrombin; and for sensory signal mediators such as retinal photopigments and 

3 5 olfactory stimulatory molecules. The structure of these highly conserved recq^tors consists of seven 



BACKGROUND OF THE INVENTION 



Protein transport and secretion are essmtial for cellular function. Protdn transport is mediated 
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hydrophobic transmembrane regions, cysteine disulfide bridges betwem the second and third 
^tracdlular loops, an extracellular N-to-minus, and a cytoplasmic C-terminus. The N-terminus 
interacts with ligands» the disulfide bridges int^act with agonists and antagonists, and the large third 
intracdlular loop interacts with G proteins to activate second messengers such as cyclic AMP, 
5 phospholipase C, inositol triphosphate, or ion channels. (Reviewed in Watson, S. and Arkinstall, S. 
(1994) The G-protein Linked Receptor Facts Book > Acadmiic Press, San Diego, CA, pp. 2-6; and 
Bolander, F.F. (1994) Molecular Endocrinoloev^ Acad^c Press, San Diego, CA, pp. 162-176.) 

Other types of rec^tors include cell surface antig^is identified on leukocytic cells of the 
immune systmi. These antigens have been idmtified using systematic, monoclonal antibody (mAb)- 

10 based "shot gun" techniques. These techniques have resulted in the production of hundreds of mAbs 
directed against unknown cell surface leukocytic antigens. These antigens have been grouped into 
"clusters of differentiation" based on common immunocytochemical localization patterns in various 
differentiated and undifferentiated leukocytic cell types. Antigens in a given cluster are presumed to 
identify a single cell surface protein and are assigned a "clusto" of differentiation" or "CD" 

1 5 designation. Some of the genes encoding proteins identified by CD antigens have been cloned and 
verified by standard molecular biology techniques. CD antig^ have been characterized as both 
transm^brane proteins and cdl surface protdns anchored to the plasma membrane via covalent 
attachmrat to fatty add-containing glycolipids such as glycosylphosphatidylinositol (GPI). (Reviewed 
in Barclay, A N. et al. (1995) The Leucocvte Antigen Facts Book . Academic Press, San Di^o, CA, 

20 pp. 17-20.) 

Matrix protdns (MPs) are transmj^nbrane and c^acellular protdns which function in 
formation, growth, remodeling, and maintenance of tissues and as important mediators and regulators 
of the inflammatory response. The expression and balance of MPs may be perturbed by biochemical 
changes that result fi-om congenital, ^igenetic, or infectious diseases. In addition, MPs affect 

25 laikocyte migration, proliferation, differentiation, and activation in the immune response. MPs are 
frequently charactaized by the presence of one or more domains which may include collagen-like 
domains. EGF-like domains, immunoglobulin-like domains, and fibronectin-like domains. In addition, 
MPs may be heavily glycosylated and may contain an Arginine-Glycine- Aspartate (RGD) tripeptide 
motif which may play a role in adhesive interactions. MPs include extracdlular protdns such as 

30 fibronectin, collagen, galectin, vitronectin and its proteolytic derivative somatomedin B; and cdl 

adhesion recqjtors such as cell adhesion molecules (CAMs), cadherins, and integrins, (Reviewed in 
Ayad, S. et al. (1994) The Extracellular Matrix Facts Book . Acad^iic Press, San Diego, CA, pp. 2-16; 
Ruoslahti, E. (1997) Kidney Int. 51:1413-1417; Sjaastad, M.D. and Nelson, W.J. (1997) BioEssays 
19:47-55.) 

35 Cytokines are secreted by hematopoietic cells in response to injury or infection. Interleukins» 
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neurotrc^hins, growth factors, interferons, and chemokines all define cytokine families that work in 
conjunction with cellular receptors to regulate cdl proliferation and differmtiatioa In addition, 
cytokines effect activities such as leukocyte migration and function, hematc^i^c cdl proliferation, 
tonp^ature regulation, acute response to infection, tissue r^odeling, and apc^tosis. 

. 5 Chemokines, in particular, are small chemoattractant cytokines involved in inflammation, 

leukocyte proliferation and migration, angiogenesis and angiostasis, regulation of hematqpoiesis, HIV 
infectivity, and stimulation of cytokine secretion. Chemokines generally contain 70-100 amino acids 
and are subdivided into four subfamilies based on the presaice of conserved cystdne>based motifs. 
(Callard, R. and Gearing, A. (1994) The Cvtokine Facts Book. Academic Press, New York, NY, pp. 

10 181-190, 210-213, 223-227.) 

Growth and differentiation factors are secreted protdns which function in intercellular 
communication. Some factors require oUgomoization or association with MPs for activity. Complex 
interactions among these factors and thdr recq)tors trigger intracellular signal transduction pathways 
that stimulate or inhibit cell division, cell differentiation, cdl signaling, and cell motility. Most growth 

1 5 and diffi»*ratiation factors act on cdJs in their local environment (paracrine signaling). There are three 
broad classes of growth and differffltiation factors. The first class includes the large polypq>tide 
growth factws such as q>idermal growth factor, fibroblast grov^h factca-, transforming growth factor, 
insulin-like growth factor, and platelet-derived growth factor. The second class includes the 
hematopoietic growth factors such as the colony stimulating factors (CSFs). Hematopoi^c growth 

20 factcn^s stimulate the prolifCTation and differentiation of blood cells such as B-lyn^>hocytes, T- 

lymphocytes, aythrocytes, platelets, eosinophils, basophils, neutrophils, macrophages, and their stem 
cell precursors. The third class includes small peptide factors such as bombesin, vasopressin, oxytocin, 
endothelin, transferrin, angiot^isin II, vasoactive intestinal peptide, and bradykinin which function as 
hormones to regulate cdlular functions other than prolifa"ation. 

25 Growth and differentiation factors play critical roles in neoplastic transformation of cells in 

vitro and in tumor progression in vivo . Inappropriate expression of growth factors by tumor cells may 
contribute to vascularization and metastasis of tumors. During hematopoiesis, growth factor 
misregulation can result in anemias, leukemias, and lymphomas. Certain growth factors such as 
intorfCTon are cytotoxic to tumor cells both in vivo and in vitro . Moreover, some growth factors and 

3 0 growth factor receptors are related both structurally and functionally to oncoproteins. In addition, 
growth factors affect transcriptional regulation of both proto-oncogenes and oncosuppressor genes. 
(Reviewed in Pimentel, E. (1994) Handbook of Growth Factors . CRC Press, Ann Arbor, MI, pp. 1-9.) 

Proteolytic enzymes or proteases dther activate or deactivate proteins by hydrolyzing pq>tide 
bonds. Proteases are found in the cytosol, in membrane-bound conq>artments, and in the extracellular 

3 5 space. The major families are the zinc, serine, cystdne, thiol, and carboxyl proteases. 
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Ion channdSi^ ion punq>s, and transport proteins mediate the transpcnt of molecules across 
cdlular menibranes. Transport can occur by a passive, concentration-dqpendent mechanism or can be 
linked to an energy source such as ATP hydrolysis. Symp(»ta-s and antiporters transport ions and 
small molecules such as amino acids» glucose* and drugs. Symporto-s transport molecules and ions 
5 unidirectionally, and antiport^s transport molecules and ions bidirectionally. Transporto* 

superfamilies include fadlitative transports and active ATP-binding cassette transporters which are 
involved in multiple-drug resistance and the targeting of antig^c p^tides to MHC Class I molecules. 
These transporters bind to a specific ion or other molecule and und^go a conformational change in 
ord^ to transfo* the ion or molecule across the membrane. (Reviewed in Albms, B. ^ al. (1994) 
10 Molecular Biolosv of The CeJL Garland Publishing, New Ycffk, NY, pp. 523-546.) 

Ion channds are formed by transmembrane protdns which create a lined passageway across the 
m^brane through which wat^ and ions, such as Na*, K*, Ca^*, and Cr, entex and exit the cdll. Far 
«ample» dilmde channels are involved in the regulation of the membrane electric potmtial as wdl as 
absorption and secr^on of ions across the membrane. Chloride channels also regulate the internal pH 
15 of monbrane-bound organelles. 

Ion pumps are ATPases which actively maintain membrane gradients. Ion pumps are classified 
as P, V, or F according to their structure and function. All have one or more binding sites for ATP in 
thdr cytosolic domains. The P-class ion pxmips include Ca^* ATPase and NaVK*^ ATPase and function 
in transporting H*, Na*, K*, and Ca^^ ions. P-class pumps consist of two a and two p transmembrane 
20 subunits. The V- and F-class ion pumps have similar structures but transport only H*. F class H* 
pumps mediate transport across the membranes of mitochondria and chloroplasts, while V-class 
pumps regulate acidity inside lysosomes, endosomes, and plant vacuoles. 

A family of structurally related intrinsic m^brane proteins known as faciiitative glucose 
transportCTS catalyze the movemrat of glucose and othCT selected sugars across the plasma membrane. 

2 5 The protdns in this family contain a highly consCTved, large transmembrane domain comprised of 1 2 

a-helices, and seva-al weakly conserved, cytoplasmic and exq>lasmic domains. (Pessin, J. E., and Bdl, 
G.I. (1992) Annu. Rev. Physiol. 54:911-930.) 

Amino acid transport is mediated by Na* dependent amino acid transporto-s. These 
transporters are involved in gastrointestinal and renal uptake of dietary and cellular amino acids and in 
30 n^ronal reuptake of neurotransmitters. Transport of cationic amino acids is mediated by the system 
y+ family and the cafionic amino acid transporter (CAT) family. Members of the CAT family share a 
high degree of sequence homology, and each contains 12-14 putative transni^nbrane domains. (Ito, K. 
and Groudine, M. (1997) J. Biol. Chsat 272:26780-26786.) 

Hormones are secreted molecules that travel througih the circulation and bind to specific 

3 5 recqptors on the surface of, or within, target cdls. Although they have diverse biochemical compositions 
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and mechanisms of action, hormones can be grouped into two categories. One categoy includes small 
lipqphilic hormones that diffuse through the plasma m^brane of target cdUs, bind to cytosolic or 
nuclear recq)tors» and form a complex that altars gene expressioa Examples of these molecules 
include retinoic acid, thyroxine, and the cholesterol-d^ved steroid hormones such as progesterone, 
5 estrog^ testosta-one, Cortisol, and aldosterone. The second cat^cxy includes hydrophilic hormones 
that function by binding to cell surface recqptors that transduce signals across the plasma membrane. 
Exanq)les of such hormones include amino acid derivatives such as catecholamines and pq)tide 
hormones such as glucagon, insulin, gastrin, secretin, cholecystokinin, adrenocorticotropic hormone, 
follicle stimulating hormone, lutdnizing hormone, thyroid stimulating hcxmone, and vasc^essin. (See, 
10 for example, Lodish et al. (1995) Molecular Cell Biology , Scientific Ammcan Books Inc„ New York, 
NY, pp. 856-864.) 

Neuropeptides and vasomediators (NPA^M) comprise a large family of endog^ious signaling 
molecules. Included in this family are neurq[>^tides and neurcpqjtide hormones such as bombesin, 
neuropqptide Y, neurotensin, neuromedin N, midanocortins, opi(»ds, galanin, somatostatin, tachykinins, 

15 urotensin n and related peptides involved in smooth muscle stimulation, vasopressin, vasoactive 

intestinal pq>tide, and circulatory syst^-bome signaling molecules such as angiotexisin, conq)lemmt» 
calcitonin, endothdins, fcffmyl-methionyl peptides, glucagon, cholecystokinin and gastria NPA^s can 
transduce signals directly, modulate the activity or rdease of other neurotransmitta-s and hormones, and 
act as catalytic enzymes in cascades. The effects of NPA^s range from extr^ndy brief to long- 

20 lasting. (Reviewed in Martin, C. R. et al. (1985) Endocrine Physiology . Oxford University Press, New 
York, NY, pp. 57-62.) 

The discovery of new secretory molecules satisfies a need in the art by providing new 
compositions which are useful in the diagnosis, study, prevention, and treatm^ of diseases associated 
with, as well as effects of exogenous compounds on, cell signaling and the expression of secretory 

25 molecules. 

SUMMARY OF THE INVENTION 

The present invention rdates to nucleic acid sequences comprising human polynucleotides 
encoding secretory polypeptides that contain signal peptides and/or transmembrane domains. These 
human polynucleotides (sptm) as presented in the Sequence Listing uniquely identify partial or full 
3 0 length genes encoding structural, functional, and regulatory polypeptides involved in cell signaling. 

The invention provides an isolated polynucleotide conqprising a polynucleotide sequence 
selected from the group consisting of a) a polynucleotide sequence selected from the group consisting of 
SEQ ID NO: 1-63; b) a naturally occurring polynucleotide sequence having at least 90% sequence 
identity to a polynucleotide sequ^ice sheeted from the group consisting of SEQ ID NO: 1-63; c) a 
3 s polynucleotide sequ^ice conqilem^itary to a); d) a polynucleotide sequence conqpl^nentary to b); and 
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e) an RNA equivalent of a) through d). In one alternative, the polynucleotide comprises a 
polynucleotide sequence selected from the group consisting of SEQ ID NO:l-63. In another alternative* 
the polynucleotide comprises at least 60 contiguous nucleotides of a polynucleotide sequence selected 
from the group consisting of a) a polynucleotide sequ^ice selected from the group consisting of SEQ ID 
5 NO: 1-63; b) a naturally occurring polynucleotide sequence having at least 90% sequmce identity to a 
polynucleotide sequmce selected from the group consisting of SEQ ID NO: 1-63; c) a polynucleotide 
sequrace coinpl^n^itary to a); d) a polynucleotide sequence coiiq>leinimtary to b); and e) an RNA 
equivalent of a) through d). The invention further provides a conq)osition for the detection of 
expression of secr^ory polynucleotides comprising at least one isolated polynucleotide con^rising a 

10 polynucleotide sequence selected from the group consisting of a) a polynucleotide sequ»ice selected 

from the group consisting of SEQ ID NO:l-63; b) a naturally occurring polynucleotide sequence having 
at least 90% sequ^ice idmtity to a polynucleotide sequence selected from the group consisting of SEQ 
ID NO:l-63; c) a polynucleotide sequ^ice conq>lementary to a); d) a polynucleotide sequoice 
complem^itary to b); and e) an RNA equival^ of a) through d); and a detectable label. 

15 The invention also provictes a m^od for detecting a targ^ polynucleotide in a sample, said 

target polynucleotide conqirising a polynucleotide sequence selected from the group consisting of a) a 
polynucleotide sequrace selected from tbe group consisting of SEQ ID NO: 1-63; b) a naturally 
occurring polynucleotide sequrace having at least 90% sequence identity to a polynucleotide sequence 
sdected from the group consisting of SEQ ID NO: 1-63; c) a polynucleotide sequence complementary to 

2 0 a); d) a polynucleotide sequence complementary to b); and e) an RNA equivalent of a) through d). The 

method comprises a) hybridizing the sample with a probe comprising at least 20 contiguous nucleotides 
comprising a sequence complementary to said target polynucleotide in the sample, and which probe 
specifically hybridizes to said target polynucleotide, unda- conditions A^ereby a hybridization complex 
is formed between said probe and said target polynucleotide, and b) detecting the presence or absence of 
25 said hybridization con^lex, and, optionally, if present, the amoimt thereof. In one alto-native, the probe 
conq)rises at least 30 contiguous nucleotides. In another alternative, the probe con^rises at least 60 
contiguous nucleotides. 

The invention ftirth^ provides a recombinant polynucleotide comprising a promote sequence 
opCTably linked to an isolated polynucleotide conprising a polynucleotide sequence selected from the 
30 group consisting of a) a polynucleotide sequence selected from the group consisting of SEQ ID NO:l- 
63; b) a naturally occurring polynucleotide sequence having at least 90% sequence identity to a 
polynucleotide sequence selected from the group consisting of SEQ ID NO:l -63; c) a polynucleotide 
sequence con5>lementary to a); d) a polynucleotide sequence complementary to b); and e) an RNA 
equivalent of a) through d). In one alternative, the invention provides a cell transformed with the 

3 5 recombinant polynucleotide. In another alternative, the invention provides a transgenic organism 
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comprising the recombinant polynucleotide. In a furtho- alternative, the invention provides a method 
for producing a secreiory po1ypq>tide, the method comprising a) culturing a cell under conditions 
suitable for expression of the secr^ry polypq)tide, wherdn said cdl is transformed with the 
recombinant polymicleotide» and b) recovering the secretory polypeptide so expressed. 
5 The invmtion also provides a purified secret<»y polypqitide (SPTM) ^icoded by at least one 

polynucleotide conq>rising a polynucleotide sequence selected from the group consisting of SEQ ID 
NO: 1 -63. Additionally, the invention provides an isolated antibody ^ch specifically binds to the 
secr^ory polypeptide. The invmtion further provides a m^hod of idmtifying a test compound which 
specifically binds to the secretory polypeptide, the m^od conq)rising the stq>s of a) providing a test 

1 0 conqx>und; b) combining the secretory polyp^tide with the test compound for a sufficient time and 
under suitable conditions for binding; and c) d^ecting binding of the secretory polypq^tide to the test 
compound, thereby id^fying the test compound which specifically binds the secr^ory polypeptide. 

The invention further provides a microarray wherein at least one dement of the microarray is 
an isolated polynucleotide conq>rising at least 60 contiguous nucleotides of a polynucleotide comprising 

15 a polynucleotide sequrace sdected from the grcxip consisting of a) a polynucleotide sequ^sce selected 
from the group consisting of SEQ ID NO:l-63; b) a naturally occurring polynucleotide sequCTce having 
at least 90% sequ^ice id^itity to a polynucleotide sequ^ice sdected from the group consisting of SEQ 
ID NO: 1-63; c) a polynucleotide sequence con^lementary to a); d) a polynucleotide sequence 
complmimtary to b); and e) an RNA equival^ of a) through d). The invention also provides a method 

20 for gmo-ating a transaipt image of a sample wlud) contains polynucleotides. The method comprises a) 
labeling the polynucleotides of the sample, b) contacting the elem^ts of the microarray with the labeled 
polynucleotides of the sample under conditions suitable for the formation of a hybridization complex, 
and c) quantifying the expression of the polynucleotides in the sanq)le. 

Additionally, the invention provides a m^od for screening a compound for effectivOTess in 

25 altering expression of a target polynucleotide, wherein said target polynucleotide comprises a 

polynucleotide sequence sdected from the group consisting of a) a polynucleotide sequence selected 
from the group consisting of SEQ ID NO: 1-63; b) a naturally occurring polynucleotide sequence having 
at least 90% sequence identity to a polynucleotide sequence selected from the group consisting of SEQ 
ID NO: 1-63; c) a polynucleotide sequence complementary to a); d) a polynucleotide sequence 

3 0 complOTiOTtary to b); and e) an RNA equivalent of a) through d). The method comprises a) exposing a 
sample con^rising the target polynucleotide to a compound, and b) detecting altered e>q>ression of the 
target polynucleotide. 

The invention further provides a m^od for assessing toxidty of a test compound, said method 
comprising a) treating a biological sample containing nucldc acids with the test confound; b) 
3 5 hybridizing the nucldc acids of the treated biological sample with a probe comprising at least 20 
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contiguous nucleotides of a polynucleotide comprising a polynucleotide sequence sdected from the 
group consisting of i) a polynucleotide sequ^ce selected from the group consisting of SEQ ID NO:l- 
63; ii) a naturally occurring polynucleotide sequ^ce having at least 90% sequence identity to a 
polynucleotide sequrace sdected from the group consisting of SEQ ID NO:l-63; iii) a polynucleotide 
sequmce complmentary to i), iv) a polynucleotide sequence complem^ary to ii), and v) an RNA 
equivalent of i)-iv). Hybridization occurs under conditions whereby a specific hybridization complex 
is formed between said probe and a target polynucleotide in the biological sample, said target 
polynucleotide comprising a polynucleotide sequence selected from the group consisting of i) a 
polynucleotide sequence selected from the group consisting of SEQ ID NO: 1-63; ii) a naturally 
occurring polynucleotide sequence having at least 90% sequence identity to a polynucleotide 
sequence selected from the group consisting of SEQ ID NO:l-63; iii) a i)olynucleotide sequence 
complementary to i), iv) a polynucleotide sequence complementary to ii), and v) an RNA equivalent 
of i)-iv), and altanativdy, the target polynucleotide comprises a fragm^ of a polynucleotide sequence 
selected from the group consisting of i-v above; c) quantifying the amount of hybridization complex; 
and d) comparing the amount of hybridization complex in the treated biological sample with the amount 
of hybridization conQ)lex in an untreated biological san^)le, who^dn a differ^ice in the amount of 
hybridization complex in the treated biological sample is indicative of toxicity of the test conq)ound. 

DESCRIPTION OF THE TABLES 

Table 1 shows the sequ^ice id^itification numba^ (SEQ ID NO:s) and template idratification 
numbers (teiiq>late IDs) corresponding to the polynucleotides of the preset invmtion, along with 
polynucleotide s^ments of each template sequ^ice as defined by the indicated "start** and ''stop*' 
nucleotide positions. The reading frames of the polynucleotide s^mmts are shown, and the 
polypq>tides ^Koded by the polynucleotide s^maits constitute either signal pq}tide (SP) or 
transmembrane (TM) domains, as indicated. 

Table 2 shows the sequmce identification numbers (SEQ ID NO:s) and t^plate id^tification 
numbCTS (template IDs) ccOTesponding to the polynucleotides of the present inv^tion, along with 
component sequmce identification numbers (component IDs) corresponding to each template. The 
conqx)nent sequences, which w^e used to assemble the t^nplate sequraces, are defined by the indicated 
"start** and "stop** nucleotide positions along each template. 

Table 3 shows the tissue distribution profiles for the templates of the invention. 

Table 4 summarizes the bioinformatics tools which are useful for analysis of the 
polynucleotides of the present invention. The first column of Table 4 lists analytical tools, programs, 
and algorithms, the second column provides brief descriptions thereof, the third column presents 
appropriate references, all of which are incorporated by reference ho-ein in thdr entirety, and the fourth 
column presents, where applicable, the scores, probability values, and oth^ parameters used to evaluate 
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the strength of a match between two sequences (the high^ the score, the greater the homology b^ween 
two sequmces). 

DETAILED DESCRIPTION OF THE INVENTION 

Before the nucMc acid sequences and methods are presented, it is to be understood that this 
5 invention is not limited to the particular machines, methods, and materials described. Although 

particular onbodiments are described, machines, methods, and materials similar or equivalent to these 
enibodiments may be used to practice the invention. The preferred machines, m^hods, and materials 
s^ forth are not int^ided to limit the scope of the invention which is limited only by the appended 
claims. 

10 The singular forms '"a", *'an**, and 'the" include plural refer^ice unless the context clearly 

dictates othoivise. All technical and sci^itific terms have the meanings commonly undo-stood by one 
of ordinary skill in the art All publications are incorporated by reference for the purpose of describing 
and disclosing the cell lines, vectors, and methodologies which are presented and wfaicdi might be used in 
connection with the invention. Nothing in the specification is to t)e construed as an admission that the 

1 5 invention is not ^ititLed to antedate suc±i disclosure by virtue of prior invention 
Drfinitions 

As used herein, the lower case ^'sptm'* refa*s to a nucleic acid sequ^ice, v/Me the upper case 
"SPTM" refers to an amino acid sequence encoded by sptm. A "full-length" sptm refers to a nucleic 
acid sequence containing the entire coding region of a g^e endogenously exp-essed in human tissue. 
20 Adjuvants" are materials such as Fr^md's adjuvant, mino-al gels (aluminum hydroxide), and 

surface active substances (lysolecithin, pluronic polyols, polyanions, peptides, oil emulsions, keyhole 
limp^ hemocyanin, and dinitrophenol) which may be administered to increase a host's immunological 
response. 

Allele" refers to an alternative form of a nucleic acid sequence. Alldes result from a 
25 "mutation," a change or an alternative reading of the genetic code. Any givOT gene may have none, one, 
or many allelic fcM-ms. Mutations which give rise to alleles include deletions, additions, or substitutions 
of nucleotides. Each of these changes may occur alone, or in combination with the oth^-s, one or more 
times in a given nucleic acid sequence. The present invention enconpasses allelic sptm. 

"Amino acid sequence" refers to a pqjtide, a polypq)tide, or a protein of eith^ natural or 
30 synthetic origin. The amino acid sequence is not limited to the conqilete, endogenous amino acid 

sequence and may be a fragment, epitope, variant, or d^vative of a proton expressed by a nucleic acid 
sequence. 

"Anq)lification" ref^s to the production of additional copies of a sequence and is carried out 
using polyma-ase chain reaction (PGR) technologies well known in the art. 
35 "AntilKXly" refers to intact molecules as well as to fragments thereof, such as Fab, F(ab*)2. and 
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Fv fragments, which are capable of binding the q)itopic determinant. Antibodies that bind SPTM 
polypeptides can be prq^ared using intact polypq^tides or using fragmrats containing small pq^tides of 
interest as the immunizing antigen. The polypeptide or pq)tide used to immunize an animal (e.g., a 
mouse» a rat, or a rabbit) can be derived from the translation of RNA, or synthesized ch^nically, and 
5 can be conjugated to a carrier protein if desired. Commonly used carriers that are ch^nically coupled 
to pq>tides inclucte bovine serum albumin, thyroglobulin, and keyhole Umpet hmiocyanin (KLH). The 
coupled pq)tide is that used to immunize the animal. 

''Antis^e sequence" refers to a sequence capable of specifically hybridizing to a target 
sequence. The antisense sequence may include DN A, UNA, or any nucldc acid mimic w analog such 
10 as pq)tide nucltic acid (PNA); oligonucleotides having modified backbone linkages such as 

phosphorothioates, methy^hosphonates, or benzylphosphonates; oligonucleotides having modified 
sugar groups such as 2'-m^oxy^yl sugars or 2 -methoxyethoxy sugars; or oligonucleoddes having 
modified bases such as 5-methyl cytosine, 2'-deoxyuracil, or 7-deaza-2'-deoxyguanosinc. 

"Antisense sequence" refers to a sequence cs^able of specifically hybridizing to a targ^ 
1 5 sequ^ce. The antisense sequence can be DNA, RN A, or any nucldc acid mimic or analog. 

''Antisense technology" rrfers to any technology which relies on the specific hybridization of an 
antis^ise sequence to a target sequence. 

A "bin** is a pcHtion of con^uter m^ory space used by a con^uter program for storage of 
data, and bounded in such a manner that data stcH-ed in a bin may be reeved by the program. 
20 ''Biologically active" refo-s to an amino acid sequence having a structural, regulatory, or 

biochemical function of a naturally occurring amino acid sequence. 

"Oone joining" is a process for combining gene bins based upon the bins' containing sequ^ce 
infc»ination from the same clone. The sequ^ices may assemble into a primary gene transcript as well 
as one or more splice variants. 
25 "Complonentary*' describes the relationship between two single-stranded nucleic acid 

sequences that anneal by base-pairing (5*-A-G-T-3* pairs with its conq>lement 3*-T-C-A-5*). 

A "component sequence" is a nucldc acid sequence selected by a computer program such as 
PHRED and used to assemble a consensus or template sequence from one or more component 
sequences. 

30 A "consensus sequence" or 'template sequence" is a nucleic acid sequ^ce which has been 

assembled from ov^lapping sequences, using a compute program for fragment assembly such as the 
GEL VIEW fragment assembly systOTi (Genres Computa^ Group (GCG), Madison WI) or using a 
relational database managemmt system (RDMS). 

"ConsCTvative amino acid substitutions" are those substitutions that, when made, least interfere 

3 5 with the properties of the original protdn, i.e. , the structure and especially the function of the protein is 

10 
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consoled and not significantly changed by such substitutions. The table bdow shows amino acids 
which may be substituted for an original amino acid in a protean and which are regarded as conservative 
substitutions. 



Original Residue Conservative Substitution 



10 



15 



20 



Ala 




Arc 




Asn 




Aon 


Act% 


Cys 


Ala ^PT 


Gin 




Glu 


Acn Oin HlQ 


Gly 


Ala 


His 


Asn, Arg, Gin, Glu 


ne 


Leu, Val 


Leu 


ne, Val 


Lys 


Arg, Gin, Glu 


Met 


Leu, lie 


Pbe 


His, Met, Leu, Trp, Tyr 


Ser 


Cys, Thr 


Thr 


Ser, Val 


Tip 


Phe, Tyr 


Tyr 


ffis, Phe, Trp 


Val 


lie. Leu, Thr 



2 5 Conservative substitutions genially maintain (a) the structure of the polypq>tide backbone in 

the area of the substitution, for example, as a l)eta sheet or alpha helical conformation, (b) the charge or 
hydrophobicity of the molecule at the target site, or (c) the bulk of the side chaia 

"Deletion" refCTs to a change in either a nucleic or amino acid sequence in which at least one 
nucleotide or amino acid residue, respectively, is absent. 
30 "Dorivative" refa-s to the chemical modification of a nucldc acid sequmce* such as by 

rq>lacement of hydrogen by an allQ^l, acyl, amino, hydroxyl, or otho* group. 

The tOTns "dement" and "array drao^" refo* to a polynucleotide, polypq)tide, or other 
chemical compound having a unique and defined position on a microarray. 

''E-value" refers to the statistical probability that a match b^ween two sequaices occurred by 

35 chance. 

A "fragment" is a unique portion of sptm or SPTM which is idaitical in sequence to but shorter 
in length than the parent sequence. A fragment may comprise up to the aitire length of the defined 
sequence, minus one nucleotide/amino acid residue. For example, a fragm^ may conq)rise from 10 to 
1000 contiguous amino acid residues or nucleotides. A fragment used as a probe, primer, antigen, 
40 therapeutic molecule, or far other purposes, may be at least 5, 10. 15, 16, 20, 25, 30, 40, 50, 60, 75, 
100, 150, 250 or at least 500 contiguous amino acid residues or nucleotides in length. Fragments may 
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be preferentially sheeted from certain regions of a molecule. For example, a polypq>tide fragment may 
conq)rise a certain length of contiguous amino acids selected from the first 250 c»: 500 amino acids (jor 
first 25% or 50%) of a polypeptide as shown in a certain defined sequence. Clearly these lengths are 
exenqplary, and any length that is supported by the specification, including the Sequence Listing and the 
5 figures, may be ^compassed by the pres^ embodiments. 

A fragm^ of sptm comprises a region of unique polynucleotide sequrace that specifically 
idmtifies sptm, f<x sample, as distinct from any other sequence in the same genome. A fragm^ of 
sptm is usdul, for exanq>le, in hybridization and amplification technologies and in analogous methods 
that distinguish sptm from related polynucleotide sequ^ices. The precise length of a fragment of sptm 

1 0 and the region of sptm to which the fragment corresponds are routinely determinable by one of ordinary 
skill in the art based on the intended purixise for the fragm^. 

Afragm^of SPTM is encoded by a fragment of sptm. A fragmmt of SPTM comprises a 
region of unique amino acid sequrace that specifically idafitifies SPTM. Fen: example, a fragment of 
SPTM is useful as an immunog^c pq)tide for the develc^m^ of antibodies that specifically 

15 recognize SPTM. The precise lengOx of a fragment of SPTM and the r^on of SPTM to which the 

fragmmt ccsresponds are routinely determinable by one of ordinary skill in the art based on the intended 
purpose for the fragment 

A "fiill length" nucleotide sequence is one containing at least a start site for translation to a 
protein sequ^ice, followed by an open reading frame and a stop site, and mcoding a- "full length'* 

20 polypq)tide. 

"Hit" refars to a sequence whose annotation will be used to describe a given t^plate. Critaia 
for selecting the top hit are as follows: if the template has one or more exact nucleic acid matches, the 
top hit is the exact match with highest p^cent identity. If the template has no exact matches but has 
significant protein hits, the top hit is the protein hit with the lowest E-value. If the template has no 

2 5 significant protein hits, but does have significant non-exact nucleotide hits, the top hit is the nucleotide 

hit with the lowest E- value. 

"Homology" refa-s to sequence similarity eithCT between a ref^ence nucleic acid sequence and 
at least a fragmoit of an sptm or between a refa-ence amino acid sequence and a fragment of an SPTM. 

"Hybridization" refCTS to the process by which a strand of nucleotides anneals with a 

3 0 complemOTtary strand through base pairing. Specific hybridization is an indication that two nucleic 

acid sequences share a high degree of identity. Specific hybridization complexes form un6ex defined 
aimealing conditions, and remain hybridized afto* the "washing" st^. The defined hybridization 
conditions include the annealing conditions and the washing stq)(s), the latto* of which is particularly 
important in d^ermining the stringency of the hybridization process, with more stringent conditions 
3 5 allowing less non-specific binding, Le., binding betwem pairs of nucleic add probes that are not 
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perfecQy matched. Pennissive conditions for annealing of nucleic acid sequences are routinely 
determinable and may be consistent among hybridization experiments, who-eas wash conditions may be 
varied among experiments to achieve the desired stringmcy. 

Generally, stringmcy of hybridization is expressed with reference to the ten^ierature under 
5 which the wash step is carried out. G^i^ally, such wash tanperatures are sdected to be about S^C to 
20°C lower than the thmnal mdting point (T^ for the specific sequmce at a defined ionic strength and 
pH. The T„ is the tenq)erature (undo: defined ionic strragth and pH) at which 50% of the target 
sequence hybridizes to a perfectly matched probe. An equation for calculating conditions for 

nucldc add hybridization is well known and can be found in Sambrook et al., 1989, Molecular 
10 Qoning: A Laboratorv Manual . 2"*" ed., vol. 1-3, Cold Spring Harbor Press, Plainview NY; spedfically 
see volume 2, diapt^ 9. 

High stringmcy conditions for hybridization betwem polynucleotides of the pres^ inv^tion 
include wash conditions of 68X in the presence of about 0.2 x SSC and about 0.1% SDS, for 1 hour. 
Altemativdy, teiiq>eratures of about dS^'C, dO^C, or SS'^C may be used. SSC concentration may be 
15 varied from about 0.2 to 2 x SSC, with SDS bdng present at about 0. 1 %. Typically, blocking reagents 
are used to block non-specific hybridization. Sudi blocking reagmts include, for instance, d^iatured 
salmon sperm DNA at about 100-200 ^g/ml. Useful variations on these conditions will be readily 
apparmt to those skilled in the art. Hybridization, particularly under high stringency conditions, may 
be suggestive of evolutionary similarity b^ween the nucleotides. Such similarity is strongly indicative 
20 of a similar role for the nucleotides and their resultant proteins. 

Other param^a's, such as ten^^ature, salt concentration, and det^gent concentration may be 
varied to achieve the desired stringency. D^iaturants, such as formamide at a concentration of about 
35-50% v/v, may also be used undo* particular circumstances, such as RNAiDNA hybridizations, 
impropriate hybridization conditions are routinely det^minable by one of ordinary skill in the art. 
25 "Immunogenic" describes the potential for a natural, recombinant, or synthetic peptide, q>itope, 

polypq)tide, or protein to induce antibody production in appropriate animals, cells, or cdl lines. 

"Insation" or "addition" refers to a change in either a nucldc or amino acid sequ^ce in which 
at least one nucleotide ca* residue, respectivdy, is added to the sequence. 

**Labeling" refa-s to the covalent or noncovalent joining of a polynucleotide, polypeptide, or 
30 antibody with a rq)ortff molecule capable of producing a detectable or measurable signal. 

"MiCToarray" is any arrangement of nucleic acids, amino acids, antibodies, etc., on a substrate. 
The substrate may be a solid support such as beads, glass, papor, nitrocellulose, nylon, or an 
appropriate membrane. 

^Xink^s" are short stretches of nucleotide sequence which may be added to a vector ch- an sptm 
35 to create restriction endonuclease sites to facilitate cloning. "Polylinko-s" are engineered to incorpcx-ate 
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multiple restriction enzyme sites and to provide for the use of enzymes which leave 5' or 3' overhangs 
(e.g., BamHI, EcoRI, and Hindlll) and those which provide blunt ends (e.g., EcoRV. SnaBI» and StuI). 

"Naturally occurring" refers to an endogmous polynucleotide or polypeptide that may be 
isolated from viruses or prokaryotic or eukaryotic ceils. 
5 "Nucldc acid sequ^ice" refo^ to the specific order of nucleotides joined by phosphodiest^ 

bonds in a linear, polymeric arrang^nmt. I>q)^iding on the numbo* of nucleotides, the nucleic acid 
sequence can be consido-ed an oligomer, oligonucleotide, or polynucleoticte. The nucleic acid can be 
DNA, RNA, or any nucleic acid analog, such as PN A, may be of gnomic or synth^c origin, may be 
either double-stranded or single-stranded, and can rq)res«t ekthsr the s^ise or antisense 

10 (complementary) strand. 

"OligomCT'* refers to a nucldc acid sequence of at least about 6 nucleotides and as many as 
about 60 nucleotides, preferably about 15 to 40 nucleotides, and most preferably betwem about 20 and 
30 nucleotides, that may be used in hybridization or amplification technologies. Oligomers may be used 
as, e.g., prim^ fcH* PCR, and are usually chemically synthesized. 

15 *'Operably linked" refits to the situation in which a first nucleic add sequ^ice is placed in a 

ftmctional relationship with the second nucldc acid sequmce. For instance, a promoter is operably 
linked to a coding sequence if the promoter affects the transcription or repression of the coding 
sequence. Generally, operably linked DNA sequmces may be in close proximity or contiguous and, 
where necessary to join two protein coding regions, in the same reading frame. 

20 'T^tide nucleic acid" (PNA) refo^ to a DNA mimic in which nucleotide bases are attached to 

a pseudopeptide backbone to increase stability. PNAs, also designated antigene agents, can prevent 
g^ie expression by targeting complmientary messrager RNA. 

The phrases **percOTt identity** and "% identity*', as applied to polynucleotide sequences, refer 
to the percentage of residue matches b^ween at least two polynucleotide sequences aligned using a 

2 5 standardized algorithm. Such an algorithm may insert, in a standardized and reproducible way, gaps in 

the sequences b^ng compared in ord^ to optimize alignment betwe^ two sequences, and therefore 
achieve a more meaningful conq^arison of the two sequences. 

Pa-cent identity between polynucleotide sequences may be deto-mined using the default 
parameters of the CLUSTAL V algorithm as incorporated into the MEG ALIGN version 3.12e sequ^ce 

3 0 alignment program. This program is part of the LASERGENE software package, a suite of molecular 

biological analysis programs (DNASTAR, Madison WI). CLUSTAL V is described in ffiggins, D.G. 
and Sharp, P.M. (1989) CABIOS 5:151-153 and in Higgins, D.G. et al. (1992) CABIOS 8:189-191. 
For pairwise alignments of polynucleotide sequences, the default paramet^s are s^ as follows: 
Ktuple=2. gap penalty=5, window=4, and ''diagonals saved'*=4. The "weighted** residue wdght table is 
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sdected as the default. Po-coit identity is repented by CLUSTAL V as the "percwit similarity" between 
aligned polynucleotide sequrace pairs. 

Alternatively, a suite of commonly used and freely available sequence comparison algorithms is 
provided by the National Center for Biotechnology Information (NCBO Basic Local Alignmmt Search 
5 Tool (BLAST) (Altschul, S.F. ^ al. (1990) J. Mol. Biol. 215:403-410), which is available from sev^al 
sources, including the NCBI, Bethesda, MD, and on the Internet at 

httpy/www.ncbi.hlm.nih.gov/BLAST/. The BLAST software suite includes various sequence analysis 
programs including 'l3lastn," that is used to determine alignment betwem a known polynucleotide 
sequence and other sequences on a vari^y of databases. Also available is a tool called "BLAST 2 
10 Sequmces" that is used for direct pairwise con^arison of two nucleotide sequences. "BLAST 2 
Sequmces*' can be accessed and used interactively at http://www.ncbi.hlm.nih.gov/g(»:£1>12/. The 
"BLAST 2 Sequences" tool can be used for both blastn and blasQ) (discussed l>dow). BLAST 
programs are commonly used with gap and other param^ers set to default settings. For example, to 
compare two nucleotide sequences, one may use blastn with the "BLAST 2 Sequ^ces" tool Version 
15 2.0.9 (May-07-1999)s^ at default parameters. Such default parameto^s may be, for exanq>le: 

Matrix: BLOSUM62 

Reynard for match: 2 

Penalty for mismatch: -2 

Open Gap: 5 and Extension Gap: 2 penalties 

2 0 Gap X drop-off: 50 

Expect: 10 
Word Size: 11 
Filter: on 

Pctc^ identity may be measured ovct the length of an entire defined sequence, for example, as 
25 defined by a particular SEQ ID numbCT, or may be measured over a shorta: length, for example, over 
the length of a fragment taken from a larger, defined sequence, for instance, a fragment of at least 20, at 
least 30, at least 40, at least 50, at least 70, at least 100, or at least 200 contiguous nucleotides. Such 
lengths are exemplary only, and it is understood that any fragment l^gth supported by the sequences 
shown h^ein, in figures or Sequence Listings, may be used to describe a length ovec which percentage 

3 0 identity may be measured. 

Nucleic acid sequences that do not show a high degree of identity may nevertheless encode 
similar amino acid sequences due to the degenaracy of the genetic code. It is understood that changes in 
nucleic acid sequence can be made using this degeneracy to produce multiple nucleic acid sequences 
that all encode substantially the same protein. 
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The phrases "p«*cent identity" and "% identity", as applied to polypeptide sequences* refer to 
the percentage of residue matches between at least two polypeptide sequoices aligned using a 
standardized algorithm. Methods of polypq)tide sequence alignment are wdl-known. Some alignment 
m^ods take into account conservative amino add substitutions. Such conservative substitutions, 
5 explained in more detail above, generally preserve the hydrophobidty and addity of the substituted 
residue, thus preserving the structure (and therefore function) of the folded polypeptide. 

Perc^ identity between poIypq)tide sequraces may be determined using the dtfault parameto-s 
of the CLUSTAL V algorithm as inc(Xi)orated into the MEGALIGN version 3.12e sequence alignment 
program (described and referenced above). For pairwise alignmmts of polypeptide sequences using 
10 CLUSTAL V, the dtfault parameters are set as follows: Ktuple^l, gap peialty^3, window=S, and 
''diagonals saved^'s^S. The PAM2S0 matrix is sdected as the default residue wdght table. As with 
polynucleotide alignments, the percait idaitity is repented by CLUSTAL V as the '^perc^t similarity*' 
betwem aligned polypq)tide sequ^ice pairs. 

Altemativdy the NCBI BLAST software suite may be used For example, for a pairwise 
15 conq>arison of two polypq)tide sequences, one may use the "BLAST 2 Sequ«ces'* tool Version 2.0.9 
(May-07-1999) with blastp set at default param^ers. Such default parameters may be, for exanqple: 

Matrix: BLOSUM62 

Open Gap: 11 and Extension Gap: 1 penalty 
Gap X drop-off: 50 
20 Expect: 10 

Word Size: 3 
Filter: on 

PCTcent identity may be measured over the length of an entire defined polypeptide sequence, for 
exan^le, as defined by a particular SEQ ID number, or may be measured over a shortar length, for 

25 example, over the length of a fragmCTt taken from a larger, defined polypqjtide sequence, for instance, 
a fragment of at least 15, at least 20, at least 30, at least 40, at least 50. at least 70 or at least 150 
contiguous residues. Such lengths are exemplary only, and it is understood that any fragment Iwigth 
suppcated by the sequences shown herein, in figures or Sequence Listings, may be used to describe a 
length ovCT which percentage identity may be measured. 

30 "Post-translational modification" of an SPTM may involve lipidation, glycosylation, 

phosphorylation, acetylation, racemization, proteolytic cleavage, and oiher modifications laiown in the 
art. These processes may occur synthetically or biochemically. Biochemical modifications will vary by 
cdl type depending on the enzymatic milieu and tlie SPTM. 

"Probe'* refers to sptm or fragments thereof, which are used to detect identical, allelic or related 

3 5 nucldc add sequences. Probes are isolated oligonucleotides or polynucleotides attached to a detectable 
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label or Tcpoctec molecule. Typical labels include radioactive isotopes* ligands, chemiluminescmt 
agents, and enzymes. '"Primers" are short nucldc adds, usually DNA oligonucleotides, which may be 
annealed to a target polynucleotide by complementary base-pairing. The prima* may then be extended 
along the target DNA strand by a DNA polymerase enzyme. Primer pairs can be used for amplification 
5 (and identification) of a nucleic add sequence, e.g., by the polymerase chain reaction (PCR). 

Probes and primers as used in the pres^ inv^on typically comprise at least 15 contiguous 
nucleotides of a known sequence. In cx'do' to enhance specificity, longo* probes and prime's may also 
be »iq)loyed, such as probes and primers that con^rise at least 20, 30, 40, 50, 60, 70, 80, 90, 100, or 
at least 150 consecutive nucleotides of the disclosed nucldc acid sequraces. Probes and primers may 

10 be considerably longer than these examples, and it is understood that any length supported by the 
specification, including the figures and Sequence Listing, may be used. 

Methods for preparing and using probes and primers are described in the ref^aices, for 
«ample Sambrook al., 1989, Molecular Qoning: A Laboratorv Manual , 2^ ed., vol. 1-3, Cold 
Spring Harbo* Press, Plainview NY; Ausubd et al.,1987, Currmt Protocols in Molecular Biology , 

15 Gre^ Publ. Assoc. & Wiley-Intersdences, New York NY; Innis et al., 1990, PCR Protocols. A Guide 
to Methods and Applications . Academic Press, San Di^o C A PCR primo^ pairs can be derived fi-om 
a known sequence, for example, by using computer programs intended for that purpose such as Primer 
(Vo-sion 0.5, 1991. Whitehead Institute for Biomedical Research, Cambridge MA). 

Oligonucleotides for use as primers are sdected using software known in the art for such 

2 0 purpose. For example, OLIGO 4.06 software is useful for the selection of PCR primjO* pairs of up to 
100 nucleotides each, and fen- the analysis of oligonucleotides and larg^ polynucleotides of up to 5»000 
nucleotides from an input polynucleotide sequence of up to 32 kilobases. Similar primer selection 
programs have incorporated additional features for expanded capabilities. For example, the PrimOU 
primer selection program (available to the public from the Graome Cento- at UnivCTsity of Texas South 

2 5 West Medical CentCT, Dallas TX) is capable of choosing specific prima-s from megabase sequences 

and is thus useful for designing primers on a genome- wide scope. The PrimerS prima* selection 
program (available to the public from the Whit^ead Institute/MIT Cento- for Genome Research, 
Cambridge MA) allows the usct to input a "mispriming library,*' in which sequences to avoid as prima* 
binding sites are usa-specified. PrimoS is useful, in particular, for the selection of oligonucleotides for 

3 0 microarrays. (The source code for the latter two primer selection programs may also be obtained from 

thdr respective sources and modified to meet the uso's specific needs.) The PrimeGen program 
(available to the public from the UK Human Genome Mapping Project Resource Cotitre, Cambridge 
UK) designs prima^s based on multiple sequence alignments, tha^eby allowing selection of primers that 
hybridize to dthsr the most conserved or least conserved regions of aligned nucldc acid sequences. 
3 5 Hence, this program is useful for identification of both unique and conso'ved oligonucleotides and 

17 



wo 01/23558 



PCT/USOO/25610 



polynucleotide fragments. The oligonucleotides and polynucleotide fragm^ts identified by any of the 
above selection methods are useful in hybridization technologies^ for example, as PCR or sequ^ing 
primers, microarray el^n^its, or specific probes to idmtily fully or partially complonentary 
polynucleotides in a sanq)le of nucl^c acids. M^ods of oligonucleotide sdection are not limited to 
5 those described above. 

"Purified" refers to molecules, either polynucleotides or polypeptides that are isolated or 
separated from thdr natural environment and are at least 60% free, preferably at least 75% free, and 
most prefiorably at least 90% fi-ee fi-om oth^ compounds with which they are naturally associated. 

A ''recombinant nucldc acid" is a sequ^ce that is not naturally occurring cs: has a sequoice 
10 that is made by an artificial combination of two or more otherwise sq>arated segm^its of sequence. 
This artificial combination is oftm acconq)lished by chemical synthesis or, more commonly, by the 
artificial manipulation of isolated segments of nucleic acids, e.g., by genddc engineoring tedhniques 
such as those described in Sambrook, supra . The term recombinant includes nucldc acids that have 
X>een altered soldy by addition, substitution, or deletion of a portion of the nucldc add. Frequ^itiy, a 
15 recombinant nucldc acid may include a nucldc add sequrace opo-ably linked to a promoter sequence. 
Such a recombinant nucldc add may be part of a vector that is used, for example, to transfrarn a cdl. 

Alternativdy, such recombinant nucldc adds may be part of a viral vector, e.g., based on a 
vaccinia virus, that could be use to vaccinate a mammal wherdn the recombinant nucldc add is 
expressed, inducing a protective immunological response in the mammal. 

2 0 ''R^ulatory dement" refers to a nucleic add sequmce from nontranslated regions of a gene, 

and includes enhancers, promotes, introns, and 3' untranslated regions, which interact with host 
protdns to carry out or regulate transcription or translatioa 

"R^X)rta-" molecules are ch^nical or biochemical moires used for labding a nucldc acid, an 
amino acid, or an antitKxly. They include radionuclides; enzymes; fluorescent, chemiluminescent, or 
25 chromogenic agents; substrates; cofactors; inhibitors; magnetic particles; and oth^ moieties known in 
the art. 

An "RN A equivalent," in reference to a DNA sequence, is composed of the same linear 
sequence of nucleotides as the refa-ence DNA sequence with the exception that all occurrences of the 
nitrogenous base thymine are replaced with uracil, and the sugar backbone is composed of ribose 

3 0 instead of deoxyribose. 

"Sample" is used in its broadest sense. Samples may contain nucldc or amino acids, 
antibodies, or othCT materials, and may be da-ived from any source (e.g., bodily fluids including, but not 
limited to, saliva, blood, and urine; chromosome(s), organelles, or membranes isolated from a cell; 
genomic DNA, RN A, or cDNA in solution or bound to a substrate; and cleared cdls or tissues or blots 
35 or imprints from such cells or tissues). 
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"Specific binding" or "specifically binding'" refers to the interaction between a protein or 
peptide and its agonist, antibody* antagonist, or c^er binding partner. The inta*action is dqiendent 
upon the presence of a particular structure of the protein, e.g., the antig^c deto-minant or q>itope, 
recognized by the binding molecule. For exanq)le, if an antibody is specific for epitope "A,*' the 
5 presCTce of a polypq)tide containing q>itope A, or the pres^ce of free unlabeled A, in a reaction 
containing fi-ee labeled A and the antibody will reduce the amount of labeled A that binds to the 
antibody. 

"Substitution" refers to the rq)lacement of at least one nucleotide or amino acid by a different 
nucleotide or amino add. 

10 "Substrate" refers to any suitable rigid or smii-rigid support including, e.g., m^nhranes, filths, 

chips, slides, wafers, fib^, magnetic or nonmagnetic beads, gels, tubing, plates, polymers, 
microparticles or capillaries. The substrate can have a variety of surface forms, such as wells, 
tr^iches, pins, channds and pores, to whidi polynucleotides or polypeptides are bound. 

A **transcript image" refers to the collective pattern of gaie expression by a particular tissue or 

15 cdl type under giv«i conditions at a givm time. 

'Transformation" refers to a process by which exogenous DNA enters a recipi^ c^. 
TransfcMination may occur under natural or artificial conditions using various no^hods wdl known in 
the art. Transformation may rely on any known m^od for the ins^on of fordgn nucldc acid 
sequences into a prokaryotic or eukaryotic host cell. The method is selected based on-the host cell being 

20 transfcxmed. 

*Transformants" include stably transformed cdls in which the inserted DNA is capable of 
rq)lication Qither as an autonomously rq>licating plasmid or as part of the host chromosome, as wdl as 
cdls which transientiy repress insmed DNA or RNA. 

A "transgraic organism," as used h^ein, is any organism, including but not limited to animals 

25 and plants, in which one or more of the cdls of the organism contains hetCTologous nucleic add 

introduced by way of human intervention, such as by transgenic techniques wdl known in the art. The 
nucldc acid is introduced into the cdl, direcUy or indirectiy by introduction into a precursor of the cell, 
by way of ddiberate genetic manipulation, such as by microinjection or by infection with a recombinant 
virus. The term genetic manipulation does not include classical cross-breeding, or in vitro fertilization, 

3 0 but rather is directed to the introduction of a recombinant DNA molecule. The transgenic organisms 
contemplated in accordance with the present invention include bacteria, cyanobactai'ia, fungi, and plants 
and animals. The isolated DNA of the present invention can be introduced into the host by methods 
known in the art, for exanq^le infection, transfection, transformation or transconjugation. Techniques 
for transferring the DNA of the pres^ invention into such o'ganisms are widdy known and provided in 

3 5 references such as Sambrook et al. (1989), supra . 
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A "variant" of a particular nucleic acid sequence is defined as a nucleic acid sequence having at 
least 25% sequence identity to the particular nucleic acid sequence over a certain length of one of the 
nucldc acid sequences using blastn with the "BLAST 2 Sequences" tool Vo-sion 2.0.9 (May-07-1999) 
set at dtfault parameters. Such a pair of nucleic acids may show, for exan^le, at least 30%, at least 
5 50%, at least 60%. at least 70%, at least 80%, at least 90%, at least 95% or &ven at least 98% or 

greata: sequaice identity over a certain defined Iragth. Ttie variant may result in '^conservative" amino 
add changes which do not affect structural and/or chemical properties. A variant may be described as, 
fot »anq>le, an "allelic** (as defined above), "splice," "species," or ^^polymorphic" variant A splice 
variant may have significant idmtity to a refermce molecule, but will graerally have a greater or lesser 

10 number of polynucleotides due to alternate splicing of exons during mRNA processing. The 

corresponding polypeptide may possess additional functional domains or lack domains that are preset 
in the refer^ice molecule. Species variants are polynucleotide sequ^ces that vary from one species to 
another. The resulting polypeptides gmerally will have significant amino acid identity relative to each 
other. A polymorphic variant is a variation in the polynucleotide sequence of a particular gent between 

15 individuals of a given species. Polymorphic variants also may encompass "single nucleotide 

polymorphisms" (SNPs) in ^ch the polynucleotide sequence varies by one base. The presence of 
SNPs may be indicative of, for example, a certain peculation, a disease state, or a propensity for a 
disease state. 

In an alt^native, variants of the polynucleotides of the present inv^on may be g^ierated 

2 0 through recombinant methods. One possible method is a DN A shuffling technique such as 

MOLECULARBREEDING (MaxygOT Inc., Santa Clara CA; described in U.S. Patent Numba- 
5,837,458; Chang, C.-C. et al. (1999) Nat. Biotechnol. 17:793-797; Christians, F.C. et al. (1999) Nat. 
BiotechnoL 17:259-264; and Crama-i, A. et al. (1996) Nat. Biotechnol. 14:315-319) to alter or improve 
the biological properties of SPTM, such as its biological or enzymatic activity or its ability to bind to 
25 other molecules or compoimds. DNA shuffling is a process by >\iiich a library of gene variants is 
produced using PCR-mediated recombination of gene fragments. The library is then subjected to 
selection or screening procedures that identify those gene variants with the desired propaties. These 
prefarred variants may then be pooled and further subjected to recursive rounds of DNA shuffling and 
selection/screening. Thus, genetic div^sity is created through "artificial" breeding and rapid molecular 

3 0 evolution. For example, fragments of a single gene containing random point mutations may be 

recombined, screened, and then reshuffled until the desired properties are optimized. Altarnatively, 
fragments of a given gene may be recombined with fragments of homologous genes in the same gene 
family, either from the same or differm species, thereby maximizing the g^ietic diversity of multiple 
naturally occurring g^ies in a directed and controllable manner. 
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A "variant" of a particular polypeptide sequence is defined as a polypeptide sequence having 
at least 40% sequence identity to the particular polypeptide sequence over a certain length of one of 
the polypeptide sequences using blas^ with the "BLAST 2 Sequences'' tool Version 2.0.9 (May-07- 
1999) set at default param^ers. Such a pair of polypeptides may show, for example, at least 50%, at 
5 least 60%, at least 70%, at least 80%, at least 90%, at least 95%, or at least 98% or greater sequence 
identity over a certain defined length of one of the polypq)tides. 
THE INVENTION 

In a particular embodiment, cDNA sequraces derived from human tissues and cell lines were 
aligned based on nucleotide sequence identity and assembled into ^'consensus" or *t^iq)late'' sequmces 

1 0 which are designated by the t^plate identification numbers (t^nplate IDs) in colunm 2 of Table 1 . 
The sequmce idratification numbers (SEQ ID NO:s) corresponding to the t^iqilate IDs are shown in 
colimon 1. Segmmts of the template sequences are d^ned by the ""start" and ""stop" nucleotide 
positions listed in columns 3 and 4. These segments, v/ben translated in the reading fi-ames indicated in 
column 5, have similarity to signal pq>tide (SP) or transm^brane (TM) domain cons^isus sequences, 

15 as indicated in column 6. 

The invmtion incorporates the nucleic acid sequmces of these templates as disclosed in the 
Sequ^ice Listing and the use of these sequ^sces in the diagnosis and treatmimt of disease states 
characterized by defects in cell signaling. The invention furthor utilizes these sequences in hybridization 
and anq)]ification technologies, and in particular, in technologies which assess g^ie expression patterns 

2 0 correlated with specific c^ or tissues and their responses in vivo or in vitro to pharmaceutical agrats, 

toxins, and otiier treatmmts. In this manner, ttie sequences of the present invention are used to devdop 
a transcript image for a particular cell or tissue. 
DCTivation of Nucleic Acid Sequences 

cDNA was isolated fi'om libraries constructed using RN A da-ived from normal and diseased 

25 human tissues and c^ lines. The human tissues and cell lines used for cDNA library construction w^e 
selected from a broad range of sources to provide a divo-se population of cDNAs rq>resentative of gene 
transcription throughout the human body. Descriptions of the human tissues and cell lines used for 
cDNA library construction are provided in the LIFESEQ database (Incyte Genomics, Inc. (Incyte), Palo 
Alto C A). Human tissues were broadly selected from, for example, cardiovascular, dermatologic, 

30 endocrine, gastrointestinal, hematq)oietic/immune system, musculoskeletal, neural, rq)roductive, and 
urologic sources. 

Cell lines used for cDNA library construction were derived from, for example, leukemic cdls, 
tCTatocarcinomas, neuroepitheliomas, cervical carcinoma, lung fibroblasts, and endothelial cells. Such 
cell lines include, for example, THP-1, Jurkat, HUVEC, hNT2, WI38, HeLa, and oth^ cell lines 

3 5 commonly used and available from public deposit(»ies (American Type Culture Collection, Manassas 
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VA). Prior to mRNA isolation, cdl lines were untreated, treated with a pharmaceutical agent such as 
5 -aza-2 -deoxycytidine, treated with an activating agent such as lipopolysaccharide in the case of 
leukocytic cell lines, en-, in the case of endothelial cell lines, subjected to shear stress. 
Sequencing of the cDNAs 

5 M^hods for DNA sequencing are well known in the art. Conventional ^izymatic methods 

^i^loy the Kl^ow fragm^ of DNA polymerase I, SEQUENASE DNA polymerase (U.S. 
Biochanical Corporation, Clevdand OH), Taq polymerase (PE Biosystems, Foster City C A), 
thermostable T7 polymerase (Amersham Pharmacia Biotech, Inc. (Amersham Pharmacia Biotech), 
Piscataway NJ), or combinations of polymerases and proofreading exonucleases such as those found in 

10 the ELONGASE amplification system (Life Technologies Inc. (Life Technologies), Gaithersburg MD), 
to ext»d the nucldc acid sequrace fi-om an oligonucleotide primer annealed to the DNA tenq)late of 
interest Methods have been developed fat the use of both single-stranded and double-stranded 
t^nplates. Chain termination reaction products may be electrophoresed on urea-polyaarylamide gels 
and d^ected dther by autoradiography (for radioisotope-labded nucleotides) or by fluorescence (for 

15 fluca:ophcH-&-labded nucleotides). Automated methods for mechanized reaction prq>aration, sequmcing, 
and analysis using fluorescence detection methods have bem developed. Machines used to prepare 
cDNAs for sequmcing can include the MICROLAB 2200 liquid transf^ system (Hamilton Company 
(Hamilton), Reno NV), Pdtiar thearmal cycler (PTC200; MJ Research, Inc. (MJ Research), Watotown 
MA), and ABI CATALYST 800 thermal cyclo" (PE Biosyst^ns). Sequencing can be carried out using, 

20 fOT »anq>le, the ABI 373 377 (PE Biosystems) or MEGABACE 1000 (Molecular Dynamics, Inc. 
(Molecular Dynamics), Sunnyvale C A) DNA sequencing systems, ot other automated and manual 
sequencing systems wdl known in the art 

The nucleotide sequences of the Sequence Listing have been prepared by cxirrent, state-of-the- 
art, automated methods and, as such, may contain occasional sequencing errors or unidentified 

25 nucleotides. Such unidentified nucleotides are designated by an N. These infrequent unidentified bases 
do not rq)resent a hindrance to practicing the invention for those skilled in the art. Several methods 
emplo>ing standard recombinant techniques may be used to correct errors and complete the missing 
sequence information. (See, e.g., those described in Ausubel, P.M. et al. (1997) Short Protocols in 
Molecular Biologv . John Wiley & Sons, New York NY; and Sambrook, J. et al. (1989) Molecular 

3 0 Cloning. A Laboratory Manual . Cold Spring Harbor Press, Plainview NY.) 
Assembly of cDNA Sequences 

Human polynucleotide sequences may be assembled using programs or algorithms well known 
in the art. Sequences to be assembled are related, wholly or in part, and may be derived from a single 
or many different transcripts. Assembly of the sequences can be perfcHmed using such programs as 
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PHRAP (Phils Revised Ass^nbly Program) and the GEL VIEW £ragm^ assembly system (GCG), ot 
other methods known in the art. 

Altanatively, cDNA sequ^ices are used as ''conponent'* sequences that are assembled into 
'template'* or ''consensus" sequences as follows. Sequence chromatograms are processed, verified, and 
5 quality scores are obtained using PHRED. Raw sequences are edited using an editing pathway known 
as Block 1 (See, e.g., the LIFESEQ Ass^nbled User Guide, Incyte Gmomics, Palo Alto, CA). A series 
of BLAST comparisons is performed and low-information segments and rqietitive eiem^its (e.g., 
dinucleotide rq)eats, Alu rq)eats, ^c.) are replaced by "n's", or masked, to prev^ spurious matches. 
Mitochondrial and ribosomal RNA sequraces are also removed. The processed sequ^ices are then 

1 0 loaded into a relational database managemait syst^ (RDMS) which assigns edited sequences to 
existing templates, if available. When additional sequences are added into the RDMS, a process is 
initiated whidi modifies ^sting t^nplates or creates new taiq[>lates fi-om wcn-ks in progress (i.e., 
nonfinal ass^nbled sequences) containing queued sequ^ices or the sequmces thonselves. After the new 
sequ^ices have been assigned to templates, the t^nplates can be merged into bins. If multiple tanplates 

15 exist in one bin, the bin can be split and the tenqplates reannotated. 

Once gene bins have been g^ierated based upon sequence alignm^ts, bins are "'clone joined" 
based upon clone information. Clone joining occurs when the S' sequence of one clone is present in one 
bin and the 3' sequmce from the same clone is pres^ in a differmt bin, indicating that the two bins 
should be merged into a single bin. Only bins which share at least two different clones are ma-ged. 

20 A resultant template sequence may contain dther a partial or a full length open reading frame, 

w all or part of a g^ietic regulatory element This variation is due in part to the fact that the ftill length 
cDNAs of many genes are sevo^al hundred, and sometimes sevo-al thousand, bases in length. With 
cuirent technology, cDNAs comprising the coding regions of large g^es cannot be cloned because of 
vector limitations, incomplete revo^se transcription of the mRNA, or incomplete "second strand" 

25 synthesis. Template sequ^ces may be extended to include additional contiguous sequences derived 

from the parent RNA transcript using a variety of methods known to those of skill in the art. Extension 
may thus be used to achieve the full length coding sequence of a gene. 
Analvsis of the cDNA Sequences 

The cDN A sequences are analyzed using a variety of programs and algorithms which are well 

30 known in the art. (See, e.g., Ausubd, 1997, supra , ChaptCT 7.7; Meyers, R.A. (Ed.) (1995) Molecular 
BiolQgv and Biotechnologv . Wiley VCH, New York NY, pp. 856-853; and Table 4.) These analyses 
comprise both reading frame det£3*minations, e.g., based on triplet codon periodicity for particular 
organisms (Fickett, J.W. (1982) Nucldc Acids Res. 10:5303-5318); analyses of potential start and stop 
codons; and homology searches. 
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Computer programs known to those of skill in the art for p^orming computer-assisted 
searches for amino add and nucldc add sequence similarity, include, for example, Basic Local 
AUgnmait Search Tool (BLAST; Altschul, S,F. (1993) J. Mol. Evol. 36:290-300; Altschul, S.R et al. 
(1990) J. Mol. Biol. 215:403-410). BLAST is especially useful in detomining exact matches and 
5 conq)aring two sequence fragmrats of arbitrary but equal lengths, whose alignment is locally maximal 
and for which the alignmmt score meets or exceeds a threshold or cutoff score set by the user (Karlin, 
S. et al. (1988) Proc. Natl. Acad. Sci. USA 85:841-845). Using an impropriate search tool (e.g., 
BLAST (H* HMM), GenBank, SwissProt, BLOCKS, PFAM and other databases may be searched for 
sequ^ices containing regions of homology to a query sptm or SPTM of the present invmtion. 

10 Other approaches to the identification, assembly, storage, and display of nucleotide and 

polypq)tide sequmces are provided in ''Rdational Database for Storing Biomolecule Information,'' 
U.S.S.N, 08/947,845, filed OctobCT 9, 1997; "Project-Based Full-Laigth Biomolecular Sequrace 
Database," U.S.S.N. 08/81 1,758, filed Mardi 6, 1997; and "Rdational Database and Syst^ for 
Sionng Information R^ating to Biomolecular Sequoices," U.S.S.N. 09/034,807, filed March 4, 1998, 

15 all of vMdi are incorporated by referrace h^ein in their entirety. 

Protein hiararchies can be assigned to the putative encoded polypeptide based on, e.g., motif, 
BLAST, or biological analysis. Methods for assigning these hierarchies are described, for example, in 
"Database System Employing Protein Function Hierarchies for Viewing Biomolecular Sequ^ce Data," 
U.S.S.N, 08/812,290, filed March 6, 1997, incorporated herein by rrforence. 

20 Human Secretory Sequences 

The sptm of the present invention may be used for a variety of diagnostic and therapeutic 
purposes. For example, an sptm may be used to diagnose a particular condition, disease, or disorder 
associated with cell signaling. Such conditions, diseases, and disorders include, but are not limited to, a 
cell proliferative disorder such as actinic ko^atosis, arteriosclerosis, atherosclerosis, biu^itis, cirrhosis, 

25 hepatitis, mixed connective tissue disease (MCTD), myelofibrosis, paroxysmal nocturnal 

hemoglobinuria, polycythemia v^a, psoriasis, primary thrombocythemia, and cancers including 
adenocarcinoma, leukemia, lymphoma, melanoma, myeloma, sarcoma, teratocarcinoma, and, in 
particular, a cancer of the adrenal gland, bladder, bone, bone marrow, brain, breast, cervix, gall 
bladder, ganglia, gastrointestinal tract, heart, kidney, liver, lung, muscle, ovary, pancreas, parathyroid, 

30 penis, prostate, salivary glands, skin, spleen, testis, thymus, thyroid, and uterus; an immune system 
disorder such as such as infianunation, actinic keratosis, acquired inununodeficiency syndrome 
(AIDS), Addison's disease, adult respiratory distress syndrome, allergies, ankylosing spondylitis, 
amyloidosis, anemia, arteriosclerosis, asthma, atherosclerosis, autoinmiune hemolytic anemia, 
autoimmune thyroiditis, bronchitis, bursitis, cholecystitis, cirrhosis, contact dermatitis, Crohn's 

35 disease, atopic d^matitis, dermatomyositis, diabetes mellitus, emphysema, erythroblastosis fetalis. 



24 



wo 01/23558 



PCT/USOO/25610 



erythema nodosum, atrophic gastritis, glomerulonephritis, Goodpasture's syndrome, gout. Graves' 
disease, Hashimoto's thyroiditis, paroxysmal nocturnal hemoglobinuria, hepatitis, hypereosinophilia, 
irritable bowel syndrome, episodic lymphopenia with lymphocytotoxins, mixed cormective tissue 
disease (MCTD), multiple scl^osis, myasthenia gravis, myocardial or p^icardial inflammation, 
5 myelofibrosis, osteoarthritis, osteoporosis, pancreatitis, polycythemia vera, polymyositis, psoriasis, 
Reiter's syndrome, rheumatoid arthritis, scl^oderma, Sjogren's syndrome, systemic anaphylaxis, 
systemic lupus erythematosus, systemic scl^osis, primary thrombocythemia, thrombocytopenic 
purpura, ulc^ative colitis, uveitis, W^ner syndrome, complications of canc^, hemodialysis, and 
extracorporeal circulation, trauma, and hematopoietic cancer including lymphoma, leukemia, and 

10 myeloma; and a neurological disord^ such as q)ilepsy, ischemic cerebrovascular disease, stroke^ 
c^ebral neoplasms, Alzhdmer's disease, Pick's disease, Huntington's disease, demi^a, Parkinson's 
disease and oth^ extrapyramidal disorders, amyotrophic lateral sclerosis and other motor neuron 
disorda*s, progressive nairal muscular atrophy, retinitis pigmi^osa, h^-editary ataxias, multiple 
sclerosis and other demyelinating diseases, bacterial and viral m^ngitis, brain abscess, subdural 

15 empyema^ q>idural abscess, suppurative intracranial thrombophlebitis, myelitis and radiculitis, viral 
central nervous system disease, prion diseases including kuru, Creutzfddt- Jakob disease, and 
Go-stmaim-Straussler-Schdnker syndrome, fatal familial insomnia, nutritional and m^boUc diseases 
of the novous system, neurofibromatosis, tuberous sclerosis, cerebelloretinal h^nangioblastomatosis, 
CTcephalotrigeminal syndrome, mental retardation and other devdopm^ital disordo- of the central 

20 nervous syst^ cerebral palsy, a nouroskeletal disorder, an autonomic nervous syst^ disorder, a 
cranial nerve disorder, a spinal cord disease, muscular dystrophy and other neuromuscular disorder, a 
peripheral nervous syst^ disordo^, dermatomyositis and polymyositis, inherited, mmbolic, endooine, 
and toxic myq^athy, myasth^a gravis, periodic paralysis, a mortal disc»rder including mood, anxi^y, 
and schizophrenic disorder, seasonal affective disord^ (SAD), akathesia, anuiesia, catatonia, diabetic 

25 neuropathy, tardive dyskinesia, dystonias, paranoid psychoses, postherp^c neuralgia, and Tour^e's 
disorder. The sptm can be used to detect the pres^ice of, or to quantify the amount of, an sptm-related 
polynucleotide in a sample. This information is iben conQ)ared to information obtained from appropriate 
reference samples, and a diagnosis is established. Alternatively, a polynucleotide complementary to a 
given sptm can inhibit or inactivate a tho-apeutically rdevant g&ie related to the sptm. 

30 Analvsis of sptm Expression Pattmis 

The expression of sptm may be routinely assessed by hybridization-based m^ods to 
detOTnine, for example, the tissue-specificity, disease-specificity, or develc^mental stage-specificity of 
sptm expression. For example, the level of expression of sptm may be compared among di^erent cell 
types or tissues, among diseased and normal cdl types or tissues, among cdl types or tissues at 

35 diffident devdopmental stages, or among cell types or tissues undergoing various treatments. This type 
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of analysis is useful, for sample, to assess the relative levels of sptm expression in fiilly or partially 
differentiated cdls or tissues, to determine if changes in sptm expression levels are correlated with the 
development or progression of specific disease states, and to assess the response of a cdl or tissue to a 
specific therapy, for example, in pharmacological or toxicological studies. Methods for the analysis of 
5 sptm expression are based on hybridization and anq>lification technologies and include m^nbrane-based 
procedures such as ncxthem blot analysis, high-throughput procedures that utilize, for exaiqple, 
microarrays, and PCR-based procedures. 

Hybridization and Gmetic Analysis 

1 0 The sptm, thdr fragm^its, or conq)lementary sequences, may be used to idmtify the presmce 

of and/or to determine the degree of similarity between two (ot more) nucleic acid sequmces. The sptm 
may be hybridized to naturally occurring or recombinant nucleic acid sequences undo* appropriately 
selected tenq^eratures and salt concentrations. Hybridization with a probe based on the nucldc acid 
sequmce of at least one of the sptm allows for the detection of nucldc acid sequences, including 

1 5 gnomic sequences, which are identical or rdated to the sptm of the Sequence Listing. Probes may be 
selected fi-om non-conserved or unique r^ons of at least one of the polynucleotides of SEQ ID NO:l - 
63 and tested for thdr ability to identify or anq)lify the targ^ nucldc add sequmce using standard 
protocols. 

Polynucleotide sequences that are capable of hybridizing, in particular, to those shown in SEQ 

20 ID NO:l-63 and fragments thereof, can be identified using various conditions of stringency. (See, e.g., 
WaW, G.M. and S.L, Bergo^ (1987) Methods Enzymol. 152:399-407; Kimmd, A.R. (1987) Methods 
Enzymol. 152:507-5 11.) Hybridization conditions are discussed in "Definitions." 

A probe for use in Southern or ncMthOTi hybridization may be da^ived from a fragment of an 
sptm sequence, or its complement, that is up to several hundred nucleotides in length and is either 

2 5 single-stranded or double-stranded. Such probes may be hybridized in solution to biological materials 
such as plasmids, bacterial, yeast, or human artificial chromosomes, cleared or sectioned tissues, or to 
artificial substrates containing sptm. Microarrays are particularly suitable for identifying the presence 
of and d^ecting the level of expression for multiple genes of interest by examining gene expression 
correlated with, e.g., various stages of development, treatment with a drug or compound, or disease 

30 progression. An array analogous to a dot or slot blot may be used to arrange and link polynucleotides 
to the surface of a substrate using one or more of the following: mechanical (vacuum), chemical, 
thermal, or UV bonding procedures. Such an array may contain any number of sptm and may be 
produced by hand or by using available devices, materials, and machines. 

Microarrays may be pr^ared, used, and analyzed using methods known in the art. (See, e.g., 

35 Brennan, T.M. et al, (1995) U.S. Patent No. 5,474,796; Schraa, M. et al. (1996) Proc. Natl. Acad. Sci. 
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USA 93:10614-10619; BaldeschweilCT et al, (1995) PCT appUcation W095/251116; Shalon, D. et al. 
(1995) PCT appUcation WO95/35505; HeU^. R. A. et al. (1997) Proc. Natl. Acad. Sci, USA 94:2150- 
2155; and Heller, MJ. ^ al. (1997) U.S. Patent No. 5,605,662.) 

Probes may be labeled by dther PGR or enzymatic techniques using a variety of commercially 
5 available rqx»ter molecules. For sample, commercial kits are available for radioactive and 

cheniluminesc^ labeling (Amersham Pharmacia Biotech) and fcx* alkaline phosphatase labeling (Life 
Technologies). Alternatively, sptm may be cloned into conuno-cially available vectors for the 
production of RNA probes. Such probes may be transcribed in the presence of at least one labded 
nucleotide (e.g., ^^-ATP, Amersham Pharmada Biotech). 

10 Additionally the polynucleotides of SEQ ID NO:l-63 or suitable fragments thereof can be used 

to isolate full l^gth cDNA sequences utilizing hybridization and/or amplification procedures well 
known in the art, e.g.. cDNA library scre^iing, PGR anq>lification, etc. The molecular cloning of such 
full length cDNA sequ^ices may ^nploy the method of cDN A library scre^ng with probes using ttie 
hybridization, stringracy, washing, and probing strategies described above and in Ausubdl, supra . 

15 Chapters 3, 5, and 6. These procedures may also be enq>loyed with gnomic libraries to isolate 
gmomic sequ^ices of sptm in order to analyze, e.g., regulatory dem^its. 
Gen^c Mapping 

Gem idmtification and mapping are important in the investigation and treatm^ of almost all 
conditions, diseases, and disorders. Cancer, cardiovascular disease, Alzheima^'s disease, arthritis, 
20 diabetes, and mental illnesses are of particular interest. Each of these conditions is more conq>lex than 
the single gene defects of sickle cdl an^a or cystic fibrosis, with select groups of genes bdng 
predictive of predisposition for a particular condition, disease, or disorder. For example, 
cardiovascular disease may result from malfunctioning receptor molecules that fail to clear cholesterol 
from the bloodstream, and diabetes may result when a particular individual's immune system is 

2 5 activated by an infection and attacks the insulin-producing cells of the pancreas. In some studies, 

Alzhdmer's disease has been linked to a gene on chromosome 21 ; othss: studies predict a different gene 
and location. Mapping of disease genes is a complex and rdt^ative process and generally proceeds 
from genetic linkage analysis to physical mapping. 

As a condition is noted among memb^s of a family, a genetic linkage map traces parts of 

3 0 chromosomes that are inherited in the same patto-n as the conditioa Statistics link the inhmtance of 

particular conditions to particular regions of chromosomes, as defined by RFLP or other markers. 
(See, for example. Lander, E. S, and Botstein, D. (1986) Proc. Nati. Acad. Sci. USA 83:7353-7357.) 
Occasionally, genetic markers and their locations are known from previous studies. More often, 
however, the marko^s are simply stretches of DNA that differ among individuals. Exanqples of graetic 
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linkage maps can be found in various scientific journals or at tbe Online Mendelian Inhoitance in Man 
(OMIM) World Wide Wd) site. 

In anotfao* embodiment of the invention, sptm sequences may be used to gmerate hybridization 
probes useful in chromosomal mapping of naturally occurring genomic sequences. Either coding or 
5 noncoding sequences of sptm may be used, and in some instances, noncoding sequmces may be 
pref^able over coding sequences. For example, consolation of an sptm coding sequence among 
members of a multi-goie family may potentially cause undesired cross hybridization during 
chromosomal mapping. The sequences may be m^ped to a particular chromosome, to a specific region 
of a chromosome, or to artificial chromosome constructions, e.g., human artificial chromosomes 
10 (HACs), yeast artificial chromosomes (YACs), bacterial artificial chromosomes (BACs), bacterial PI 
constructions, or single chromosome cDNA libraries. (See, e.g., Harrington, JJ. et al. (1997) Nat. 
Genet. 15:345-355; Price, CM. (1993) Blood Rev. 7:127-134; and Trask, B.J. (1991) Trends Genet. 
7:149-154.) 

Fluorescent in situ hybridization (FISH) may be corrdated with other physical chromosome 

15 mapping techniques and gjsn&dc map data. (See, e.g., Meyecs, supra .' pp. 965-968.) Correlation 
b^ween the location of sptm on a physical chromosomal map and a specific disordo-, or a 
predisposition to a specific disorda-, may help define the region of DNA associated with that discnrd^. 
The sptm sequraces may also be used to detect polymorphisms that are genetically linked to the 
inhoitance of a particular condition, disease, or disorder. 

20 In situ hybridization of chromosomal preparations and genetic mapping techniques, such as 

linkage analysis using established chromosomal markers, may be used for extending existing genetic 
maps. Often the placement of a gene on the chromosome of another mammalian species, such as 
mouse, may reveal associated marka-s even if the number or arm of the corresponding human 
chromosome is not known. These new marka: sequences can be mapped to human chromosomes and 

25 may provide valuable information to investigators searching for disease genes using positional cloning 
or other gene discovery techniques. Once a disease or syndrome has been crudely correlated by genetic 
linkage with a particular genomic region, e.g., ataxia-telangiectasia to 1 lq22-23. any sequences 
mapping to that area may represent associated or regulatory genes for furth^ investigation. (See, e.g., 
Gatti, R. A et al. (1988) Nature 336:577-580.) The nucleotide sequences of the subject invention may 

30 also be used to detect diffa-ences in chromosomal architecture due to translocation, inversion, etc., 
among normal, carriCT, or affected individuals. 

Once a disease-associated gene is mapped to a chromosomal region, the gene must be cloned in 
order to identify mutations or otho- altCTations (e.g.. translocations or inversions) that may be correlated 
with disease. This process requires a physical map of the chromosomal region containing the disease- 

3 5 gene of interest along with associated markers. A physical map is necessary for determining the 
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nucleotide sequence of and order of marker genes on a particular chromosomal regioa Physical 
mapping techniques are well known in the art and require the generation of overlapping sets of cloned 
DNA fragmmts from a particular organdie, chromosome, or genome. These clones are analyzed to 
reconstruct and catalog thdr ord^. Once the position of a marker is d^mnined, the DNA from that 
5 r^on is obtained by consulting the catalog and selecting clones from that region. The gene of interest 
is located through positional cloning techniques using hybridization or similar m^ods. 
Diagnostic Uses 

The sptm of the present invration may be used to design probes usdul in diagnostic assays. 
Such assays, wdl known to those skilled in the art, may be used to detect or confirm conditions, 

10 disorders, or diseases associated with abnormal levds of sptm expression. Labeled probes devdoped 
from sptm sequences are added to a san^le undar hybridizing conditions of desired string^icy. In some 
instances, sptm, or fragments or oligonucleotides derived from sptm, may be used as primers in 
amplification stq>s prior to hybridization. The amount of hybridization complex formed is quantified 
and conq)ared with standards for that cell <x tissue. If sptm expression varies significantly from the 

1 5 standard, the assay indicates the presence of the condition, disord^, or disease. Qualitative or 

quantitative diagnostic methods may include northon, dot blot, or other m^nbrane or dip-stick based 
technologies or multiple-sample format technologies such as PGR, enzyme-linked immunosorbent assay 
(ELIS A)-like, pin, or chip-based assays. 

The probes described above may also be used to monitor the progress of conditions, disorders, 

20 or diseases associated with abnormal levels of sptm expression, or to evaluate the efficacy of a 

particular therapeutic treatment. The candidate probe may be id^fied from the sptm that are specific 
to a givm human tissue and have not been observed in GenBank or oth^ genome databases. Such a 
probe may be used in animal studies, preclinical tests, clinical trials, or in monitoring the treatment of 
an individual pati^t In a typical process, standard expression is established by methods well known in 

25 the art for use as a basis of comparison, samples from patients affected by the disorder or disease are 
combined with the probe to evaluate any deviation from the standard profile, and a th^ap^tic agent is 
administo-ed and effects are monitored to gen^ate a treatm^t profile. Efficacy is evaluated by 
det^mining whethCT the expression progresses toward or returns to the standard normal pattmi. 
Treatment profiles may be generated over a period of several days or seva-al months. Statistical 

3 0 methods well known to those skilled in the art may be use to deta-mine the significance of such 
therapeutic agents. 

The polynucleotides are also usefril for idOTtifying individuals from minute biological samples, 
for exanqjle, by matching the RFLP pattern of a sample's DNA to that of an individual's DNA The 
polynucleotides of the present invention can also be used to determine the actual base-by-base DNA 
3 5 sequmce of selected portions of an individual's genome. These sequences can be used to prepare PCR 
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primes for amplifying and isolating such selected DNA» which can then be sequmced. Using this 
technique, an individual can be idmtified through a unique set of DNA sequences. Once a unique ID 
database is established for an individual, positive identification of that individual can be made from 
extremdy small tissue sanq)les. 
5 In a particular aspect, oligonucleotide primers derived from the sptm of the invention may be 

used to detect single nucleotide polymorphisms (SNPs). SNPs are substitutions, insertions and 
ddetions that are a irequmt cause of inhoited or acquired genetic disease in humans. Methods of SNP 
detection include, but are not limited to, single-stranded conformation polymorphism (SSCP) and 
fluorescrat SSCP (fSSCP) methods. In SSCP, oligonucleotide primers derived from sptm are used to 

10 amplify DNA using the polymerase chain reaction (PCR). The DNA may be derived, for »anq>le» 
from diseased or normal tissue, biopsy sanq)les, bodily fluids, and the like. SNPs in the DNA cause 
diffidences in the secondary and tertiary- structures of PCR products in single-stranded fcnm, and these 
differences are detectable using gd dectrophoresis in non-denaturing gels. In fSCCP, the 
oligonucleotide primers are fluoresc^itly labded, ^^ch allows detection of the amplimers in high- 

15 throughput equipmmt such as DNA sequencing machines. Additionally, sequence database analysis 
methods, termed in silico SNP (isSNP), are capable of idmtifying polymorphisms by conq)aring the 
sequoKXS of individual overlapping DNA fragmmts which ass^ble into a common consensus 
sequence. These conq>utar-based methods filter out sequ^ce variations due to laboratory preparation 
of DNA and sequencing errors using statistical modds and automated analyses of DNA sequence 

20 diromatograms. In the altanative, SNPs may be d^ected and characterized by mass spectrom^ry 
using, for example, the high throughput MASS ARRAY syst^ (Sequenom, Inc., San Diego CA). 

DNA-based identification techniques are critical in forensic technology. DNA sequences taken 
from very small biological samples such as tissues, e.g., hair or skin, or body fluids, e.g., blood, saliva, 
semai, etc., can be amplified using, e.g., PCR, to identify individuals. (See, e.g., Erlich, H, (1992) 

25 PCR Technology . Freeman and Co., New York, NY). Similarly, polynucleotides of the present 
invention can be used as polymorphic markCTS. 

Tha-e is also a need for reagents capable of identifying the source of a particular tissue. 
Appropriate reagents can comprise, for exanq)le, DNA probes or primers prqjared fi*om the sequences 
of the present invention that are specific for particular tissues. Panels of such reagents can identify 

3 0 tissue by species and/or by organ type. In a similar fashion, these reagents can be used to screen tissue 
cultures for contamination. 

The polynucleotides of the present invention can also be used as molecular weight markers on 
nucleic acid gels or Southern blots, as diagnostic probes for the presence of a specific mRNA in a 
particular cdl type, in the creation of subtracted cDNA libraries which aid in the discovery of novd 
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polynucleotides, in selection and synthesis of oligomers fen: attachment to an array or other support, and 
as an antig^ to dicit an immune response. 
Disease Model Systems Using SPTM 

The polynucleotides encoding SPTM ch* their mammalian homologs may be ^'knocked out" in 
5 an animal model syst^ using homologous recombination in ^bryonic stem (ES) cdls. Such 
techniques are wdl known in the art and are useful for the generation of animal models of human 
disease. (See. e.g., U.S. Patent Number 5,175,383 and U.S, Patent Number 5,767,337.) For exasnplo, 
mouse ES cells, such as the mouse 129/SvJ cdl line» are derived from the early mouse ^bryo and 
grown in culture. The ES cells are transformed with a vector containing the gene of interest disrupted 

10 by a marko- gene, e.g., the neomycin phosphotransferase gaie (neo; Capecchi, M.R. (1989) Science 
244:1288-1292). The vector integrates into the ccHresponding region of the host genome by 
homologous recombination. Alternatively, homologous recombination takes place using the Cre-loxP 
system to knockout a g^ie of interest in a tissue- or develc^mental stage-specific manner (Marth, J.D. 
(1996) Clia Invest 97:1999-2002; Wagn^, K.U. et al, (1997) Nucldc Acids Res. 25:4323-4330). 

1 5 Transfcnmed ES cells are identified and microinjected into mouse cdl blastocysts such as those from 
the C57Biy6 mouse strain. The blastocysts are surgically transferred to psoidopregnant dams, and the 
resulting chimeric progeny are genotyped and bred to produce heterozygous or homozygous strains. 
Transg^c animals thus generated may be tested with pot^itial therapeutic or toxic agents. 

Polynucleotides encoding SPTM may also be manipulated in vitro in ES cells dmved from 

20 human blastocysts. Human EScdls have the pot»tial to differentiate into at least dght separate cell 
lineages including endoderm, mesoderm, and ectodermal cdl types. These cell lineages differentiate 
into, for example, neural cells, hematopoietic Uneages, and cardiomyocytes (Thomson, J.A. et al. (1998) 
Science 282:1 145-1 147). 

Polynucleotides encoding SPTM can also be used to create **knockin" humanized animals 

25 (pigs) or transgenic animals (mice or rats) to model human disease. With knockin technology, a region 
of sptm is injected into animal ES cells, and the injected sequence integrates into the animal cell 
genome. Transformed cells are injected into blastulae, and the blastulae are implanted as described 
above. Transgenic progeny or inbred lines are studied and treated with potential pharmaceutical agents 
to obtain information on treatment of a human disease. Alternatively, a mammal inbred to ov^express 

30 sptm, resulting, e.g., in the secretion of SPTM in its milk, may also serve as a convenient source of that 
protein (Janne, J. et al. (1998) Biotechnol. Annu. Rev. 4:55-74). 
Screening Assays 

SPTM encoded by polynucleotides of the present invention may be used to screen for molecules 
that bind to or are boimd by the encoded polypeptides. The binding of the polypeptide and the molecule 
3 5 may activate (agonist), increase, inhibit (antagonist), or decrease activity of the polypq>tide or the 



wo 01/23558 



PCT/USOO/25610 



bound molecule. Examples of such molecules include antibodies, oligonucleotides, proteins (e.g., 
recq^tors), or small molecules. 

Prefi^ably, the molecule is closdy related to the natural ligand of the polypeptide, e.g., a ligand 
or fragment thereof, a natural substrate, or a structural ex* functional mim^c. (See, Coligan ^ al., 
5 (1991) CurrCTt Protocols in Immunology 1(2): Chapter 5.) Similarly, the molecule can be closely 
related to the natural recq)tor to which the polypq)tide binds, or to at least a fragment of the recq>tc»:, 
e.g., the active site. In dther case, the molecule can be rationally designed using known techniques. 
Preferably, the screening for these molecules involves producing appropriate cdls which express the 
polypeptide, dther as a secreted protdn or on the cell m^nbrane. Prefeired cells include cells from 

10 mammals, yeast, Drosophila , or E. coli , Cdls expressing the polypeptide or cdl m^brane fractions 
which contain the expressed polypq)tide are then contacted with a test conqxiund and binding, 
stimulation, or inhibition of activity of dther the polypq>tide or the molecule is analyzed. 

An assay may simply test binding of a candidate conqx>und to the polypeptide, wherein binding 
is detected by a flucn-ophore, radioisotope, enzyme conjugate, or otter detectable label. Altemativdy, 

IS the assay may assess binding in the presence of a labded competitOT. 

Additionally, the assay can be carried out using cdl-free prqiarations, polyp^tide/molecule 
affixed to a solid support, chemical libraries, ex* natural product mixtures. Tte assay may also sinq)ly 
comprise the stq)s of mixing a candidate conqxmnd with a solution containing a polypeptide, measuring 
polyp^tide/molecule activity or binding, and comparing the polypeptide/molecule activity or binding to 

20 a standard. 

Preferably, an ELISA assay using, e.g., a monoclonal or polyclonal antibody, can measure 
polypeptide level in a sample. The antibody can measure polypeptide level by either binding, directly or 
indirectly, to the polypqptide or by competing with the polypeptide for a substrate. 

All of the above assays can be used in a diagnostic or prognostic context. The molecules 

2 5 discovered using these assays can be used to treat disease or to bring about a particular result in a 

patient (e.g., blood vessel growth) by activating or inhibiting the polypeptide/molecule. Moreover, the 
assays can discover agents which may inhibit or enhance the production of the polypeptide from 
suitably manipulated cells or tissues. 
Transcript Imaging and Toxicological Testing 
30 Another embodiment relates to the use of sptm to develop a transcript image of a tissue or cell 

type. A transcript image rqpresents the global pattan of gene expression by a particular tissue or cell 
type. Global gene expression patterns are analyzed by quantifying the numbo* of expressed genes and 
their relative abundance under given conditions and at a given time. (See Sdlhama* et al.. 
"Comparative Gene Transcript Analysis," U.S. Patent Number 5,840.484, expressly incorporated by 

3 5 reforence herein.) Thus a transcript image may be generated by hybridizing the polynucleotides of the 
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preset invration or their complements to the totality of transcripts or revo'se transcripts of a particular 
tissue or cell type. In one ^nbodinfi^, the hybridization takes place in high-throughput format, 
wh^ein the polynucleotides of the present inv^tion or thdr complements conq>rise a subset of a 
plurality of dmients on a microarray. The resultant transcript image would provide a profile of gene 
5 activity pertaining to cell signaling. 

Transcript images which profile sptm expression may be gmerated using transcripts isolated 
from tissues, cdl lines, biopsies, or other biological sanq>les. The transcript image may thus reflect 
sptm expression in vivo , as in the case of a tissue or biopsy sample, or in vitro , as in the case of a cdl 
line. 

10 Transcript images which profile sptm expression may also be used in conjunction with in vitro 

modd systems and preclinical evaluation of pharmacaiticals, as wdl as toxicological testing of 
industrial and naturallyKxrcurring environmental compounds. All conqK)unds induce charactmstic 
gene expression patterns, frequently tamed molecular fingerprints or toxicant signatures, which are 
indicative of mechanisms of action and toxicity (Nuwaysir, E. F. et al. (1999) Mol. Carcinog. 24:153- 

15 159; Stdnea-, S. and Andorson, N. L. (2000) Toxicol. Lett 112-113:467-71, expressly incorporated by 
reference herdn). If a test compound has a signature similar to that of a conqxxind with known 
toxicity, it is likely to share those toxic properties. These fingerprints or signatures are most useful and 
refined when they contain expression information from a large number of genes and gene families. 
Ideally, a genome- wide measurement of expression provides the highest quality signature. Evai genes 

20 whose expression is not altered by any tested conq)ounds are important as wdl, as the levels of 
expression of these genes are used to ncxmalize the rest of the expression data. The normalization 
procedure is useftil for comparison of expression data aRer treatment with diff^^t compounds. While 
the assignment of gene function to dements of a toxicant signature aids in intapretation of toxicity 
mechanisms, knowledge of gene function is not necessary for the statistical matching of signatures 

2 5 vMch leads to prediction of toxicity. (See, for exan^le. Press Release 00-02 from the National 

Institute of Environmental Health Sciences, released February 29, 2000, available at 
http7/www.mdis.nih.gov/oc/news/toxchip.htm.) Therefore, it is important and desirable in 
toxicological screening using toxicant signatures to include all expressed gene sequences. 

In one embodiment, the toxicity of a test compound is assessed by treating a biological sample 
30 containing nucleic acids with the test compound. Nucleic acids that are expressed in the treated 
biological sample are hybridized with one or more probes specific to the polynucleotides of the 
present invention, so that transcript levels corresponding to the polynucleotides of the present 
invention may be quantified. The transcript levels in the treated biological sample are compared with 
levels in an unfreated biological sample. Differences in the transcript levels between the two samples 

3 5 are indicative of a toxic response caused by the test compound in the treated sample. 
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Another particular embodiment relates to the use of SPTM encoded by polynucleotides of the 
present invention to analyze the proteome of a tissue or cell type. The term proteome refers to the 
global pattern of protdn expression in a particular tissue or cell type. Each protein component of a 
proteome can be subjected individually to further analysis. Proteome »pression patterns, or profiles, 
5 are analyzed by quantifying the number of expressed protdlns and thdr rdative abundance undo* given 
conditions and at a given time. A profile of a cell's proteome may thus be generated by sq^arating and 
analyzing the polypq)tides of a particular tissue or cdl type. In one emtKxliment, the sq>aration is 
achieved using two-dimensional gd electrq)horesis, in which protdns from a sample are sq)arated by 
isoelectric focusing in the first dimension, and th^ according to molecular weight by sodium dodecyl 

10 sulfate slab gd electrophca-esis in the second dim^ion (Steiner and Anderson, supra) . The proteins are 
visualized in the gd as discr^ and uniquely positioned spots, typically by staining the gel with an 
agent such as Coomassie Blue or silver or flucH'escmt stains. Hie optical d^isity of each protein spot is 
g^ierally proportional to the levd of the protein in the sanq>le The (^tical densities of equival^idy 
positioned protdn spots firom different samples, for example, from biological samples dther treated or 

15 untreated with a test con^und or therapeutic agmt, are compared to identify any changes in protdn 
spot d^isity rdated to the treatment The proteins in the spots are partially sequenced using, for 
example, standard methods onploying chemical or mzymatic cleavage followed by mass spectrometry. 
The idmtity of the protein in a spot may be determined by conq>aring its partial sequ^ce, preferably of 
at least 5 contiguous amino acid residues, to the polypeptide sequences of the present invention. In 

20 some cases, further sequence data may be obtained for definitive protdn identification. 

A proteomic profile may also be generated using antibodies specific for SPTM to quantify the 
levds of SPTM expression. In one ^bodim^t, the antibodies are used as elements on a microarray, 
and protdn expression levels are quantified by exposing the microarray to the sample and detecting the 
levels of protdn bound to each array element (Lucking, A. et al. (1999) Anal. Biochem. 270:103-1 1 ; 

25 Mendoze, L. G. et al. (1999) Biotechniques 27:778-88). Detection may be pCTformed by a variety of 
methods known in the art, for example, by reacting the protdns in the sample with a thiol- or amino- 
reactive fluorescent compound and detecting the amount of fluorescence bound at each array dement. 

Toxicant signatures at the proteome level are also usefijl for toxicological screening, and should 
be analyzed in parallel with toxicant signatures at the transcript level. Th^e is a poor correlation 

30 between transcript and protein abundances for some proteins in some tissues (Anda*son, N. L. and 

Seilham^, J. (1997) Electrophoresis 18:533-537), so proteome toxicant signatures may be useful in the 
analysis of compounds which do not significantly affect the transcript image, but which alter the 
proteomic profile. In addition, the analysis of transcripts in body fluids is difficult, due to rapid 
degradation of mRNA, so proteomic profiling may be more reliable and informafive in such cases. 
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In anothCT embodiment, the toxicity of a test compowid is assessed by treating a biological 
sanq)le containing protons with the test compound. Proteins that are expressed in the treated biological 
sample are sq)arated so that the amount of each protdn can be quantified. The amoiuit of each protdn 
is conpared to the amount of the corresponding protdn in an untreated biological sample. A diff(a'ence 
5 in the amount of protdn between the two samples is indicative of a toxic response to the test compound 
in the treated sample. Individual protdns are idmtified by sequencing the amino add residues of the 
individual protdns and comparing these partial sequences to the SPTM encoded by polynucleotides of 
the pres^ invention. 

In another ^bodimrat» the toxicity of a test compound is assessed by treating a biological 
10 sanq)le containing protdns with the test compound. Protdns from the biological sample are incubated 
with antibodies specific to the SPTM ^icoded by polynucleotides of the present invention. The amount 
of protein recognized by the antibodies is quantified. The amount of protdn in the treated biological 
san^le is compared with the amount in an untreated biological sanq)le. A diffo'ence in the amount of 
protdn b^een the two sanq)les is indicative of a toxic response to the test conq>ound in the treated 
15 sample. 

Transcript images may be used to profile sptm expression in distinct tissue types. This process 
can be used to determine cell signaling activity in a particular tissue type rdative to this activity in a 
differs tissue type. Transcript images may l>e used to gmerate a profile of sptm expression 
characteristic of diseased tissue. Transcript images of tissues before and afl^ treatment may be used 
20 foi diagnostic purposes, to monitor the progression of disease, and to monitor the efficacy of drug 
treatments for diseases which affect cell signaling activity. 

Transcript images of cell lines can be used to assess cdl signaling activity and/or to identify 
cdl lines that lack or misregulate this activity. Such cdl lines may then be treated with pharmaceutical 
agaits, and a transcript image following treatment may indicate the efficacy of these agents in restoring 

2 5 desired levels of this activity. A similar approach may be used to assess the toxicity of pharmaceutical 

agrats as reflected by undesirable changes in cell signaling activity. Candidate pharmaceutical agents 
may be evaluated by comparing thdr associated transcript images with those of pharmaceutical agents 
of known effectiveness. 
Antisense Molecules 

3 0 The polynucleotides of the present invration are useful in antisense technology. Antisense 

technology or therapy relies on the modulation of expression of a target protdn through the specific 
binding of an antisense sequence to a target sequence encoding the target protein or directing its 
expressioa (See, e.g., Agrawal, S., ed. (1996) Antisense Therapeutics . Humana Press Inc.. Totawa 
NJ; Alama, A et al. (1997) Pharmacol. Res. 36(3):171-178; Crooke, S.T. (1997) Adv. Pharmacol. 
35 40:1-49; Sharma, H.W. andR. Narayanan (1995) Bioessays 17(12):1055-1063; andLavrosky. Y. et 



wo 01/23558 



PCTAJSOO/25610 



al, (1997) Biochem. Mol. Med. 62(1 ):1 1-22.) An antisense sequence is a polynucleotide sequence 
capable of specifically hybridizing to at least a portion of the target sequence. Antisense sequences 
bind to cellular mRNA and/or gnomic DNA, affecting translation and/or transcription. Antisense 
sequences can be DNA» RNA, or nucldc acid mimics and analogs. (See» e.g., Rossi, J.J. et al. (1991) 
5 Antisense Res. Dev. l(3):285-288; Lee, R. et al. (1998) Biochemistry 37(3):900-1010; Pardridge, 
W.M. et al. (1995) Proc. Nafl. Acad Sci. USA 92(1 2):5592-5596; and Nidsen. P. E. and Haaima, G, 
(1997) Chem. Soc. Rev. 96:73-78.) Typically, the binding which results in modulation of expression 
occurs through hybridization or binding of complementary base pairs. Antisense sequences can also 
bind to DNA duplexes through specific inta-actions in the major groove of the double helix. 

1 0 The polynucleotides of the presait inv^ition and fragments thereof can be used as antisense 

sequoQces to modify the expression of the polypq)tide encoded by sptm. The antis^e sequences can 
be produced ex vivo , such as by using any of the ABI nucleic acid synthesizer series (PE Biosystems) 
or other automated systems known in the art. Antis^ise sequmces can also be produced biologically, 
such as by transforming an appropriate host cell with an expression vector containing the sequrace of 

15 interest. (See, e.g., Agrawal, supra .) 

In therapaitic use, any gene delivery systmi suitable for introduction of the antisense sequences 
into appropriate target cells can be used. Antismse sequences can be ddivered intracellularly in the 
form of an expression plasmid which, upon transcription, produces a sequ^ice complementary to at 
least a portion of the cdlular sequence encoding the target protein. (See, e.g.. Slater, J.E., et al. (1998) 

20 J. Allo-gy Clin. Immunol. 102(3):469-475; and Scanlon. K.J., et al. (1995) 9(13):1288-1296.) 

Antis^e sequences can also be introduced intracdlularly through the use of viral vectors, such as 
retrovirus and adeno-assodated virus veaors. (See, e.g.. Miller, A.D. (1990) Blood 76:271; Ausubd, 
F.M. et al. (1995) Current Protocols in Molecular Biology . John Wiley & Sons, New YOTk NY; Uckot, 
W. and W. Walther (1994) Pharmacol. Thcr. 63(3):323-347.) OthCT gene delivory mechanisms include 

25 liposome-d^ived systems, artificial viral envelopes, and o\her systems known in the art. (See, e.g., 

Rossi, J.J. (1995) Br. Med. Bull. 51(l):217-225; Boado, R.J. et al. (1998) J. Phann. Sci. 87(11):1308- 

1315; and Morris, M.C. et al. (1997) Nucleic Acids Res. 25(14):2730-2736.) 

Expression 

In ordo- to express a biologically active SPTM, the nucleotide sequences Micoding SPTM or 
30 fragments thereof may be inserted into an appropriate expression vector, i.e., a vector which contains 
the necessary elements for transcriptional and translational control of the inserted coding sequence in a 
suitable host. Methods wliich are well known to those skilled in the art may be used to construct 
expression vectors containing sequences encoding SPTM and appropriate transcriptional and 
translational control elements. These methods include in vitro recombinant DNA techniques, synthetic 
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techniques, and in vivo g^etic recombinatioa (See, e.g., Sambrook, supra . Chapters 4, 8, 16, and 17; 
and Ausubel, supra . Chapters 9, 10, 13, and 16.) 

A variety of expression vector/host systems may be utilized to contain and express sequraces 
encoding SPTM. These include^ but are not limited to, microorganisms such as bacteria transformed 
5 with recombinant bacteriophage, plasmid, or cosmid DNA expression vectors; yeast transformed with 
yeast expression vectors; insect cell systems infected with viral expression vectcrs (e.g., baculovirus); 
plant ceil systems transformed with viral »pression vectors (e.g., cauliflower mosaic virus, CaMV, or 
tobacco mosaic virus, TMV) or with bacterial expression vectors (e.g., Ti ac pBR322 plasmids); or 
animal (mammalian) cell syst^ns. (See, e.g., Sambrook, supra : Ausubel, 1995, supra. Van Heeke, G. 

10 and S.M. Schuster (1989) J. Biol. Chsm. 264:5503-5509; Bittar, G.A. et al. (1987) Methods Enzymol. 
153:516-544; Scotct, C.A et al. (1994) Bio/Technology 12:181-184; Engelhard. E.K. et al. (1994) 
Proc. Nafl. Acad, Sd. USA 91 :3224-3227; Sandig, V. ^ al. (1996) Hum. GeneTher. 7:1937-1945; 
Takamatsu, N. (1987) EMBO J. 6:307-311; Coruzzi, G. et al, (1984) EMBO J. 3:1671-1680; BrogUe, 
R. et al. (1984) Sdrace 224:838-843; Winter. J. et al. (1991) Results Probl. Cdl Diffa. 17:85-105; 

1 5 The McGraw Hill Yearbook of Science and Technology (1992) McGraw Hill, New York NY, pp. 
191-196; Logan, J. andT. ShOTk(1984) Proc. Natl. Acad. Sci. USA 81:3655-3659; and Harrington, 
J.J. et al. (1997) Nat Genet. 15:345-355.) Expression vectors derived from retroviruses, adraoviruses, 
or hopes or vaccinia viruses, or from various bacterial plasmids, may be used for ddiv^ of nucleotide 
sequraces to the targeted (xgan, tissue, or cell population. (See, e.g., Di Nicola, M. et al. (1998) 

20 Canco- Gen. Ther. 5(6):350-356; Yu, M. et al., (1993) Proc. Nafl. Acad. Sci. USA 90(13):6340-6344; 
BullcT, R.M. et al. (1985) Nature 317(604O):813-815; McGregor, D.P. et al. (1994) Mol. Immunol. 
31(3):219-226; and Vrnna, I.M. and N. Somia (1997) Nature 389:239-242.) The invration is not 
limited by the host cell employed. 

For long term production of recombinant protons in mammalian systems, stable expression of 

25 SPTM in cell lines is prefared. For example, sequences encoding SPTM can be transformed into cell 
lines using expression vectors which may contain viral origins of rq>lication and/or endogenous 
expression elements and a selectable marker g^e on the same or on a sq>arate vector. Any numb©- of 
selection systems may be used to recover transformed cell lines. (See, e.g., WiglCT, M. ei al. (1977) 
Cell 11:223-232; Lowy, I. et al. (1980) Cdl 22:817-823.; Wiglo", M, et al. (1980) Proc. Natl. Acad 

30 Sci. USA 77:3567-3570; Colbere^Garapin, F, et al. (1981) J. Mol. Biol. 150:1-14; Hartman, S.C. and 
R.C.Mumgan (1988) Proc. Nafl. Acad. Sci. USA 85:8047-8051; Rhodes, C.A. (1995) Methods Mol. 
Biol. 55:121-131.) 
ThCTapeutic Uses of sptm 

The polynucleotides encoding SPTM may be used for somatic or germline gene thCTapy. G^ie 

3 5 thCTapy may be p^ormed to (i) correct a genetic deficiency (e.g., in the cases of severe combined 
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immunodeficiency (SCID)-X1 disease charactoized by X-Iinked inhmtance (Cavazzana-Calvo, M. et 
al. (2000) Science 288:669-672), sev^e combined immunodeficimcy syndrome associated with an 
inherited adenosine deaminase (ADA) deficimcy (Blaese, R.M. et al. (1995) Sd^ice 270:475-480; 
Bordignon. C. et al. (1995) Science 270:470-475). cystic fibrosis (Zabner, J. &t al. (1993) Cell 75:207- 
5 216; Crystal, R.G. et al. (1995) Hum. Gene Therapy 6:643-666; Crystal, R.G. dt al. (1995) Hum. Gene 
Therapy 6:667-703), thalassemias, familial hypercholesterol^a, and hemophilia resulting from Factor 
Vffl or FactOT IX deficiencies (Crystal, R.G. (1995) Science 270:404-410; Vama, LM. and Somia, N. 
(1997) Nature 389:239-242)), (ii) express a conditionally lethal gene product (e.g., in the case of 
cancers which result from unregulated cdLl proliferation), or (iii) ocpress a protein which affords 

10 protection against intracellular parasites (e.g., against human retroviruses, such as human 

immimodeficiracy virus (HIV) (Baltimore, D. (1988) Nature 335:395-396; Poeschla, E. et al. (1996) 
Proc. Natl. Acad Sci. USA. 93:1 1395-11399), hq)atitis B ot C virus (HBV, HGV); fungal parasites, 
such as Candida albicans and Paracoccidioides brasili^is : and protozoan parasites such as 
Plasmodium falciparum and Trypanosoma cruzi) . In the case where a gmetic deficiency in sptm 

1 5 apression or regulation causes disease, the expression of sptm from an appropriate population of 
transduced cdls may alleviate the clinical manifestations caused by the gen^c defici^icy. 

In a further ^bodim^ of the invention, diseases or disorders caused by deficiaicies in sptm 
are treated by constructing mammalian expression vectc^s comprising sptm and introducing these 
vectors by medianical means into sptm-deficient cells. Mechanical transfo- technologies for use with 

20 cells in vivo or ex vitro include (i) direct DNA microinjection into individual cells, (ii) ballistic gold 
particle delivery, (iii) liposome-mediated transfection, (iv) receptor-mediated gene transfer, and (v) the 
useof DNAtransposons (Morgan, R.A. and Anda-son, W.F. (1993) Annu. Rev. Biochem. 62:191-217; 
Ivies, Z. (1997) Cell 91:501-510; Boulay. J-L. and Rdcipon. H. (1998) Curr. Opin. Biotechnol. 9:445- 
450). 

2 5 Expression vectors that may be effective for the expression of sptm include, but are not limited 

to, thePCDNA 3.1, EPITAG. PRCCMV2, PREP, PVAX veaors (Invitrogen, Carlsbad CA), 
PCMV-SCRIPT, PCMV-TAG, PEGSH/PERV (Stratagene, La Jolla CA), and PTET-OFF, 
PTET-ON, PTRE2, PTRE2-LUC, PTK-HYG (Clontech, Palo Alto CA). The sptm of the invention 
may be expressed using (i) a constitutively active promoter, (e.g., from cytomegalovirus (CMV), Rous 
30 sarcoma virus (RSV), SV40 virus, thymidine kinase (TK), or P-actin genes), (ii) an inducible promoter 
(e.g., the t^acycline-regulated promoto" (Gossen, M. and Bujard, H. (1992) Proc. Natl. Acad Sci. 
U.S.A. 89:5547-5551; Gossen, M. dt al., (1995) Science 268:1766-1769; Rossi, P.M. V. and Blau, 
H.M. (1998) Curr. Opin, Biotechnol. 9:451-456), comma-cially available in the T-REX plasmid 
(Invitrogen); the ecdysone-inducible promoter (available in the plasmids PVGRXR and PIND; 

3 5 Invitrogai); the FK506/rapamycin inducible promotar; or the RU486/niifepristone inducible promoter 
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(Rossi, F.M. V. and Blau, H.M. supra) > or (iii) a tissue-specific promoter or the native promota^ of the 
endogenous gene encoding SPTM from a normal individual. 

Commercially available liposome transformation kits (e.g., the PERFECT LIPID 
TRANSFECnON KIT, available from Invitrogen) allow one with ordinary skill in the art to ddiver 
5 polynucleotides to targ^ cells in culture and require minimal effort to optimize expoimental 
param^ers. In the alternative, transformation is performed using the calcium phosphate method 
(Graham, FX. and Eb, AJ. (1973) Virology 52:456-467), cr by ^ectropc^ation (Neumann, E. et al. 
(1982) EMBO J. 1 :841-845), The introduction of DNA to primary cells requires modification of these 
standardized mammalian transfection protocols. 

10 In another ^nbodimmt of the invration, diseases or disorders caused by genetic defects with 

respect to sptm expression are treated by constructing a retrovirus vector consisting of (i) sptm under 
the control of an indepmdent promoter or the r^ovirus long terminal repeat (LTR) promote, (ii) 
appropriate RNA packaging signals, and (iii) a Rev-responsive dement (RRE) along with additional 
retrovirus m-acting RNA sequences and coding sequences required for efQci^ vector propagation. 

15 R^ovirus vectors (e.g., PFB and PFBNEO) are commercially available (Stratagene) and are based on 
published data (Riviffe, L et al. (1995) Proc. Natt. Acad. Sci. U.S.A. 92:6733-6737), incorporated by 
refer^ice herdn. The vector is propagated in an appropriate vector producing cell line (VPCL) that 
expresses an ravelope gene with a tropism for receptors on the target cells or a promiscuous envelope 
protdn such as VSVg (Armentano, D. al. (1987) J. Virol. 61:1647-1650; Bender, M.A. et al. (1987) 

20 J. Virol. 61:1639-1646; Adam, M.A and Milla-, A.D. (1988) J. Virol. 62:3802-3806; Dull, T. et al. 

(1998) J. Virol. 72:8463-8471; Zuff^ey, R. et ai. (1998) J. Virol. 72:9873-9880). U.S. Pat^t Number 
5,910,434 to Rigg (**Method for obtaining retrovirus packaging c^ lines producing high transducing 
efficiency retroviral supOTiatant**) discloses a method for obtaining retrovirus packaging cell lines and 
is hCTCby incorjx)rated by referrace. Propagation of retrovirus vectors, transduction of a population of 

25 cells (e.g., CI>4* T-cells), and the return of transduced cells to a patient are procedures well known to 
pCTSons skilled in the art of gene therapy and have been well documented (Ranga, U. et al. (1997) J. 
Virol. 71:7020-7029; Bauo", G. et al. (1997) Blood 89:2259-2267; Bonyhadi, M.L. (1997) J. Virol. 
71:4707-4716; Ranga, U. et al. (1998) Proc. NaU. Acad. Sci. U.S.A. 95:1201-1206; Su, L. (1997) 
Blood 89:2283-2290). 

30 In the altanative* an adenovirus-based gene thCTapy ddivery system is used to deliver sptm to 

cells which have one or mca-e genetic abnormalities with respect to the expression of sptm. The 
construction and packaging of adenovirus-based vectors are weU known to those with ordinary skill in 
the art. Replication defective admovirus vectors have prov«i to be vo-satile for importing g^es 
encoding immunoregulatory protons into intact islets in the pancreas (Csete. M.E. et al. (1995) 

35 Transplantation 27:263-268). Potffltially useful adenoviral vectCMrs are described in U.S. Patent 
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Numb^ 5,707,618 to Armentano ("Adenovirus vectors for gene tho-apy"), hereby incorporated by 
refo-ence. For adenoviral vectors, see also Antinozzi. P.A. et al. (1999) Annu. Rev. Nutr. 19:51 1-544 
and Vo-ma, I.M. and Somia, N. (1997) Nature 18:389:239-242, both incorporated by reference bereitL 
In another altmiative, a herpes-based, gene th^apy ddivery syst^ is used to ddiv^ sptm to 
5 target cdls \^ch have one or more g^^c abnormalities with respect to the expression of sptnt The 
use of hopes simplex virus (HSV)-based vectors may be especially valuable for introducing sptm to 
cdls of the coitral na-vous syst^ for which HS V has a tropism. The construction and packaging of 
hopes-based vectors are w^l known to those with (x-dinary skill in the art A rq>licationrComp^ent 
hopes simplex virus (HSV) type 1-based vector has been used to ddiver a repcnta: geaie to the eyes of 

10 primates (Liu, X. a al, (1999) Exp, Eye Res. 169:385-395). The construction of a HSV-1 virus vector 
has also been disclosed in d^l in U.S. Patent Number 5,804,413 to DeLuca ("Herpes siniplex virus 
strains for gene transfff"), which is ho-eby incorporated by refo-^ce. U.S. Patent Number 5,804,413 
teaches the use of recombinant HSV d92 which consists of a genome containing at least one exogenous 
gene to be transfmed to a ceU under the control of the appropriate promoter for purposes including 

1 5 human gene therapy. Also taught by this patoit are the construction and use of recombinant HSV 
strains deleted for ICP4, ICP27 and ICP22. For HSV vectOTS, see also Coins. W. F. ^ aL 1999 J, 
Virol. 73:519-532 and Xu. H. et a!., (1994) Dev. Biol. 163:152-161, hereby incorporated by refca-ence. 
The manipulation of cloned herpesvirus sequmces, the gradation of recombinant virus following the 
transfection of multiple plasmids containing different segmmts of the large herpesvirus glomes, the 

2 0 growth and propagation of herpesvirus, and the infection of cdls with herpesvirus are tedmiques well 

known to those of ordinary skill in the art. 

In another alternative, an alphavirus (positive, single-stranded RNA virus) vector is used to 
ddivo" sptm to targ^ cells. The biology of the prototypic alphavirus, Semliki Forest Virus (SFV), has 
been studied extensively and gene transfer vectors have been based on the SFV genome (Garoff, H. and 

25 Li, K-J. (1998) Curr, Opia Biotech. 9:464-469). During alphavirus RNA rq)lication, a subg^omic 
RNA is generated that normally encodes the viral capsid proteins. This subgenomic RNA rq>licates to 
high^ levels than the full-length genomic RNA, resulting in the overproduction of capsid proteins 
rdative to the viral proteins with enzymatic activity (e.g., protease and polyma-ase). Similarly, 
inserting sptm into the alphavirus genome in place of the capsid-coding region results in the production 

30 of a large number of sptm RNAs and the synthesis of high levels of SPTM in vector transduced cells. 
While alphavirus infection is typically associated with cell lysis within a few days, the ability to 
establish a persistent infection in hamster normal kidney cdls (BHK-21) with a variant of Sindbis virus 
(SIN) indicates that the lytic replication of alphaviruses can be altered to suit the needs of the gene 
therapy appUcation (Dryga, S. A, et al. (1997) Virology 228:74-83). The v^de host range of 

3 5 alphaviruses will allow the introduction of sptm into a variety of cdl types. The specific transduction 
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of a subset of cells in a population may require the sorting of cells prior to transductioa The m^ods 
of manipulating infectious cDN A clones of alphavinises, performing alphavirus cDNA and RNA 
transfections, and performing alphavirus infections, are well known to those with ordinary skill in the 
art. 

5 Antibodies 

Anti-SPTM antibodies may be used to analyze protdn expression levels. Sudi antibodies 
include^ but are not limited to, polyclonal, monoclonal, chimeric, single chain, and Fab fragments. Fco- 
descriptions of and protocols of antibody technologies, see, e.g.. Pound J.D. (1998) ImmunochCTiical 
Protocols . Humana Press, Totowa, NJ. 

10 The amino acid sequ^ice encoded by the sptm of the Sequence Listing may be analyzed by 

apprqiriate software (e.g., LASERGENE NAVIGATOR software, DNASTAR) to detamine r^ons 
of high immunog^dty . The c^timal sequmces for immunization are sdected from the C-terminus, the 
N-tenninus, and those interv^ng, hydrophilic regions of the polypeptide v^ch are likely to be exposed 
to the external environm^ when the polypeptide is in its natural conformatioa Analysis used to select 

1 5 appropriate q)itopes is also described by Ausubd (1997, supra . Chapter 1 1 ,7). Peptides used f(x 
antibody induction do not need to have biological activity; however, they must be antigenic. Pq)tides 
used to induce specific antibodies may have an amino add sequence consisting of at five amino acids, 
prtferably at least 10 amino adds, and most pref^ably 15 amino acids. A peptide which mimics an 
antig^c fragm^ of the natural polypq)tide may be ftised with another protein such as keyhole linq)et 

20 cyanin (KLH; Sigma, St Louis MO) for antibody production. A pq^tide encompassing an antigenic 
region may be expressed from an sptm, synthesized as described above, or purified from human cdls. 

Procedures wdl known in the art may be used for the production of antibodies. Various hosts 
including mice, goats, and rabbits, may be immunized by injection with a pqptide. Dq>mding on the 
host species, various adjuvants may be used to increase immunological response. 

25 In one procedure, peptides about 1 5 residues in length may be synthesized using an ABI 43 1 A 

pqptide synthesizCT (PE Biosystems) using finoc-chemistry and coupled to KLH (Sigma) by reaction 
with M-maleimidol)enzoyl-N-hydroxysuccinimide ester (Ausubel, 1995, supra ). Rabbits are 
immunized with the peptide-KLH conqjlex in complete Freund's adjuvant. The resulting antisa-a are 
tested for antipeptide activity by binding the peptide to plastic, blocking with 1 % bovine serum albumin 

3 0 (BS A), reacting with rabbit antisera, washing, and reacting with radioiodinated goat anti-rabbit IgG. 
Antis^a with antipeptide activity are tested for anti-SPTM activity using protocols well known in the 
art, including ELIS A, radioimmunoassay (RIA), and immunoblotting. 

In anothCT procedure, isolated and purified peptide may be used to immunize mice (about 100 
\Lg of peptide) or rabbits (about 1 mg of pqjtide). Subsequently, the pq)tide is radioiodinated and used 

3 5 to screen the immunized animals' B-lymphocytes for production of anfipeptide antibodies. Positive 
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cells are then used to produce hybridomas using standard techniques. About 20 mg of pq>tide is 
sufficimt for labeling and screening several thousand clones. Hybridomas of int^est are detected by 
screening with radioiodinated pq^tide to identify those fusions producing peptide-specific monoclonal 
antibody. In a typical protocol, wells of a multi>wdl plate (FAST, Becton-Dickinson, Palo Alto, C A) 
5 are coated with affinity-purified, specific rabbit-anti-mouse (or suitable anti-species IgG) antibodies at 
10 mg/nd. The coated v/dLls are blocked with 1 % BSA and washed and «posed to suponatants from 
hybridomas. After incubation, the wdls are exposed to radiolabeled pq>tide at 1 mg/ml. 

Clones producing antibodies bind a quantity of lab^ed pq>tide that is detectable above 
background. Such clones are expanded and subjected to 2 cycles of cloning. Cloned hybridomas are 

1 0 injected into pristane-treated mice to produce ascites, and monoclonal antibody is purified firom the 
ascitic fluid by affinity chromatography on protdn A (Amersham Pharmacia Biotech). Sevo-al 
procedures for the production of monoclonal antibodies, including in vitro production, are desaribed in 
Pound (supra) . Monoclonal antibodies with antipeptide activity are tested for anti-SPTM activity using 
protocols wdl known in the art, including ELIS A, RIA, and immunoblotting. 

15 Antibody fragmmts containing specific binding sites fear an q)itc^ may also be graerated. For 

example, such fragments include, but are not limited to, the F(ab')2 fragm^its produced by pq>sin 
digestion of the antilxxly molecule, and the Fab fragmmts g^o-ated by reducing the disulfide bridges of 
the F(ab')2 fragments. Alternatively, construction of Fab expression libraries in filamentous 
bacteriophage allows rapid and easy identification of monoclonal fragmmts with desired specificity 

20 (Pound, supra . Chaps. 45-47). Antibodies graerated against polypq)tide encoded by sptm can be used 
to purify and charactaize full-length SPTM protdn and its activity, binding partners, etc. 
Assays Using Antibodies 

Anti-SPTM antibodies may be used in assays to quantify the amount of SPTM found in a 
particular human cell. Such assays include methods utilizing the antibody and a label to detect 

25 expression level under normal or disease conditions. The peptides and antibodies of the invention may 
be used with or without modification or labeled by joining them, eitho- covalently or noncovalently, 
with a rqKMter molecule. 

Protocols for detecting and measuring protein expression using either polyclonal or monoclonal 
antibodies are well known in the art. Examples include ELIS A, RIA, and fluorescent activated cell 

30 sorting (FACS). Such immunoassays typically involve the formation of complexes between the SPTM 
and its specific antibody and the measurement of such complexes. These and other assays are described 
in Pound (supra) . 

Without furthCT elaboration, it is believed that one skilled in the art can, using the preceding 
description, utilize the present invention to its fullest extent The following preferred specific 
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embodiments are, therefore, to be construed as merdy illustrative^ and not limitative of the remaind^ of 
the disclosure in any way whatsoeva*. 

The disclosures of all patmts, applications, and publications mentioned above and b^ow, in 
particular U,S. Ser. No. 60/156,624, U.S. Ser. No. 60/156,625, U.S. Ser. No. 60/168,614, U.S. Ser. 
5 No. 60/168,61 1, and U.S. Sct. No. 60/168,613 are hereby expressly incorpcx-ated by refCTence. 

EXAMPLES 

I. Construction of cDNA Libraries 

RNA was purchased from CLONTECH Laboratories, Inc. (Palo Alto C A) or isolated from 
various tissues. Some tissues were homogenized and lysed in guanidinium isothiocyanate, while others 

1 0 were homogenized and lysed in phenol or in a suitable mixture of denaturants, such as TRIZOL (Life 
Technologies), a monc^hasic solution of phraol and guanidine isothiocyanate. The resulting lysates 
wore centrifiiged over CsQ cushions or retracted with cMcn'oform. RNA was precipitated with dither 
isopropanol or sodium achate and ethanol, or by other routine methods. 

Ph^Kd extraction and precipitation of RNA were repeated as necessary to increase RNA 

15 purity. In most cases, RNA was treated with DNase. For most libraries, poly(A+) RNA was isolated 
using oligo d(T)-coupled paramagnetic particles (Promega Corporation (Promega), Madison WI), 
OLIGOTEX latex particles (QIAGEN, Inc. (QIAGEN), Valencia CA), cm- an OLIGOTEX mRN A 
purification kit (QIAGEN). Altemativdy, RNA was isolated directly from tissue lysates using other 
RNA isolation kits, e.g., the POLY(A)PURE mRNA purification kit (Ambion, Inc., Austin TX). 

20 In some cases, Stratag^ie was provided with RNA and constructed the corresponding cDN A 

libraries. Otherwise, cDNA was synthesized and cDNA libraries v/&e constructed with the UNIZAP 
vectOT syst^ (Stratagene Qoning Systems, Inc. (Stratagrae), La Jolla CA) or SUPERSCRIPT 
plasmid systan (Life Technologies), using the recomm^ided procedures or similar methods known in 
the art. (See, e.g., Ausubd, 1997, supra . Chapters 5.1 through 6.6.) Reverse transcription was 

2 5 initiated using oligo d(T) or random primers. Synthetic oligonucleotide adapters wctc ligated to double 
stranded cDNA, and the cDNA was digested with the appropriate restriction enzyme or enzymes. For 
most Ubraries, the cDNA was size-selected (300-1000 bp) using SEPHACRYL SIOOO, SEPHAROSE 
CL2B, or SEPHAROSE CL4B column chromatography (Amersham Pharmacia Biotech) or 
prq>arative agarose gel electrophoresis. cDNAs were ligated into compatible restriction enzyme sites of 

30 the polylinka- of a suitable plasmid. e,g„ PBLUESCRIPT plasmid (Stratagene), pSPORTl plasmid 
(Life Technologies), or pINCY (Incyte), Recombinant plasmids v/ene transformed into competent E. 
coli cells including XL 1 -Blue, XLl-BlueMRF, or SOLR from Stratag^e or DH5a, DHIOB, or 
ElectroMAX DHIOB from Life Technologies. 

II. Isolation of cDNA Clones 
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Plasmids v/erc recovered from host cells by in vivo excision using the UNIZAP vector system 
(Stratagaie) or by ceil lysis. Plasmids were purified using at least one of the following: the Magic or 
WIZARD Miniprq)s DNA purification system (Promega); the AGTC Miniprep purification kit (Edge 
BioSystems, Gaithersburg MD); and the QIAWELL 8, QLAWELL 8 Plus, and QIAWELL 8 Ultra 
5 plasmid purification systfflis or the R.E. A.L. PREP 96 plasmid purification kit (QIAGEN). Following 
precipitation, plasmids were resuspraded in 0. 1 ml of distilled water and stored, with or without 
lyc^hilization, at 4**C. 

Alternatively, plasmid DNA was an^lified fi-om host cdl lysates using direct link PGR in a 
high-througlq>ut fmnaL (Rao, V.B, (1994) Anal. Biochem. 216:1-14.) Host ceU lysis and thmnal 
10 cycling steps were carried out in a single reaction mixture. Saiq)les were processed and stored in 384- 
wdl plates, and the concentration of amplified plasmid DNA was quantified fiuorometrically using 
PICOGREEN dye (Molecular Probes, Inc. (Molecular Probes), Eugene OR) and a FLUOROSKAN II 
fluorescmce scanno: (Labsystems Oy, Helsinki, Finland). 

III. Sequencing and Analysis 

1 5 cDN A sequencing reactions were processed using standard methods or high-througtq)ut 

instrumentation such as the ABI CATALYST 800 thermal cyclo- (PE Biosyst^ns) or the PTC-200 
thermal cycler (MJ Research) in conjunction with the HYDRA microdispensa' (Robbins Sd^tific 
Corp., Sunnyvale CA) or the MICROLAB 2200 liquid transfer system (Hamilton). cDNA sequencing 
reactions were prq)ared using reagents provided by Amersham Pharmacia Biotech or supplied in ABI 

20 sequencing kits such as the ABI PRISM BIGDYE Terminate cycle sequracing ready reaction kit (PE 
Biosystems). Electrophoretic separation of cDNA sequmcing reactions and d^ection of labded 
polynucleotides were carried out using the MEGABACE 1000 DNA sequencing system (Molecular 
Dynamics); the ABI PRISM 373 or 377 sequencing system (PE Biosystrais) in conjunction with 
standard ABI protocols and base calling software; or othor sequence analysis syst^ns known in the art 

2 5 Reading frames within the cDNA sequences wa"e identified using standard methods (reviewed in 

Ausubel, 1997, supra . Chapter 7.7). Some of the cDNA sequences ware selected for extension using 
the techniques disclosed in Example VIII. 

IV. Assembly and Analysis of Sequences 

Component sequences from chromatograms wctc subject to PHRED analysis and assigned a 
30 quality score. The sequences having at least a required quality score were subject to various pre- 
processing editing pathways to eliminate, e.g., low quality 3' ends, vector and linko* sequences, polyA 
tails, Alu repeats, mitochondrial and ribosomal sequences, bacterial contamination sequences, and 
sequences smalla* than 50 base pairs. In particular, low-information sequences and repetitive elements 
(e.g., dinucleotide repeats, Alu rq)eats, etc.) were replaced by "Il's'^ or masked, to prevrat spurious 
35 matches. 
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Processed sequences were then subject to assembly procedures in which the sequences were 
assigned to genG bins (bins). Each sequrace could only belong to one bin. Sequences in each g^ie bin 
v/ere assmibled to produce consensus sequmces (templates). Subsequent new sequmces were added to 
existing bins using BLASTn (v. 1 .4 WashU) and CROSSMATCH. Candidate pairs were idmtified as 
5 all BLAST hits having a quality score greater than a: equal to ISO. Alignments of at least 82% local 
identity wore accq^ted into the bin. The conipoi^nt sequences from each bin were ass^bled using a 
version of PHRAP. Bins with sev^al overlapping component sequences were assembled using DEEP 
PHR AP. The orientation (sense or antisense) of each assembled template was determined based on the 
number and orimtation of its con^n^ sequences. T^q)late sequraces as disclosed in the sequence 

10 listing correspond to s^ise strand sequ^ices (the ^'forward" reading firames)» to the best determination. 
The conq)lementary (antis^e) strands are inher^y disclosed herein. The compon^ sequences 
which ware used to assemble each t^iq>late consaisus sequence are listed in Table 2, along with thdr 
positions along the t^plate nucleotide sequences. 

Bins were compared against each other and those having local similarity of at least 82% were 

15 combined and reass^nbled. Reassembled bins having t^nplates of insufficimt overlap (less than 95% 
local identity) were re-split Ass^nbled t^iq)lates ware also subject to analysis by STTTCHER/EXON 
MAPPER algorithms u4iich analyze the probabilities of the presence of splice variants, alternatively 
spliced exons» splice junctions, differmtial expression of alternative spliced genes across tissue types or 
disease states, etc. These resulting bins were subject to several rounds of the above assembly 

20 procedures. 

Once gene bins ware gena-ated based upon sequaice alignments, bins were clone joined based 
upon clone information. If the 5' sequence of one clone was pres^ in one bin and the 3' sequence from 
the same clone was present in a differait bin, it was likdy that the two bins actually belonged togetho* 
in a single bia The resulting combined bins underwent assembly procedures to regenerate the 

25 consensus sequences. 

The final assembled templates wa-e subsequently annotated using the following procedure. 
TOTiplate sequences were analyzed using BLASTn (v2.0, NCBI) versus gbpri (GenBank va-sion 1 18). 
"Hits" ware defined as an exact match having from 95% local identity over 200 base pairs through 
100% local identity ovct 100 base pairs, or a homolog match having an E- value, i.e. a probability 

3 0 score, of ^ 1 x 10 ^ The hits were subject to frameshift FASTx versus GENPEPT (GenBank vision 
1 1 8). (See Table 4). In this analysis, a homolog match was defined as having an E- value of < 1 x 10"®, 
The assembly method used above was described in "System and Methods for Analyzing Biomolecular 
Sequences," U.S.S.N. 09/276,534, filed March 25, 1999, and the LIFESEQ Gold user manual (Incyte) 
both incorporated by reference herein. 
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Following assmbly, template sequences were subjected to motif, BLAST, and functional 
analyses, and categorized in protdn hierarchies using methods described in, e.g., ''Database Syst^ 
Employing Protdn Function Hierarchies for Viewing Biomolecular Sequence Data," U.S.S.N. 
08/812,290, filed March 6, 1997; ''Relational Database for Stc»ing Biomolecule Information," 
5 U.S.S.N. 08/947,845, filed Octoba: 9, 1997; "Project-Based Full-Length Biomolecular Sequaice 
Database," U.S.S.N. 08/81 1,758, filed Mardi 6, 1997; and "Relational Database and Syst^ for 
Storing Information Rdating to Biomolecular Sequmces," U.S.S.N. 09/034,807, filed March 4, 1998, 
all of which are inccHporated by reference herein. 

The tenq>late sequmces w^e further analyzed by translating each tenq>late in all three forward 

10 reading fi-ames and seardiing each translation against the Pfam database of hiddm Markov model- 
based protdn families and domains using the HMMER software package (available to the public from 
Washington Univo-sity School of Medicine, St Louis MO). (See also World Wide Web site 
http://pfam.wustl.edu/ for detailed descriptions of Pfam protein domains and families.) 

Additionally, the template sequGoces were translated in all three forward reading firames, and 

15 each translation was searched against hidden Markov models for signal peptide and transm^hbrane 
domains using the HMMER software package. Construction of hidden Markov models and their usage 
in sequmce analysis has been described. (See, for example, Eddy, S.R. (1996) Curr. Opia Str. Biol. 
6:361-365.) Regions of t^iq)lates which, v/hsa translated, contain similarity to signal peptide or 
transm^nbrane domain cons^us sequmces are reported in Table 1 . Only those signal peptide oi 

20 transmembrane hits with a cutoff score of 1 1 bits or greater are rq>orted. A cutoff score of 1 1 bits or 
greater corresponds to at least about 91-94% true-positives in signal peptide prediction, and at least 
about 75% true-positives in transmembrane domain predictioa 

Template sequences are further analyzed using the bioinformatics tools listed in Table 4, or 
using sequence analysis software known in the art such as MACDNASIS PRO software (Hitachi 

25 Software Engineering, South San Francisco CA) and LASERGENE software (DNASTAR). Template 
sequences may be furtha: quaied against public databases such as the GenBank rodent, mammalian, 
vCTtebrate, prokaryote, and eukaryote databases. 
V* Analysis of Polynucleotide Expression 

NorthOTi analysis is a laboratory technique used to detect the presence of a transcript of a gene 

30 and involves the hybridization of a labeled nucleotide sequence to a membrane on which RNAs from a 
particular cell type or tissue have been bound. (See, e.g., Sambrook, supra > ch. 7; Ausubd, 1995, 
supra , ch. 4 and 16.) 

Analogous compute techniques applying BLAST were used to search for identical or related 
molecules in cDNA databases such as GenBank or LIFESEQ (Incyte Genomics). This analysis is 
3 5 much faster than multiple m^nbrane-based hybridizations. In addition, the sensitivity of the computer 
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search can be modified to d^ermine whether any particular match is categorized as exact or similar. 
The basis of the search is the product score, which is defined as: 

BLAST ScOTe x Percent Identity 
5 S X minimum {length(Seq. 1), lragth(Seq. 2)} 

The product score takes into account both the degree of similarity b^een two sequ^ices and the lengfh 
of the sequence match. The product score is a ncHmalized value betwera 0 and 100, and is calculated 
as follows: the BLAST score is multiplied by the percent nucleotide id^ty and the product is divided 

10 by (5 times the l^igth of the shorter of the two sequences). The BLAST score is calculated by 

assigning a score of +5 for every base that matches in a high-scoring segmmt pair (HSP), and -4 for 
every mismatch. Twosequ^icesmay share more than one HSP (separated by gaps). If there is more 
than one HSP, then the pair with the highest BLAST score is used to calculate the product score. The 
product score rq)resents a balance between fractional overlap and quality in a BLAST alignment. For 

1 5 «anq>le, a product score of 100 is produced only for 100% identity over the mtire length of the shc»tar 
of the two sequmces bang con^ared. A produa score of 70 is produced dther by 1 00% idCTtity and 
70% overlap at one end, or by 88% id^ty and 100% overlap at the other. A product score of 50 is 
produced dther by 100% identity and 50% ovo-l^ at one «d, cm* 79% idmtity and 100% overlap. 

Alternatively, polynucleotide sequences ^coding SPTM are analyzed with respect to the tissue 

20 sources from which they were d^ved. Polynucleotide sequ^ces encoding SPTM wctc assembled, at 
least in part, with overlapping Incyte cDNA sequmces. Each cDNA sequaice is derived from a cDNA 
library constructed from a human tissue. Each human tissue is classified into one of the following 
organ/tissue categories: cardiovascular system; connective tissue; digestive systCTi; embryonic 
structures; endocrine system; exocrine glands; genitalia, female; genitalia, male; garm cdls; hemic and 

25 immune system; livo-; musculoskeletal system; hctvous system; pancreas; respiratory system; sense 
organs; skin; stomatognathic system; unclassified/mixed; or urinary tract. The number of libraries in 
each category for each polynucleotide sequence encoding SPTM is counted and divided by the total 
number of libraries across all categories for each polynucleotide sequence encoding SPTM. Similarly, 
each human tissue is classified into one of the following disease/condition categories: cancCT, cell line, 

30 developmental, inflammation, neurological, trauma, cardiovascular, pooled, and other, and the number 
of libraries in each category for each polynucleotide sequence encoding SPTM is counted and divided 
by the total number of libraries across all categories fCM* each polynucleotide sequ^ce encoding SPTM. 
The resulting percentages reflect the tissue- and disease-specific expression of cDNA mcoding SPTM. 
Percentage values of tissue-specific and disease-spedfic expression are reported in Table 3. cDNA 
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sequences and cDNA library/tissue infcomation are found in the LIFESEQ GOLD database (Incyte 
Gnomics, Palo Alto CA). 

VI. Tissue Distribution Pr filing 

A tissue distribution profile is determined for each t^nplate by con^iling the cDN A library 
5 tissue classifications of its component cDNA sequ^ces. Each component sequoice, is derived from a 
cDNA library constructed from a human tissue. Each human tissue is classified into one of the 
following categories: cardiovascular system; connective tissue; digestive system; embryonic structures; 
endocrine system; exocrine glands; genitalia, female; genitalia, male; germ ceUs; hemic and immune 
system; liver; musculoskeletal system; nervous system; pancreas; respiratory syst^; s^ise organs; 
10 skin; stomatognathic syst^; unclassified/mixed; or urinary tract Template sequences, component 
sequences, and cDNA library/tissue information are found in the LIFESEQ GOLD database (Incyte 
Genomics, Palo Alto C A). 

Table 3 shows the tissue distribution profile for the templates of the invention. For each 
template, the three most frequently observed tissue categories are shown in colunm 3, along with the 
15 p^centage of component sequences belonging to each category. Only tissue categories with 
p^centage values of ^ 10% are shown. A tissue distribution of "widely distributed" in column 3 
indicates p^centage values of <10% in all tissue categories. 

VII. Transcript Inu^e Analysis 

Transcript images are gmerated as described in Sdlhamo* ^ al.» "Comparative Gene 

2 0 Transcript Analysis," U.S. Patent Numb^ 5,840,484, incorpcH-ated herein by refarence. 

VIIL Extension of Polynucleotide Sequences and Isolation of a Full-length cDNA 

Oligonucleotide primers designed using an sptm of the Sequence Listing are used to extend the 
nucldc acid sequmce. One prima* is synthesized to initiate S' extension of the template, and the other 
primer, to initiate 3' ext^ion of the tfflq)late. The initial primes may be designed using OLIGO 4.06 

25 software (National Biosciences, Inc. (National Biosciraces), Plymouth MN), or another appropriate 
program, to be about 22 to 30 nucleotides in length, to have a GC contmt of about 50% or more^ and to 
anneal to the target sequence at t^iq)eratures of about 68 **C to about 72*'C. Any str^ch of nucleotides 
which would result in hairpin structures and primar-primer dimCTizations are avoided. Selected human 
cDNA libraries are used to ext^d the sequence. If more than one extension is necessary or desired, 

30 additional ot nested sets of primers are designed. 

High fidelity amplification is obtained by PGR using methods well known in the art. PGR is 
performed in 96-well plates using the PTG-200 thermal cycler (MJ Research). The reaction mix 
contains DNA tmiplate, 200 nmol of each primer, reaction buffer containing Mg^*, (NH4)2S04, and 6- 
ma-captoethanol, Taq DNA polymerase (Ama-sham Pharmacia Biotech), ELONGASE enzyme (Life 

3 5 Technologies), and Pfu DNA polymerase (Stratagene), with the following parameters for prima* pair 
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PCI A and PCI B: Step 1: 94°C, 3 min; Step 2: 94"C, 15 sec; Step 3: 60"C, 1 min; Step 4: 68**C, 2 
min; Step 5: Steps 2, 3, and 4 repeated 20 times; Step 6: 68**C, 5 min; Step 7: storage at 4*'C. In the 
alt^native^ the parameters for primer pair T7 and SK+ are as follows: Step 1: 94 ''C, 3 min; Step 2: 
94**C, 15 sec; St^ 3: 57**C, 1 min; Step 4: 68°C, 2 min; Step 5: Stqjs 2, 3, and 4 repeated 20 times; 
5 Step 6: 68 **C, 5 min; Step 7: storage at 4**C. 

The concqitration of DNA in eadi well is determined by disposing 100 jil PICOGREEN 
quantitation reagait (0.25% (v/v); Molecular Probes) dissolved in IX Tris-EDTA (TE) and 0.5 ^1 of 
undiluted PGR product into each well of an opaque fluorimet^ plate (Coming Incorporated (Coming), 
Coming NY)» allowing the DNA to bind to the reagent The plate is scanned in a FLUOROSKAN n 

10 (Labsystmis Oy) to measure the fluorescence of the sanq)le and to quantify theconcentration of DNA. 
A 5 ^l to 10 ^l aliquot of the reaction mixture is analyzed by electrophoresis on a 1 % agarose mini-gel 
to determine which reactions are successful in extending the sequmce. 

The ext^ided nucleotides are desalted and concentrated, transferred to 384-wdl plates, 
digested with CviJI cholera virus endonuclease (Molecular Biology Research, Madison WI), and 

15 sonicated or sheared prior to religation into pUC 18 vector (Amorsham Pharmacia Biotech). For 

shotgun sequmcing, the digested nucleotides are sq>arated on low conc^itration (0.6 to 0.8%) agarose 
gds, fragments are occised, and agar digested with AGAR ACE (Promega). Extoided clones are 
rdigated using T4 Ugase (New England Biolabs, Inc., Beverly MA) into pUC 18 vectcn* (Amersham 
Pharmacia Biotech), treated with Pfu DNA polymerase (Stratag^ie) to fill-in restriction site overhangs, 

2 0 and transfected into conq;)etent E. coli cells. Transformed cdls are sdected on antibiotic-containing 
media, individual colonies are picked and cultured ovanigfit at 37 ""C in 384-well plates in LB/2x 
carbenidllin liquid media. 

The cdls are lysed, and DNA is amplified by PCR using Taq DNA polymerase (Amersham 
Pharmacia Biotech) and Pfii DNA polymerase (Stratagene) with the following parameters: Step 1 : 

25 94 ^'C, 3 min; Stq> 2: 94^C, 15 sec; Step 3: 60°C, 1 min; St^ 4: 72^C, 2 min; Stq) 5: steps 2. 3, and 4 
repeated 29 times; Step 6: 72**C» 5 min; Step 7: storage at 4**C. DNA is quantified by PICOGREEN 
reagmt (Molecular Probes) as described above. Samples with low DNA recoveries are reamplified 
using the same conditions as described above. Samples are diluted with 20% dimethysulfoxide (1 :2, 
v/v), and sequ^ced using DYENAMIC energy transfo" sequencing primes and the DYENAMIC 

30 DIRECT kit (Am^sham Pharmacia Biotech) or the ABI PRISM BIGDYE Terminator cycle 
sequencing ready reaction kit (PE Biosystems). 

In like manner, the sptm is used to obtain regulatory sequences (promotes, introns, and 
dancers) using the procedure above, oligonucleotides designed for such extension, and an appropriate 
genomic library. 

35 IX. Labeling fPr besandS uthern Hybridization Analyses 
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Hybridization probes dCTived from the sptm of the Sequence Listing are employed for 
screening cDNAs, mRNAs, or genomic DNA. The labeling of probe nucleotides between 100 and 
1000 nucleotides in length is specifically described* but essentially the same procedure may be used 
with larger cDNA fragments. Probe sequraces are labeled at room t^perature for 30 minutes using a 
5 T4 polynucleotide kinase, y^^P-ATTP, and 0.5X Qne-Phor-All Phis (Amersham Pharmacia Biotech) 
buffi^ and purified using a ProbeQuant G-50 Microcolumn (Amersham Pharmacia Biotech). The 
probe mixture is diluted to 10^ dpm/|ig/ml hybridization buffer and used in a typical monlbrane-based 
hybridization analysis. 

The DNA is digested with a restriction endonuclease such as Eco RV and is dectrophoresed 

10 through a 0.7% agarose gd. The DNA fragments arc transferred from the agarose to nylon membrane 
(NYTRAN Plus, Sctfldch^ & Sdiudl, Inc., Keene NH) using procedures specified by the 
manufacture of the m^brane. Prehybridization is carried out for three or more hours at 68''C, and 
hybridization is carried out overnight at 68 To remove non-specific signals, blots are sequeitially 
washed at room tenq)erature under increasingly stringent conditions, up to 0. Ix saline sodium dtrate 

1 5 (SSC) and 0.5% sodium dodecyl sulfate. After the blots are placed in a PHOSPHORIMAGER cassette 
(Molecular Dynamics) or are exposed to autoradiography film, hybridization patterns of standard and 
experimestal lanes are compared. Essentially the same procedure is employed whm scre^iing RNA. 
X« Chromosome Mapping of sptm 

The cDNA sequ^ices which were used to ass^ble SEQ ID NO: 1-63 are compared with 

2 0 sequences from the Incyte LIFESEQ database and public domain databases using BLAST and other 
implem^ations of the Smith-Waterman algoritlm Sequences from these databases that match SEQ 
ID NO: 1-63 are ass^bled into clust^ of contiguous and overlapping sequences using assembly 
algorithms such as PHRAP (Table 4). Radiation hybrid and genetic mapping data available from 
public resources such as the Stanford Human Genome Center (SHGC), Whitehead Institute for Genome 

2 5 Research (WIGR), and G6n^on are used to detmnine if any of the clustered sequences have been 
previously mapped. Inclusion of a mapped sequence in a cluster will result in the assignment of all 
sequences of that clust^, including its particular SEQ ID NO:, to that map location. The g^etic map 
locations of SEQ ID NO: 1-63 are described as ranges, or intervals, of human chromosomes. The map 
position of an intCTval, in centiMorgans, is measured relative to the terminus of the chromosome's p- 

30 arm. (The centiMorgan (cM) is a unit of measurement based on recombination frequencies between 
chromosomal marko-s. On average, 1 cM is roughly equivalent to 1 megabase (Mb) of DNA in 
humans, although this can vary widely due to hot and cold spots of recombination.) The cM distances 
are based on genetic markers mapped by G&i6thon which provide boundaries for radiation hybrid 
mark^s whose sequences were included in each of the clusters. 

35 XI. Microarray Analysis 
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Probe Preparation firoin Tissue or Cell Samples 

Total RNA is isolated from tissue samples using the guanidinium thiocyanate method and 
polyA* RNA is purified using the oligo (dT) cdlulose method. Each polyA* RNA sample is reverse 
transcribed using MMLV rev^se-transcriptase, 0.05 pg/jil oligo-dT prima- (21mer), IX first strand 
5 buffer, 0.03 VLTdts/\il RNase inhibitor, 500 dATP, 500 \iM dGTP, 500 jiM dTTP, 40 jiM dCTP, 
40 |iM dCTP-Cy3 (BDS) or dCTP-Cy5 (Am^sham Pharmacia Biotech). The revarse transcription 
reaction is p^ormed in a 25 ml volume containing 200 ng polyA^ RNA with GEMBRIGHT kits 
(Incyte). Specific control polyA* RNAs are synthesized by in vitro transcription from non-coding yeast 
gmomic DNA (W. L^, unpublished). As quantitative controls, the control mRNAs at 0.002 ng, 0.02 

10 ng, 0.2 ng, and 2 ng are diluted into revise transcription reaction at ratios of 1 :100,000, 1 :10,000, 
1 :1000, 1 :100 (w/w) to sample mRNA respectively. The control mRNAs are diluted into reverse 
transcription reaction at ratios of 1:3, 3:1, 1:10, 10:1, 1:25, 25:1 (w/w) to sample mRNA diffo-^al 
eTcpression pattons. After incubation at 37° C for 2 hr, each reaction sample (one with Cy3 and another 
with Cy5 labeling) is treated with 2.5 ml of 0.5M sodium hydroxide and incubated for 20 minutes at 

15 85'' C to the stop the reaction and degrade the RNA. Probes are purified using two successive 

CHROMA SPIN 30 gd filtration spin columns (CLONTECH Laboratories, Inc. (CLONTECH), Palo 
Alto CA) and after combining, both reaction sanqiles are ethanol precipitated using 1 ml of glycog^ (1 
mg/ml), 60 ml sodium ac€^te» and 300 ml of 100% ethanol. The probe is then dried to completion 
using a SpeedVAC (Savant Instruments Inc., Holbrook NY) and resuspended in 14 yl 5X SSC/0.2% 

20 SDS. 

Microarrav Preparation 

Sequences of the present inv^ition are used to geno-ate array d^ents. Each array elemrat is 
amplified from bacterial cells containing vectors with cloned cDNA inserts. PCR anq>Iification uses 
primers complementary to the vector sequences flanking the cDNA ins^. Array elements are 

25 amplified in thirty cycles of PCR from an initial quantity of 1-2 ng to a final quantity greats than 5 fig. 
Amplified array dements are then purified using SEPHACRYL-400 (Ama-sham Pharmacia Biotech). 

Purified array elements are inunobilized on polymer-coated glass slides. Glass microscope 
slides (Coming) are cleaned by ultrasound in 0.1% SDS and acetone, with extensive distilled water 
washes between and after treatments. Glass slides are etched in 4% hydrofluoric acid (VWR Scientific 

3 0 Products Corporation (VWR), West Chesta^, PA), washed extensively in distilled watCT. and coated 
with 0.05% aminopropyl silane (Sigma) in 95% ethanol. Coated slides are cured in a 1 10°C oven. 

Array elements are applied to the coated glass substrate using a procedure described in US 
Patent No. 5,807,522, incorporated hetem by reference. 1 ^il of the array element DNA, at an ava*age 
concentration of 100 ng/^1, is loaded into the open capillary printing element by a high-speed robotic 

3 5 apparatus. The apparatus then deposits about 5 id of array element sample per slide. 
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Microarrays are UV-a-osslinked usii^ a STRATALINKER UV-crosslinker (Stratagrae). 
Microarrays are washed at room temperature once in 0.2% SDS and tbree times in distilled wat^. 
Non-specific binding sites are blocked by incubation of microarrays in 0.2% cason in phosphate 
buffered saline (PBS) (Tropix. Inc., Bedford, MA) for 30 minutes at 6(yC followed by washes in 0.2% 
5 SDS and distilled wato* as btfcre. 
Hybridization 

Hybridization reactions contain 9 ^1 of probe mixture consisting of 0.2 |ig each of Cy3 and 
Cy5 labeled cDNA synthesis products in 5X SSC, 0.2% SDS hybridization buffer. The probe mixture 
is heated to 65° C for 5 minutes and is aliquoted onto the microarray surface and covered with an 1 .8 

10 cm^ coverslip. The arrays are transferred to a waterproof chamber having a cavity just slightly larger 
than a microscc^ slide. Tlie chambo- is laspl at 100% humidity internally by the addition of 140 ^1 of 
5x SSC in a comer of the ctiamber. The chambo* containing the arrays is incubated for about 6.5 
hours at 60°C. The arrays are washed for 10 min at 45''C in a first wash buffer (IX SSC, 0.1% SDS), 
tbree times for 10 minutes each at 45*' C in a second wash buffer (0. IX SSC), and dried. 

15 Detection 

Rqx>rter-labded hybridization complexes are detected with a microscope equipped with an 
Innova 70 mixed gas 10 W laser (Cohere Inc., Santa Clara CA) capable of generating spectral lines 
at 488 nm for excitation of Cy3 and at 632 nm for ^citation of CyS. The notation laser light is 
focused on the array using a 20X microscope objective (Nikon, Inc., Mdville NY). The slide 

20 containing the array is placed on a con:q>ut^-controlled X-Y stage on the microscope and rasto*- 

scanned past the objective. The 1.8 cm x 1.8 cm array used in the present example is scanned with a 
resolution of 20 microm^ors. 

In two sq^arate scans, a mixed gas multiline laser excites the two fluorophores sequentially. 
Emitted light is split, based on wavdmgth, into two photomultiplier tube detectors (PMT R1477, 

25 Hamamatsu Photonics Systems, Bridgewator NJ) corresponding to the two fluorophores. Appropriate 
filtCTS positioned between the array and the photomultipliCT tubes are used to filter the signals. The 
emission maxima of the fluorophores used are 565 nm for Cy3 and 650 nm for Cy5. Each array is 
typically scanned twice, one scan per fluorophore using the appropriate filters at the lasCT source, 
although the apparatus is capable of recording the spectra from both fluorophores simultaneously. 

30 The sensitivity of the scans is typically calibrated using the signal intensity generated by a 

cDN A control species added to the probe mix at a known concentration. A specific location on the 
array contains a complementary DNA sequence, allowing the intensity of the signal at that location to 
be corrdated with a wdght ratio of hybridizing species of 1 : 100,000. When two probes from different 
sources (e.g., representing test and control cells), each labeled with a different fluorophore, are 

3 5 hybridized to a single array for the purpose of identifying geaaes that are differ^itially expressed, the 
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calibration is done by labeling samples of the calibrating cDNA with the two fluorq>hores and adding 
identical amounts of each to the hybridization mixture. 

The output of the photomultiplier tube is digitized using a 1 2-bit RTI-835H analog-to-digital 
(A/D) conversion board (Analog Devices, Inc.» Norwood, MA) installed in an IBM-compatible PC 
5 computer. The digitized data are displayed as an image where the signal intensity is mapped using a 
linear 20-color transformation to a pseudocolor scale ranging from blue (low signal) to red (high 
signal). The data is sdso analyzed quantitatively. Wh^e two difft^ent fluorophores are excited and 
measured simultaneously, the data are first corrected for cptical crosstalk (due to ov^lapping ^nission 
spectra) betwe^ the fluorophCHres using each fluorcphore's ^nission spectruia 

10 A grid is superimposed over the flucH-escrace signal image such that the signal from each spot 

is centered in each elemmt of the grid. The flucrescence signal within each element is then integrated to 
obtain a nimoerical value corresponding to the average int^ity of the signal. The software used fcM* - 
signal analysis is the GEMTOQLS gene ^pression analysis program (Incyte). 
XII* Complementary Nucleic Acids 

15 Sequfflces conq)lmimtary to the sptm are used to detect, decrease, ch* inhibit expression of the 

naturally occurring nucleotide. The use of oligonucleotides conq)rising from about 15 to 30 base pairs 
is typical in the art However, smalls or larger sequence fragments can also be used Appropriate 
oligonucleotides are designed from the sptm using OLIGO 4.06 software (National Biosciences) or 
other appropriate programs and are synthesized using mi^bods standard in the art ac ordered from a 

20 commercial supplier. To inhibit transcription, a complementary oligonucleotide is designed from the 
most unique 5' sequence and used to prevent transcription factor binding to the promoter sequence. To 
inhibit translation, a conq>lementary oligonucleotide is designed to prevent ribosomal binding and 
processing of the transcript. 
XIII. Expression of SPTM 

25 Expression and purification of SPTM is acconq>lished using bactoial or vims-based 

expression systems. For expression of SPTM in bactaia, cDNA is subcloned into an appropriate 
vector containing an antibiotic resistance gene and an inducible promoter that directs high levels of 
cDNA transcription. Examples of such promoters include, but are not limited to, the trp-lac (tad) 
hybrid promoter and the T5 or T7 bactalophage promoter in conjunction with the lac operator 

30 regulatory element Recombinant vectors are transformed into suitable bactmal hosts, e.g., 

BL21(DE3). Antibiotic resistant bacteria express SPTM upon induction with isopropyl beta-D- 
thiogalactopyranoside (IPTG). Expression of SPTM in eukaryotic cells is achieved by infecting insect 
or mammalian cell lines with recombinant Autographica califomica nuclear polyhedrosis virus 
(AcMNPV)» commonly known as baculovirus. The nonessential polyhedrin gene of baculovirus is 

3 5 replaced with cDN A encoding SPTM by dither homologous recombination ch- bacterial-mediated 
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transposition involving transf^ plasmid intermediates. Viral infectivity is maintained and the strong 
polyhedrin promoter drives tiigh levds of cDNA transcription. Recx>mbinant baculovirus is used to 
infect Spodoptera firuginerda (Sf9) insect cells in most cases, or human hq>atocytes, in some cases. 
Infection of the latter requires additional graetic modifications to baculovirus. (See e.g., Engelhard, 
5 supra : and Sandig, sut^ra .) 

In most expression syst^ns, SPTM is synthesized as a fusion protdn with, e.g., glutathione S- 
transf^ase (GST) or a pq)tide epitope tag, such as FLAG or 6-His, pomitting rapid, single-step, 
affinity-based purification of recombinant fusion protdn from crude cell lysates. GST, a 26-kilodalton 
enzyme from Schistosoma iatx)nicunL ^lables the purification of fusion proteins on immobilized 

10 glutathione under conditions that maintain protdn activity and antigenicity (Ammham Pharmacia 
Biotech). Following purification, the GST moi^y can be proteolytically cleaved fi-om SPTM at 
specifically engineo-ed sites. FLAG, an S-amino acid pq)tide, enables immunoaffinity purification 
using comm^dally available monoclonal and polyclonal anti-FLAG antibodies (Eastman Kodak 
Con^any, Rochester NY). 6-His, a stretch of six consecutive histidine residues, enables purification on 

1 5 metal-chelate resins (QIAGEN). Methods for protein expression aiKl purification are discussed in 
Ausubd (1995, supra . Chapters 10 and 16). Purified SPTM obtained by these methods can be used 
directiy in the following activity assay. 
Xrv. Demonstration of SPTM Activity 

An assay for SPTM activity measures the expression of SPTM on the cdl surface. cDN A 

2 0 ^coding SPTM is subcloned into an appropriate mammalian expression vector suitable for high levds 
of cDNA expression The resulting construct is transfected into a nonhuman cell line such as NIH3T3. 
Cdl surface proteins are labeled with biotin using methods known in the art. Immunoprecipitations are 
performed using SPTM-specific antibodies, and immunoprecipitated samples are analyzed using SDS- 
PAGE and immunoblotting techniques. The ratio of labeled immunoprecipitant to unlabeled 

25 immunoprecipitant is proportional to the amount of SPTM expressed on the cell surface. 

Alternativdy, an assay for SPTM activity measures the amount of SPTM in secr^ory, 
membrane-bound organelles. Transfected cells as described above are harvested and lysed. The lysate 
is fractionated using methods known to those of skill in the art, for example, sucrose gradient 
ultracentrifugatioa Such methods allow the isolation of subcellular conq^onents such as the Golgi 

30 apparatus, ER, small membrane-bound vesicles, and othCT secretory organelles. Immunoprecipitations 
from fractionated and total cell lysates are performed using SPTM-specific antibodies, and 
immunoprecipitated samples are analyzed using SDS-PAGE and inununoblotting techniques. The 
concentration of SPTM in secretory organelles relative to SPTM in total cell lysate is proportional to 
the amount of SPTM in transit through the secretory pathway. 

35 XV* Functi nal Assays 
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SPTM function is assessed by expressing sptm at physiologically elevated levels in mammalian 
c^l culture systems. cDNA is subcloned into a mammalian expression vector containing a strong 
promoter that drives high levels of cDN A expression. Vectors of choice include pCMV SPORT (Life 
Technologies) and pCR3. 1 (Invitrogen Corpcx-ation, Carlsbad CA), both of which contain the 
5 cytom^alovirus promotor. 5-lO^gofrecombinant vector are transiently transfected into a human cdl 
line, preferably of mdothelial (x h^natopoiedc origin, using dth^ liposome fcn-mulations or 
electropcM'atioa 1-2 |xg of an additional plasmid containing sequ^ices encoding a marker protdn are 
co-transfeaed. 

Expression of a marker protein provides a means to distinguish transfected cdls from 
1 0 nontransfected cdls and is a reliable predictor of cDN A expression from the recombinant vector. 

Marka* proteins of choice include, e.g.. Green Fluc^rescent Protdn (GFP; CLONTECH), CD64, or a 
CD64-GFP fusion protdn. Flow cytometry (FCM), an automated laser optics-based technique, is used 
to idoitify transfected cdls expressing GFP ot CD64-GFP and to evaluate the apoptotic state of the 
cdls and other cdlular properties. 
1 5 FCM detects and quantifies the uptake of fluorescent molecules that diagnose events preceding 

or coincident with cdl death. These events include changes in nuclear DN A content as measured by 
staining of DNA with prppidium iodide; changes in cdl size and granularity as measured by forward 
light scatter and 90 degree side light scatter; down-regulation of DNA synthesis as measured by 
decrease in bromodeoxyuridine uptake; alterations in expression of cdl surface and intracdlular 
20 protdns as measured by reactivity with specific antibodies; and alterations in plasma membrane 
composition as measured by the binding of fluorescein-conjugated Ann^un V protdn to the cdl 
surface. Mdhods in flow cytometry are discussed in Qrmerod, M. G. (1994) Row Cvtom^rv . Oxford, 
New York NY. 

The influence of SPTM on gene expression can be assessed using highly puriHed populations 
25 of cells transfected with sequences encoding SPTM and either CD64 or CD64-GFP. CD64 and CD64- 
GFP are expressed on the surface of transfected cells and bind to consa^ed regions of human 
immunoglobulin G (IgG). Transfected cells are efficiently sq^arated from nontransfected cells using 
magnetic beads coated with either human IgG or antibody against CD64 (DYNAL, Inc., Lake Success 
NY). mRNA can be purified from the cdls using m^ods well known by those of skill in the art. 
3 0 Expression of mRNA encoding SPTM and other genes of int^est can be analyzed by northern analysis 
or microarray techniques. 
XYI. Production of Antibodies 

SPTM substantially purified using polyacrylamide gel electrophoresis (PAGE; see, e.g., 
Harrington, M.G. (1990) Methods Enzymol. 182:488-495), or other purification techniques, is used to 
3 5 immimize rabbits and to produce antibodies using standard protocols. 
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AltCTnatively, the SPTM amino acid sequence is analyzed using LASERGENE software 
(DNASTAR) to determine regions of high immunog^city, and a corresponding pq)tide is synthesized 
and used to raise antibodies by means known to those of skill in the art. Methods for selection of 
appropriate q>itopes, such as those near the C-terminus or in hydrophilic regions are wdl described in 
5 the art (See, e.g., Ausub^, 1995, supra . Chapter 11.) 

Typically, pq)tides 15 residues in length are synthesized using an ABI 431 A pqptide 
synthesizer (PE Biosystems) using ftnoc-chanistry and coupled to KLH (Sigma) by reaction with N- 
maleimidob^izoyl-N-hydroxysuccinimide ester (MBS) to increase immunog^city. (See, e.g., 
Ausubel, supra .) Rabbits are immunized with the pq>tide-KLH complex in complete Freund's 

10 adjuvant. Resulting antisera are tested for antipq>tide activity by, for exanq)le, binding the peptide to 
plastic, blocking with 1% BSA, reacting with rabbit antisera, washing, and reacting with radio- 
iodinated goat anti-rabbit IgG. Antisera with antipqptide activity are tested for anti-SPTM activity 
using protocols well known in the art, including ELIS A, RIA, and immunoblotting. 
XVII. Purification of Naturally Occurring SPTM Using Specific Antibodies 

1 5 Naturally occurring or reconibinant SPTM is substantially purified by iromunoaffinity 

chromatography using antibodies specific for SPTM. An immunoafOnity column is constructed by 
covalentiy coupling anti-SPTM antibody to an activated chromatographic resin, such as 
CNBr-activated SEPHAROSE (Amersham Pharmacia Biotech). After the coupling, the resin is 
blocked and washed according to the manufacturo-'s instructions. 

2 0 Media containing SPTM are passed over the immunoaffinity column, and the column is washed 

under conditions that allow the pr^er^itial absorbance of SPTM (e.g., high ionic strength buffers in the 
pres^ice of deterge). The column is duted under conditions that disrupt antibody/SPTM binding 
(e.g., a buffer of pH 2 to pH 3, or a high conc^itration of a chaotrope, such as urea or thiocyanate ion), 
and SPTM is collected. 

2 5 XVIII. Identification of Molecules Which Interact with SPTM 

SPTM, or biologically active fragments thereof, are labeled with Bolton-Hunta* reagent. 
(See, e.g., Bolton. A.E. and W.M. HuntCT (1973) Biochem. J, 133:529-539.) Candidate molecules 
previously arrayed in the wells of a multi-well plate are incubated with the labeled SPTM, washed, and 
any wells with labeled SPTM con^lex are assayed Data obtained using different concentrations of 

30 SPTM are used to calculate values for the number, affinity, and association of SPTM with the 
candidate molecules. 

AltCTnatively, molecules interacting with SPTM are analyzed using the yeast two-hybrid system 
as described in Fields, S. and O. Song (1989) Nature 340:245-246, or using commercially available 
kits based on the two-hybrid system, such as the MATCHMAKER system (CLONTECH). 
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SPTM may also be used in the PATHCALLING process (CuraGen Corp., New Haven CT) 
wbich enQ)loys the yeast two-hybrid system in a high-througtq>ut manna* to detennine all interactions 
between the proteins encoded by two large libraries of g^ies (Nandabalan, K. et al. (2000) U.S. Patrat 
No. 6,057,101). 

All publications and patents mentioned in the above specification are herdn incoqxx-ated by 
referoice. Various modifications and variations of the described method and system of the invention 
will be apparent to those skilled in the art without dq>arting from the scope and spirit of the invmtion. 
Although the invasion has been described in connection with specific preferred «(ibodiments, it should 
be understood that the invention as claimed should not be unduly limited to such specific ^nbodimmts. 
Indeed, various modifications of the above-described modes for carrying out the invration which are 
obvious to those sldlled in the field of molecular biology rdated fidds are intended to be within the 
scope of the following claims. 
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Table 1 

SEQ Template ID Start Stop Frame Domain 

ID NO Type 

1 198450.6.oct 272 343 forward 2 TM 

1 198450.6.oct 269 334 forward 2 SP 

1 198450.6.oct 263 346 forward 2 TM 

2 475178.1. oct 12331292 forward 3 SP 
2 4751 78.1. oct 95 172 forward 2 SP 
2 475178.1.oct 1221 1274 forward 3 SP 

2 475178.1. oct 95 157 forward 2 SP 

3 231793.2.oct 739 801 forward 1 SP 
3 231793.2.oct 739 810 forward 1 SP 
3 231793.2.oct 865 930 forward 1 SP 
3 231793.2.oct 739 810 forward 1 SP 

3 231793.2.oct 730 810 forward 1 SP 

4 OOOOIOAoct 16371684 forward 2 SP 

4 00001 OAoct 1637 1696 forward 2 SP 

5 412959.6.oct 329 409 forward 2 TM 
5 412959.6.oct 586 642 forward 1 SP 

5 412959.6.oct 350 406 forward 2 TM 

6 331521.5.oct 807 860 forward 3 TM 

6 331521.5.oct 840 902 forward 3 SP 

7 9021 14.1. oct 288 341 forward 3 SP 
7 9021 14.1. oct 288 338 forward 3 SP 
7 9021 14.1. oct 288 353 forwards SP 

7 9021 14.1. oct 288 347 forward 3 SP 

8 481 382.1. oct 730 798 forward 1 SP 

8 481 382.1. oct 730 789 foiward 1 SP 

9 903849.1. oct 1361 1414 forward 2 TM 

9 903849.1. oct 13381403 forward 3 SP 

10 433776.4.oct 737 802 forward 2 SP 

10 433776.4.oct 797 892 forward 2 SP 

11 407607.4.oct 16341687 forward 2 TM 

11 407607.4.oct 1429 1500 forward 1 SP 

12 234828.6.oct 1091 1 180 forward 2 SP 

1 2 234828.6.oct 1 1 1 5 1 1 89 forward 2 SP 

13 336430.2.dec 1290 1355 forward 3 SP 
13 336430.2.dec 857 931 forward 2 SP 

13 336430.2.dec 749 850 forward 2 SP 

14 242269.2.dec 769 837 forward 1 TM 

15 432120.2.dec 503 559 forward 2 TM 

16 198060.6.dec 40 126 forward 1 SP 

17 460295.5.dec 369 449 forward 3 TM 

18 235983.6.dec 3319 3375 forward 1 TM 
18 235983.6.dec 900 953 forward 3 SP 
18 235983.6.dec 3488 3565 forward 2 SP 
18 235983.6.dec 3328 3390 forward 1 TM 
18 235983.6.dec 4361 4414 forward 2 SP 
18 235983.6.dec 2168 2236 forward 2 TM 
18 235983.6.dec 4340 4420 forward 2 SP 
18 235983.6.dec 4361 4435 forward 2 SP 
18 235983.6.dec 4379 4426 forward 2 SP 
18 235983.6.dec 4361 4426 forward 2 SP 

18 235983.6.dec 4361 4420 forward 2 SP 

19 238703.2.dec 1057 1140 forward 1 SP 

20 038751 .5.dec 744 809 forward 3 TM 
20 038751 .5.dec 167 238 forward 2 TM 
20 038751 .S.dec 729 803 forward 3 SP 

20 038751 .5.dec 464 526 forward 2 TM 

21 236099.4.dec 1254 1352 forward 3 SP 

22 350875.2.dec 479 535 forward 2 TM 

23 466521 .5.dec 598 666 forward 1 SP 

24 466521 .e.dec 719 787 forward 2 SP 

25 474522.8.dec 483 566 forward 3 SP 
25 474522.8.dec 483 557 forward 3 SP 
25 474522.8.dec 507 566 forward 3 SP 

25 474522.8.dec 507 572 forward 3 SP 

26 231563.3.dec 11861230 forward 1 TM 
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SEQ Template ID 

ID NO 
26 231583.3.dec 
26 231583.3.dec 
26 231583.3.dec 
26 231583.3.dec 
26 231583,3.dec 
26 231583.3.dec 
26 231583.3.dec 
26 231583.3.dec 
26 231583.3.dec 
26 231583.3.dec 

26 231583.3.dec 

27 215051.5.dec 
27 215051.5.dec 
27 21 5051 .S.dec 
27 215051,5.dec 
27 215051.5.dec 
27 21 5051. S.dec 
27 21 5051. S.dec 
27 21 5051 .S.dec 
27 215051.5.dec 
27 21 5051 .S.dec 
27 21 5051 .S.dec 
27 21 5051 .S.dec 
27 21 5051 .S.dec 

27 21 5051 .S.dec 

28 277726.S.dec 
28 277726.S.dec 
28 277726.5.dec 
28 277726.5.dec 
28 277726.5.dec 
28 277726.S.dec 
28 277726.5.dec 
28 277726.5.dec 

28 277726.S.dec 

29 978637.1. dec 

30 240518.12.dec 
30 240S18.12.dec 
30 240518.12.dec 

30 240518.12.dec 

31 413231.8.dec 
31 413231.8.dec 
31 413231.8.dec 
31 413231.8.dec 
31 41 3231. S.dec 
31 41 3231. S.dec 

31 413231.8.dec 

32 334406.5.dec 

33 411429.8.dec 

34 320674.7.dec 

35 197267.1. dec 
35 197267.1, dec 
35 197267.1 .dec 
35 197267.1. dec 
35 197267.1, dec 

35 197267.1. dec 

36 332335.1. dec 

37 23S992.13.dec 

38 199736.1. dec 
38 199736.1. dec 

38 199736.1. dec 

39 228864.5.dec 

39 22S864.S.dec 

40 986539.1 .dec 

41 481454.4.dec 
41 481454.4.dec 



Start Stop Frame 



11591239 
11651233 
11881238 
11951257 
1162 1233 
11651227 
571 618 
11951251 
1184 1243 
11701232 
11821238 
975 1031 
14281487 
14241492 
960 1034 
13941456 
1424 1480 
861 920 
51 140 
506 577 
1421 1501 
1424 1480 
1412 1462 
14241471 
14241480 
655 711 
853 918 
826 900 
370 426 
652 729 
832 894 
1377 1430 
832 903 



844 

19 

61 

64 

868 

931 



894 
123 
114 
126 
978 
978 



1182 1244 


2531 2593 


1188 1256 


1741 1803 


1182 1235 


1188 1262 


1182 1262 


886 


969 


468 


530 


1649 1717 


5 


76 


14 


58 


5 


67 


2 


67 


11 


67 


723 


803 


785 


883 


905 


994 


157 


219 


145 


204 


166 


228 


562 


642 


26 


139 


3 


95 


561 


647 


1239 


1298 



forward 1 
forward 1 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 2 
forward 3 
forward 2 
forward 2 
forward 3 
forward 3 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 3 
forward 2 
forward 3 
forward 1 
forward 3 
forward 3 
forward 3 
forward 1 
forward 3 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 2 
forward 2 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 3 
forward 3 
forward 3 



Domain 
Type 
TM 
SP 
TM 
TM 
TM 
SP 
SP 
TM 
TM 
TM 
TM 
TM 
TM 
SP 
SP 
TM 
SP 
TM 
SP 
SP 
TM 
TM 
TM 
SP 
SP 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
SP 
TM 
TM 
SP 
SP 
SP 
TM 
SP 
TM 
SP 
SP 
SP 
SP 
TM 
TM 
SP 
SP 
SP 
SP 
SP 
SP 
SP 
SP 
TM 
TM 
TM 
SP 
SP 
SP 
SP 
SP 
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Table 1 cont. 



41 481454.4.dec 


12061298 


forward 3 


SP 


59 480951 .5.dec 


964 1011 


forward 1 


SP 


41 481454.4.dec 


455 


520 


forward 2 


SP 


59 480951 .S.dec 


1479 1538 


forward 3 


TM 


41 481454.4.dec 


422 


502 


forward 2 


SP 


60 350399.5.dec 


1080 1127 


forward 3 


SP 


41 481454.4.dec 


446 


505 


forward 2 


SP 


60 350399.5.dec 


1697 1759 


forward 2 


TM 


41 481454.4.dec 


455 


502 


forward 2 


SP 


60 350399.5.dec 


3742 3801 


forward 1 


SP 


41 481454.4.dec 


446 


502 


forward 2 


SP 


60 350399.5.dec 


18561918 


forward 2 


TM 


41 481454.4.dec 


422 


502 


forward 2 


SP 


60 350399.5.dec 


1703 1750 


forward 2 


TM 


42 474800.7.dec 


337 


420 


forward 1 


SP 


60 350399.5.dec 


2169 2234 


forward 3 


SP 


43 427883. 13.dec 36 


89 


forward 3 


TM 


60 350399.5.dec 


2183 2239 


forward 2 


TM 


44 01 8945.1. dec 


518 


571 


forward 2 


TM 


60 350399.5.dec 


2169 2228 


forward 3 


TM 


45 353271 .2.dec 


982 


1062 


forward 1 


SP 


60 350399.5.dec 


11731223 


forward 3 


TM 


46 221686.2.dec 


728 


793 


forward 2 


SP 


60 350399.5.dec 


1709 1765 


forward 2 


TM 


46 221686.2.dec 


728 


781 


forward 2 


SP 


60 350399.5.dec 


3751 3804 


forward 1 


TM 


46 221686.2.dec 


728 


799 


forward 2 


SP 


60 350399.5.dec 


1697 1768 


forward 2 


TM 


47 233347.7.dec 


972 


1046 


forward 3 


SP 


61 08571 3.2.dec 


2469 2528 


forward 3 


SP 


47 233347.7.dec 


387 


473 


forward 3 


SP 


61 08571 3.2.dec 


1792 1848 


forward 1 


SP 


47 233347.7.dec 


998 


1069 


forward 2 


SP 


61 08571 3.2.dec 


2481 2540 


forward 3 


TM 


47 233347.7.dec 


998 


1066 


forward 2 


SP 


61 085713.2.dec 


2447 2500 


forward 2 


TM 


47 233347.7.dec 


228 


326 


forward 3 


SP 


61 08571 3.2.dec 


24562527 


forward 2 


TM 


47 233347.7.dec 


273 


335 


forward 3 


TM 


61 08571 3.2.dec 


2456 2518 


forward 2 


TM 


47 233347.7.dec 


998 


1051 


forward 2 


SP 


61 08571 3.2.dec 


2344 2400 


forward 1 


SP 


47 233347.7.dec 


264 


317 


forward 3 


TM 


61 08571 3.2.dec 


2464 2523 


forward 1 


TM 


47 233347.7.dec 


264 


323 


forward 3 


TM 


61 08571 3.2.dec 


125 175 


forward 2 


SP 


47 233347.7.dec 


273 


338 


forward 3 


TM 


61 085713.2,dec 


2456 2512 


forward 2 


TM 


47 233347.7.dec 


273 


344 


forward 3 


TM 


61 08571 3.2.dec 


2458 251 1 


forward 1 


TM 


47 233347.7.dec 


264 


326 


forward 3 


SP 


61 08571 3.2.dec 


2540 2596 


forward 2 


SP 


47 233347.7.dec 


264 


335 


forward 3 


SP 


62 24501 4.1. dec 


791 865 


forward 2 


SP 


48 230631 .3.dec 


1675 1737 


forward 1 


TM 


62 245014.1. dec 


770 823 


forward 2 


TM 


48 230631 .3.dec 


524 


577 


forward 2 


SP 


62 245014.1. dec 


785 850 


forward 2 


TM 


48 230631 .3.dec 


524 


574 


forward 2 


SP 


62 245014.1. dec 


785 856 


forward 2 


TM 


48 230631 .3.dec 


16751734 


forward 1 


TM 


63 117464.7.dec 


1411 1458 


forward 1 


SP 


49 335146.1. dec 


218 


271 


forward 2 


TM 


63 117464.7.dec 


13991473 


forward 1 


SP 


49 335146.1. dec 


203 


268 


forward 2 


TM 


63 117464.7.dec 


1408 1470 


forward 1 


SP 


49 335146.1. dec 


218 


274 


forward 2 


TM 


63 117464.7.dec 


1921 1983 


forward 1 


SP 


50 3371 60.1. dec 


281 


385 


forward 2 


SP 


63 117464.7.dec 


231 278 


forward 3 


SP 


51 346341. 12.dec 1434 1520 


forward 3 


SP 


63 117464.7.dec 


574 633 


forward 1 


SP 


51 346341. 12.dec 2589 2654 


forward 3 


SP 


63 117464.7.dec 


1909 1992 


forward 1 


SP 


51 346341. 12.dec 1208 1291 


forward 2 


SP 


63 117464.7.dec 


1664 1720 


forward 2 


TM 


51 346341.12.dec 2589 2660 


forward 3 


SP 


63 117464.7.dec 


1939 1992 


forward 1 


SP 


51 346341. 12.dec 2589 2648 


forward 3 


SP 


63 117464.7.dec 


2975 3040 


forward 2 


SP 


51 346341. 12.dec 25172591 


forward 3 


TM 


63 117464.7.dec 


2740 2808 


forward 1 


SP 


51 346341, 12.dec 3712 3762 


forward 1 


TM 


63 117464.7.dec 


2966 3052 


forward 2 


SP 


51 346341. 12.dec 2589 2642 


forward 3 


SP 


63 117464.7.dec 


19061983 


forward 1 


TM 


51 346341. 12.dec 982 


1068 


forward 1 


SP 


63 117464.7.dec 


19181968 


forward 1 


SP 


51 346341.12.dec 3712 3768 


forward 1 


TM 


63 117464.7.dec 


1930 1989 


forward 1 


TM 


52 428745.2.dec 


113 


181 


forward 2 


SP 


63 117464.7.dec 


19161986 


forward 1 


SP 


53 444839. 17.dec 265 


312 


forward 1 


TM 


63 117464.7.dec 


1921 1992 


forward 1 


SP 


54 245000.6.dec 


797 


868 


forward 2 


TM 


63 117464.7.dec 


231 302 


forward 3 


SP 


54 245000.6.dec 


806 


868 


forward 2 


SP 


63 117464.7.dec 


1423 1494 


forward 1 


TM 


54 245000.6.dec 


806 


874 


forward 2 


SP 


63 117464.7.dec 


1933 1983 


forward 1 


TM 


54 245000.6.deG 


251 


367 


forward 2 


SP 


63 117464.7.dec 


1933 1995 


forward 1 


TM 


54 245000.6.dec 


563 


619 


forward 2 


SP 










54 245000.6.dec 


572 


634 


forward 2 


TM 










54 245000.6.dec 


806 


865 


forward 2 


TM 










54 245000.6.dec 


767 


841 


forward 2 


SP 










54 245000.6.dec 


812 


865 


forward 2 


TM 










54 245000.6.dec 


806 


850 


forward 2 


SP 










54 245000.6.dec 


773 


862 


forward 2 


SP 










54 245000.6.dec 


806 


862 


forward 2 


SP 










55 428362.36.dec 270 


326 


forward 3 


TM 










56 480710,1 2.dec 878 


931 


forward 2 


TM 










56 480710.12.dec 2216 2266 


forward 2 


TM 










56 480710.12.dec 22 


126 


forward 1 


SP 










57 234137.10.dec 548 


646 


forward 2 


SP 










58 480630.4.dec 


881 


931 


forward 2 


TM 










59 480951 .5.dec 


964 


1023 


forward 1 


SP 
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SEQ 

ID NO TemplatelD 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450,6.oct 

t 198450.6.0Ct 

1 198450.6.oct 

1 198450.6.OCt 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.OCt 

1 198450.6.OCt 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 1984S0.6.oct 

1 198450.6.oct 

1 19d450.6.oct 

1 198450.6.OCt 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.OCt 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198460.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198460.6.oct 

1 198450.6.oct 

1 198450.6.OCt 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6,oct 

1 198450.6.oct 

1 198450.6.oct 

1 198450.6.oct 



Table 2 

SEQ 

Component ID Start Stop ID NO 



9812858 


1618 


1761 


1 


3133936T6 


1642 


1704 


1 


3765347H1 


1 


286 


1 


2881536H1 


23 


287 


1 


2881536F6 


23 


509 


1 


3692305H1 


226 


529 


1 


4212539H1 


301 


546 


1 


3451630H1 


343 


596 


1 


2614961 F6 


401 


999 


1 


261 4961 HI 


401 


667 


1 


92111714 


487 


878 


1 


91984142 


491 


674 


1 


91984144 


491 


746 


1 


3109843H1 


496 


663 


1 


3109585H1 


496 


595 


1 


1897893H1 


551 


795 


1 


1897530H1 


551 


776 


1 


5136026H1 


599 


872 


1 


4505381 HI 


627 


891 


1 


5894055H1 


632 


895 


1 


5901947H1 


632 


939 


1 


5698273H1 


638 


908 


1 


3139196H1 


638 


911 


1 


91278047 


644 


1069 


1 


3945278H1 


700 


978 


2 


3941342H1 


700 


984 


2 


92015083 


709 


1013 


2 


5467754H1 


745 


1017 


2 


91423015 


756 


1149 


2 


91497157 


778 


1271 


2 


370651 2H1 


781 


1071 


2 


4768061 H1 


786 


1024 


2 


3683925H1 


795 


1075 


2 


5188646H1 


822 


1148 


2 


1456401 HI 


868 


1143 


2 


3822085H1 


887 


1153 


2 


3451545H1 


888 


1141 


2 


2804083F6 


896 


1385 


2 


2804083H1 


896 


1154 


2 


3519856H1 


897 


1223 


2 


2360526H1 


911 


1160 


2 


91489982 


939 


1229 


2 


2585474H1 


986 


1236 


2 


1385485H1 


1017 


1249 


2 


464838H1 


1047 


1254 


2 


94186989 


1051 


1479 


2 


93932153 


1055 


1461 


2 


2519149H1 


1055 


1333 


2 


3326033H1 


1076 


1339 


2 


4383511 HI 


1114 


1369 


2 


6323272H1 


1119 


1395 


2 


2804083T6 


1124 


1676 


2 


91367880 


1160 


1609 


2 


94223520 


1164 


1461 


2 


2859754T6 


1186 


1698 


2 


758599H1 


1223 


1459 


2 


2614961T6 


1274 


1702 


2 


93755770 


1280 


1741 


2 


94390433 


1284 


1740 


2 


92540849 


1290 


1739 


3 


91371334 


1298 


1739 


3 


93721415 


1300 


1740 


3 


5491460H1 


1301 


1434 


3 


607401 5H1 


1325 


1579 


3 


91443523 


1326 


1739 


3 


93367015 


1332 


1745 


3 
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Template ID 


Component ID Start 


Stop 


1 98450.6. oct 


94293934 


1338 


1745 


198450.6.oct 


3433379H1 


1343 


1423 


198450.6.OCt 


2730946H1 


1352 


1602 


198450.6.oct 


92111659 


1365 


1747 


198450.6.oct 


4501340H1 


1369 


1614 


198450.6.oct 


93755006 


1372 


1738 


198450.6.oct 


2364954H1 


1388 


1447 


19B450.6.oct 


236491 5H1 


1388 


1447 


198450.6.oct 


2364954F6 


1388 


1447 


198450.6.oct 


91238074 


1436 


1739 


198450.6.oct 


92555317 


1462 


1743 


198450.6.oct 


91489886 


1468 


1745 


198450.6.oct 


4640302H1 


1469 


1723 


198450.6.oct 


3665959H1 


1471 


1702 


198450.6.oct 


4872588H1 


1482 


1738 


198450.6.oct 


92435210 


1490 


1739 


198450.6.oct 


3133936F6 


1516 


1734 


198450.6.0Ct 


3133936H1 


1517 


1755 


198450.6.0Ct 


1293778H1 


1523 


1739 


198450.6.0Ct 


91497107 


1527 


1739 


198450.6.oct 


3691633H1 


1538 


1730 


198450.6.oct 


92255347 


1554 


1809 


198450.6.oct 


93899575 


1589 


1742 


198450.6.oct 


93735471 


1615 


1744 


4751 78.1. oct 


93109369 


893 


1334 


4751 78.1. oct 


92106854 


903 


1285 


4751 78.1. oct 


91886488 


906 


1336 


475178,1. oct 


94243834 


921 


1335 


475178.1. oct 


93229982 


932 


1335 


475178.1. oct 


92876106 


933 


1289 


475178.1. oct 


92675531 


965 


1330 


475178.1. oct 


91479394 


1023 


1335 


475178.1. oct 


92106969 


1028 


1335 


475178.1. oct 


92910156 


1042 


1311 


4751 78.1. oct 


643061 7H1 


1054 


1226 


4751 78.1. oct 


6131966H1 


1 


187 


4751 78.1. oct 


4341985H1 


1 


306 


475178.1.oct 


5696250H1 


6 


102 


4751 78.1. oct 


91577126 


219 


640 


4751 78.1. oct 


5475396H1 


224 


472 


4751 78.1. oct 


493554H1 


246 


491 


475178.1. oct 


493554R6 


246 


612 


4751 78.1. oct 


265020H1 


249 


573 


475178.1.0Ct 


5871350H1 


259 


554 


4751 78.1. oct 


91886599 


381 


851 


4751 78.1. oct 


5613813H1 


383 


475 


4751 78.1. oct 


2518964H1 


397 


655 


4751 78,1. oct 


2518964F6 


397 


858 


4751 78.1. oct 


1 53351 3H1 


608 


802 


4751 78.1. oct 


1 53351 3F6 


608 


1058 


4751 78.1. oct 


93742669 


839 


1335 


4751 78.1. oct 


91337822 


870 


1335 


4751 78.1. oct 


93280761 


876 


1335 


475178.1. oct 


91337821 


877 


1347 


4751 78.1, oct 


92883442 


883 


1311 


475178.1. oct 


92876528 


895 


1339 


475178.1. oct 


91474211 


1181 


1336 


475178.1. oct 


93001396 


1216 


1278 


4751 78.1. oct 


92768096 


1218 


1281 


231793.2.oct 


340661 8H1 


2148 


2401 


231793.2.oct 


1866779T7 


2164 


2565 


231793.2.oct 


93765637 


2168 


2622 


231793.2.oct 


5094942H1 


2167 


2412 


231793.2.oct 


3673817H1 


1003 


1285 


231793.2.oct 


4580644H1 


1173 


1318 


231793.2.oct 


93049752 


2237 


2604 
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3 


231793.2.oct 


1707686T6 


2245 


2557 


3 


231793.2.oct 


191496gH1 


2225 


2477 


3 


231793.2.oct 


5048501 HI 


2256 


2540 


3 


231793.2.0Ct 


3355002H1 


21 


302 


3 


231793.2.oct 


2673033T6 


2271 


2565 


3 


231793.2.0Ct 


1522723H1 


22 


216 


3 


231793.2.oct 


g2556740 


2285 


2602 


3 


231793.2.oct 


2790244H2 


30 


335 


3 


231793.2.oct 


94078219 


2330 


2626 


3 


231793.2.oct 


1866779F6 


33 


411 


3 


231793.2.oct 


2883970T6 


2365 


2585 


3 


231793.2.oct 


1866779H1 


33 


313 


3 


231793.2.oct 


3512992H1 


2365 


2563 


3 


231793.2.oct 


1311083H1 


80 


298 


3 


231793.2.oct 


3743582H1 


1 


299 


3 


231793,2.oct 


32361 53H1 


111 


358 


3 


231793.2.oct 


3490362H1 


3 


199 


3 


231793.2.oct 


5158979H1 


202 


425 


3 


231793.2.oct 


6301123H1 


10 


295 


3 


231793.2.oct 


1390306H1 


287 


537 


3 


231793.2.0Ct 


2488457H1 


1176 


1404 


3 


231793.2.oct 


1 39021 2H1 


287 


443 


3 


231793.2.oct 


2623858R6 


1183 


1496 


4 


00001 0.4.oct 


325421 3T6 


1335 


1763 


3 


231793.2.0Ct 


2623858H1 


1183 


1432 


4 


00001 0.4.oct 


1370046H1 


1337 


1486 


3 


231793.2.oct 


4650753H1 


1347 


1490 


4 


00001 0.4.oct 


5396777T1 


1343 


1771 


3 


231793.2.oct 


2793766H1 


1364 


1658 


4 


000010.4.oct 


1370046R6 


1342 


1707 


3 


231793.2.0Ct 


1803565H1 


1548 


1827 


4 


00001 OAoct 


1370103H1 


1342 


1584 


3 


231793.2.oct 


6173678H1 


1561 


1850 


4 


00001 0.4.oct 


1726162F6 


1349 


1799 


3 


231793.2.oct 


1214293T6 


2183 


2564 


4 


00001 0.4.oct 


5372922H1 


1349 


1573 


3 


231793.2.oct 


1214293R6 


2184 


2577 


4 


00001 0.4.oct 


1726162H1 


1349 


1549 


3 


231793.2.oct 


1214293H1 


2194 


2407 


4 


00001 0.4.oct 


1726162T6 


1350 


1770 


3 


231793.2.oct 


1803565T6 


2104 


2547 


4 


00001 0.4.oct 


92903534 


1351 


1580 


3 


231793.2.oct 


1001126T6 


2092 


2558 


4 


00001 0.4.oct 


93645063 


1355 


1808 


3 


231793.2.oct 


4170673H1 


2146 


2407 


4 


00001 0.4.oct 


2499364T6 


1364 


1770 


3 


231793.2.oct 


5027277H1 


1995 


2261 


4 


00001 0.4.oct 


93051966 


1379 


1808 


3 


231793.2.0Ct 


3803405H1 


2038 


2335 


4 


00001 0.4,oct 


91489943 


1390 


1808 


3 


231793.2.oct 


5095560H1 


2046 


2221 


4 


00001 0.4.oct 


5085122H1 


1389 


1642 


3 


231793.2.oct 


4213438H1 


2072 


2273 


4 


00001 0.4.oct 


94018720 


1393 


1810 


3 


231793.2.oct 


1986603T6 


2084 


2560 


4 


00001 0.4.oct 


94069319 


1396 


1809 


3 


231793.2.0Ct 


91979679 


1896 


2192 


4 


00001 0.4.oct 


94190861 


1400 


1812 


3 


231793.2.oct 


4593321 HI 


1918 


2189 


4 


00001 0.4.oct 


93307421 


1406 


1817 


3 


231793.2.0ct 


5986230H1 


1917 


2189 


4 


00001 0.4.oct 


92206554 


1408 


1809 


3 


231793.2.oct 


g2277027 


1948 


2321 


4 


00001 0.4.oct 


1654566H1 


1415 


1631 


3 


231793.2.oct 


6171737H1 


1955 


2242 


4 


00001 0.4.oct 


92876054 


1416 


1580 


3 


231793.2.oct 


5951283H1 


1974 


2290 


4 


00001 0.4.oct 


94533961 


1419 


1809 


3 


231793.2.oct 


2673033F6 


1982 


2501 


4 


00001 0.4.oct 


92727372 


1423 


1580 


3 


231793.2.oct 


2673033H1 


1982 


2213 


4 


00001 0.4.oct 


5327974H1 


' 1429 


1672 


3 


231793.2.oct 


977810H1 


1989 


2200 


4 


00001 0.4.oct 


4321986H1 


1430 


1690 


3 


231793.2.oct 


5281570H2 


1570 


1837 


4 


000010.4.oct 


1459590R1 


1435 


1808 


3 


231793.2.oct 


4731704H1 


1573 


1859 


4 


00001 0.4.oct 


91940736 


1441 


1811 


3 


231793.2.0Ct 


158289R1 


1649 


2082 


4 


00001 0.4.oct 


5406569H1 


1456 


1636 


3 


231793.2.oct 


158289H1 


1650 


1825 


4 


00001 0.4.oct 


9615220 


1477 


1808 


3 


231793.2.oct 


4598887H1 


1664 


1901 


4 


00001 0.4.oct 


9778928 


1487 


1807 


3 


231793.2.0Ct 


3559656H1 


1702 


1994 


4 


00001 0.4.oct 


60961 10H1 


1495 


1807 


3 


231793.2.0Ct 


3961916H1 


1703 


1835 


4 


00001 0.4.OCt 


93736024 


1496 


1809 


3 


231793.2.oct 


369S880H1 


1755 


2042 


4 


00001 0.4.oct 


92753028 


1500 


1580 


3 


231793.2.oct 


404871 2H1 


1815 


2092 


4 


00001 0.4.oct 


956928H1 


1512 


1803 


3 


231793.2.oct 


1707686H1 


1884 


2072 


4 


00001 0.4,oct 


g1 551537 


1513 


1808 


3 


231793.2.oct 


5296093H1 


1892 


2102 


4 


00001 0.4.OCt 


956928T1 


1512 


1769 


3 


231793.2.oct 


92322181 


2439 


2604 


4 


00001 0.4.oct 


9821709 


1522 


1833 


3 


231793.2.oct 


1302067T7 


2444 


2562 


4 


00001 0.4.oct 


92100454 


1521 


1808 


3 


231793.2.oct 


1 30251 7F6 


2451 


2602 


4 


00001 0.4.oct 


4725870H1 


1537 


1781 


3 


231793.2,oct 


1302517H1 


2451 


2602 


4 


00001 0.4.oct 


3786249H1 


1544 


1808 


3 


231793.2.oct 


134723H1 


2466 


2602 


4 


00001 0,4.oct 


4218279H1 


991 


1233 


3 


231793.2.oct 


g1 195715 


2560 


2610 


4 


00001 0.4.oct 


5439541 HI 


1006 


1066 


3 


231793^.0Ct 


1986603R6 


863 


1385 


4 


00001 0.4.oct 


543951 4H1 


1006 


1242 


3 


231793.2.oct 


1991005H1 


915 


1072 


4 


00001 0.4.oct 


4863426H1 


1011 


1294 


3 


231793.2.oct 


3962341 HI 


968 


1258 


4 


000010.4.oct 


3d82069H1 


1038 


1277 


3 


231793.2.oct 


1001126R6 


324 


881 


4 


00001 0,4.oct 


296321 3H1 


1058 


1361 


3 


231793.2.oct 


404971 2H1 


367 


637 


4 


00001 0.4.oct 


6379351 HI 


1064 


1333 


3 


231793.2.oct 


3767101 HI 


632 


647 


4 


00001 0.4.oct 


91928730 


1068 


1409 


3 


231793.2.oct 


2791795H1 


508 


797 


4 


00001 0.4.oct 


91717071 


1069 


1257 


3 


231793.2.oct 


4576054H1 


561 


820 


4 


00001 0.4.oct 


439860H1 


1080 


1212 


3 


231793.2.oct 


5593839H1 


731 


990 


4 


00001 0.4.oct 


4645642H1 


1097 


1370 


3 


231793.2.oct 


5052279H1 


833 


967 


4 


00001 0.4.oct 


1315140H1 


1110 


1358 


3 


231793.2.oct 


1986603H1 


863 


1144 


4 


00001 0.4.oct 


3152664H1 


1110 


1402 


3 


231793.2.oct 


1214167H1 


2195 


2439 


4 


00001 0.4.oct 


485851 5H1 


1122 


1353 


3 


231793.2.oct 


5084768H1 


2222 


2437 


4 


00001 0.4.oct 


1459590H1 


1124 


1376 


3 


231793.2.oct 


92347914 


2221 


2601 


4 


00001 0.4.oct 


4292624H1 


1134 


1395 
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4 


00001 0.4.OCt 


4984706H1 


1140 


1346 


4 


000010.4.oct 


3165805H1 


920 


1199 


4 


00001 0.4.OCt 


4594569H1 


1142 


1396 


4 


000010.4.oct 


3165853H1 


920 


1196 


4 


00001 0.4.oct 


3045057H1 


1147 


1434 


4 


000010.4.oct 


4729385H1 


924 


1181 


4 


00001 0.4.OCt 


1401088H1 


1166 


1403 


4 


000010.4.oct 


62981 77H1 


937 


1259 


4 


00001 0.4.oct 


3552750H1 


1172 


1391 


4 


00001 0.4.oct 


4398053H1 


989 


1244 


4 


00001 0.4.oct 


912266H1 


1180 


1310 


4 


00001 0.4,oct 


4399305H1 


988 


1259 


4 


00001 0.4.oct 


1850668T6 


1179 


1772 


4 


00001 0.4.oct 


36001 93H1 


991 


1273 


4 


00001 0.4.oct 


1326577H1 


1209 


1470 


4 


00001 0.4.oct 


421 8371 H1 


991 


1165 


4 


00001 0.4.oct 


1323667H1 


1209 


1430 


4 


00001 0.4.oct 


2533935F6 


1 


130 


4 


00001 0.4.oct 


984923R1 


1211 


1664 


4 


00001 0.4.oct 


2533935H1 


1 


212 


4 


00001 0.4.oct 


984923H1 


1211 


1418 


4 


00001 0.4.oct 


92205347 


30 


247 


4 


00001 0.4.oct 


1261381T6 


1223 


1769 


4 


00001 0.4.oct 


2497994F6 


30 


424 


4 


00001 0.4.oct 


381 8091 HI 


1225 


1478 


4 


00001 0.4.oct 


5870230H1 


28 


141 


4 


00001 0.4.oct 


3819406H1 


1225 


1495 


4 


00001 0.4.oct 


92205289 


30 


267 


4 


00001 0.4.oct 


3415179H1 


1228 


1481 


4 


00001 0.4.oct 


2497994H1 


30 


145 


4 


00001 0.4.oct 


g1 489942 


1228 


1599 


4 


00001 0.4.oct 


92002304 


30 


306 


4 


00001 0.4.oct 


4357827H1 


1234 


1489 


4 


00001 0.4.oct 


149399H1 


42 


206 


4 


00001 0,4.oct 


3816557H1 


1236 


1530 


4 


00001 0.4.oct 


4421 431 HI 


45 


243 


4 


00001 0.4.oct 


g1 549922 


1252 


1602 


4 


00001 0.4.oct 


5086835H1 


59 


109 


4 


00001 0.4.oct 


1960790T6 


1276 


1765 


4 


00001 0.4.oct 


3798389H1 


74 


336 


4 


00001 0.4.oct 


5621050H1 


1288 


1573 


4 


00001 0.4.oct 


2502489F6 


79 


482 


4 


00001 0.4.oct 


2502489T6 


1294 


1765 


4 


00001 0.4.oct 


2502489H1 


79 


294 


4 


00001 0.4.oct 


4297766H1 


1294 


1506 


4 


00001 0.4.oct 


3347907H1 


95 


324 


4 


00001 0.4.oct 


4298064H1 


1294 


1534 


4 


00001 0.4.oct 


1418374H1 


95 


240 


4 


00001 0.4.oct 


1843689H1 


1305 


1561 


4 


00001 0.4.oct 


92002139 


99 


536 


4 


00001 0.4.oct 


9518355 


1307 


1808 


4 


00001 0.4.oct 


2096696H1 


106 


351 


4 


00001 0.4.oct 


2557004H2 


274 


386 


4 


00001 0.4.oct 


4911182H1 


109 


403 


4 


00001 0.4.oct 


2557066H1 


274 


518 


4 


00001 0.4.oct 


1003086H1 


114 


343 


4 


00001 0.4.oct 


1816539H1 


275 


524 


4 


00001 0.4.oct 


3321596H2 


128 


373 


4 


00001 0.4.oct 


3758495H1 


283 


493 


4 


00001 0.4.oct 


3878602H1 


129 


434 


4 


00001 0.4.oct 


1960790R6 


290 


364 


4 


00001 0.4.oct 


3740635H1 


129 


320 


4 


00001 0.4.oct 


1960790H1 


290 


509 


4 


00001 0.4.oct 


4042307H1 


105 


163 


4 


00001 0.4.oct 


2703769H1 


314 


572 


4 


00001 0.4.oct 


258761 9H1 


131 


379 


4 


00001 0.4.oct 


2193493H1 


316 


571 


4 


00001 0.4.oct 


2584021 HI 


131 


377 


4 


00001 0.4.oct 


2878946H1 


350 


628 


4 


00001 0.4.oct 


2080578H1 


133 


385 


4 


00001 0.4.oct 


3674909H1 


369 


637 


4 


00001 0.4.oct 


92410855 


145 


374 


4 


00001 0.4.oct 


3957836H2 


370 


628 


4 


00001 0.4.oct 


4832261 HI 


154 


326 


4 


00001 0.4.oct 


3674529H1 


370 


613 


4 


00001 0.4.oct 


2226661 HI 


158 


368 


4 


00001 0.4.oct 


5396777H1 


385 


647 


4 


00001 0.4.oct 


996378H1 


180 


477 


4 


00001 0.4.oct 


4729679H1 


389 


662 


4 


00001 0.4.oct 


3599007H1 


181 


482 


4 


00001 0.4.oct 


1232381 HI 


412 


649 


4 


00001 0.4.oct 


4635262H1 


204 


450 


4 


00001 0.4.oct 


2359821 HI 


418 


655 


4 


00001 0.4.oct 


2716023H1 


214 


448 


4 


00001 0.4.oct 


5295590H1 


446 


716 


4 


00001 0.4.oct 


3472595H1 


232 


414 


4 


00001 0.4.oct 


4667072H1 


488 


720 


4 


00001 0.4.oct 


2557058H1 


274 


523 


4 


00001 0.4.oct 


2919365H1 


528 


796 


4 


00001 0.4.oct 


2497994T6 


1577 


1762 


4 


00001 0.4.oct 


5378869H1 


547 


753 


4 


00001 0.4.oct 


4127359H1 


1588 


1807 


4 


00001 0.4.oct 


5398383H1 


561 


796 


4 


00001 0.4.oct 


92444595 


1594 


1809 


4 


00001 0.4.oct 


32541 13H1 


589 


859 


4 


00001 0.4.oct 


92324424 


1594 


1808 


4 


00001 0.4.oct 


4761817H1 


592 


869 


4 


00001 0.4.oct 


92324565 


1594 


1808 


4 


00001 0.4.oct 


1257093F1 


599 


1194 


4 


00001 0.4.oct 


4855237H1 


1607 


1802 


4 


00001 0.4.oct 


1257093H1 


599 


834 


4 


00001 0.4.oct 


4768170H1 


1622 


1808 


4 


00001 0.4.oct 


4984849H1 


601 


874 


4 


00001 0.4.oct 


4769968H1 


1622 


1808 


4 


00001 0.4.oct 


1850668H1 


607 


913 


4 


000010.4.oct 


93133564 


1623 


1808 


4 


00001 0.4.oct 


1259277H1 


619 


861 


4 


00001 0.4.oct 


5152534H1 


1640 


1899 


4 


00001 0.4.oct 


488977H1 


625 


876 


4 


00001 0.4.oct 


2533935T6 


1677 


1766 


4 


00001 0.4.oct 


5173650H1 


632 


859 


4 


000010.4.oct 


9401 89H1 


1690 


1808 


4 


00001 0.4.oct 


399071 0H1 


658 


961 


4 


00001 0.4.oct 


2636973H1 


1691 


1799 


4 


000010.4.oct 


507281 0H1 


674 


925 


4 


00001 0.4.oct 


25531 10H1 


1743 


1808 


4 


00001 0.4.oct 


2995522H1 


772 


1042 


4 


00001 0.4.oct 


5002788H1 


1752 


1808 


4 


00001 0.4.oct 


4418859H1 


781 


1037 


4 


000010.4.oct 


5106690H1 


1756 


1808 


4 


00001 0.4.oct 


433961 9H1 


857 


1096 


4 


00001 0.4.oct 


3630725H1 


1556 


1737 


4 


00001 0.4.oct 


3207980H1 


881 


991 


4 


00001 0.4.oct 


2570529H1 


1556 


1780 


4 


00001 0.4,oct 


12613aiR1 


888 


1312 


4 


00001 0.4.oct 


g1 71 701 6 


1562 


1808 


4 


00001 0.4.oct 


1261381H1 


888 


1134 


5 


412959.6.oct 


5216131H1 


393 


673 


4 


00001 0.4.oct 


1261 381 R6 


888 


1341 


5 


412959.6.oct 


5282328H2 


399 


649 


4 


00001 0.4.oct 


5714423H1 


892 


1195 


5 


412959.6.oct 


1286604H1 


401 


654 


4 


00001 0.4.oct 


447362H1 


900 


1120 


5 


412959.6.0Ct 


5075560H1 


403 


678 


4 


00001 0.4.oct 


5265158H1 


904 


1130 


5 


412959.6.oct 


94306032 


416 


815 
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5 


412959.6.oct 


2470746H1 


416 


614 


5 


412969.6.oct 


5353589T6 


422 


966 


5 


412959.6.oct 


g4189438 


430 


815 


5 


412959.6.0Ct 


94188920 


430 


815 


5 


412959.6.oct 


g4188326 


437 


815 


5 


412959.6.oct 


94302701 


439 


815 


5 


412959.6.oct 


93539347 


444 


815 


5 


412959.6.oct 


7761 86H1 


445 


673 


5 


412959.6.oct 


93048416 


448 


815 


6 


412959.6.oct 


92782788 


447 


815 


5 


412959.6.oct 


92901391 


464 


815 


5 


412959.6.oct 


93801539 


471 


815 


5 


412959.6.oct 


92874031 


480 


889 


5 


412959.6.oct 


92741857 


489 


979 


5 


412959.6.oct 


92675057 


493 


815 


5 


412959.6.oct 


93038152 


493 


970 


5 


412959.6.0Ct 


91639027 


501 


715 


5 


412959.6.0Ct 


94373288 


506 


973 


5 


412959.6.oct 


93988957 


509 


815 


5 


412959.6.0Ct 


93961978 


522 


815 


5 


412959.6.0Ct 


93869490 


525 


968 


5 


412959.6.oct 


94004707 


525 


977 


5 


412959.6.oct 


93086363 


530 


815 


5 


412959.6.oct 


93897838 


533 


967 


5 


412959.6.oct 


92115818 


534 


973 


5 


412959.6.oct 


93281206 


537 


970 


5 


412959.6.oct 


94070114 


540 


971 


5 


412959.6.oct 


94069838 


543 


980 


5 


412959.6.oct 


92934294 


545 


982 


5 


412959.6.oct 


91331787 


545 


973 


5 


412959.6.oct 


92526614 


546 


976 


5 


412959.6.oct 


92932297 


548 


974 


5 


412959.6.oct 


5608040H1 


558 


805 


5 


412959.6.oct 


92264793 


563 


967 


5 


412959.6,oct 


93281079 


573 


973 


5 


412959.6.oct 


2672133H1 


581 


814 


5 


412959.6.oct 


1772941 HI 


581 


855 


5 


412959.6,oct 


93038159 


584 


970 


5 


412959.6.oct 


93958916 


591 


976 


5 


412959.6.oct 


92876891 


597 


970 


5 


412959.6.oct 


91741463 


597 


949 


5 


412959.6.oct 


91882898 


598 


967 


5 


412959.6.oct 


4624368H1 


3 


240 


5 


412959.6.oct 


2654578H1 


3 


303 


5 


412959.6.oct 


4460844H1 


4 


197 


5 


412959.6.0Ct 


2644911 HI 


4 


269 


5 


412959.6.oct 


92159460 


4 


460 


5 


412959.6.oct 


4065681 HI 


4 


276 


5 


412959.6.oct 


686032H1 


7 


225 


5 


412959.6.oct 


3988406H1 


7 


195 


5 


412959.6.oct 


041056H1 


9 


275 


5 


412959.6.oct 


91745820 


11 


208 


5 


412959.6.oct 


4154075H1 


6 


257 


5 


412959.6.oct 


3156341 HI 


10 


285 


5 


412959.6.oct 


25515d6H1 


10 


255 


5 


412959.6.oct 


91996909 


10 


311 


5 


412959.6.oct 


034375H1 


12 


226 


5 


412959.6.oct 


91618697 


13 


306 


5 


412959.6.oct 


5374474H1 


13 


185 


5 


412959.6.oct 


5152582H1 


14 


277 


5 


412959.6.oct 


5069232H1 


14 


271 


5 


412959.6.oct 


3706309H1 


7 


290 


5 


412959.6.oct 


1333267H1 


14 


298 


5 


412959.6.oct 


2764864H1 


14 


255 


5 


412959.6.oct 


4888767H1 


14 


282 


5 


412959.6,oct 


3479540H1 


14 


247 


5 


412959.6.oct 


2912750H1 


14 


286 


5 


412959.6.oct 


4295435H1 


14 


234 
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5 


412959.6.oct 


2763336H1 


14 


249 


5 


412959.6.oct 


1703741 HI 


7 


225 


5 


412959.6.oct 


1632693H1 


14 


225 


5 


412959.6.oct 


4296049H1 


14 


268 


5 


412959.6.oct 


50741 32H1 


14 


297 


5 


412959.6.oct 


2599392H1 


1 


268 


5 


412959.6.oct 


3846287H1 


2 


234 


5 


412959.6.oct 


91157175 


1 


358 


5 


412959.6.oct 


1253994H1 


1 


212 


5 


412959.6.oct 


4527929H1 


1 


264 


5 


412959.6.oct 


92029372 


1 


177 


5 


412959.6.oct 


7751 86H1 


2 


217 


5 


412959.6.oct 


5353589F6 


2 


480 


5 


412959.6.0Ct 


2586285H1 


1 


218 


5 


412959.6.0Ct 


3206555H1 


2 


177 


5 


412959.6.0Ct 


3269334H1 


3 


233 


5 


412959.6.oct 


3495588H1 


14 


298 


5 


412959.6.0Ct 


4655833H1 


16 


264 


5 


412959.6.oct 


496681 HI 


23 


259 


5 


412959.6.oct 


3679041 HI 


26 


206 


5 


412959.6.oct 


496697H1 


23 


248 


5 


412959.6.oct 


5209034H1 


27 


292 


5 


412959.6.oct 


61 10991 HI 


29 


247 


5 


412959.6.oct 


91745450 


29 


322 


5 


412959.6.oct 


3879459H1 


35 


312 


5 


412959.6.oct 


3752872H1 


39 


255 


5 


412959.6.0Ct 


4756963H1 


59 


311 


5 


412959.6.oct 


5644885H1 


60 


188 


5 


412959.6.0Ct 


91940430 


73 


532 


5 


412959.6.0Ct 


2904488H1 


130 


412 


5 


412959.6.0Ct 


91987165 


144 


469 


5 


412959.6.oct 


91237710 


146 


287 


5 


412959.6.oct 


2120694H1 


166 


337 


5 


412959.6.act 


3081510H1 


165 


470 


5 


412959.6.oct 


9786906 


173 


499 


5 


412959.6.oct 


981383H1 


191 


432 


5 


412959.6.oct 


3705428H1 


201 


468 


5 


412959.6.oct 


91745306 


206 


502 


5 


412959.6.0Ct 


91981799 


245 


508 


5 


412959.6.oct 


2581258H1 


339 


583 


5 


412959.6.oct 


5909478H1 


340 


621 


5 


412959.6.oct 


1781527T6 


346 


929 


5 


412959.6.oct 


4129041 HI 


348 


631 


5 


412959.6.oct 


50291 10H1 


347 


611 


5 


412959.6.oct 


3771103H1 


357 


530 


5 


412959.6.0Ct 


1781S27H1 


360 


619 


5 


412959.6.oct 


1781527R6 


360 


826 


5 


412959.6.oct 


30291 01T6 


372 


931 


5 


412959.6.oct 


29561 92H1 


372 


645 


5 


412959,6.oct 


91319510 


377 


893 


5 


412959.6.oct 


91447775 


254 


598 


5 


412959.6.oct 


91882897 


259 


612 


5 


412959.6.oct 


9828247 


261 


526 


5 


412959.6.oct 


2350937H1 


272 


467 


5 


412959.6.oct 


1307384H1 


275 


507 


5 


412959.6.oct 


1541305H1 


288 


497 


5 


412959.6.oct 


4744668H1 


392 


660 


5 


412959.6.oct 


5435925H1 


300 


532 


5 


412959.6.oct 


92838960 


866 


972 


5 


412959.6.oct 


91745821 


866 


967 


5 


412959.6.oct 


721875H1 


866 


958 


5 


412959.6.oct 


721352H1 


866 


958 


5 


412959,6.oct 


93041378 


866 


970 


5 


412959,6.oct 


91193527 


907 


979 


5 


412959.6.oct 


92185358 


599 


971 


5 


412959.6,oct 


93785891 


609 


995 


5 


412959.6.oct 


93015900 


610 


970 


5 


412959.6.oct 


1918481H1 


614 


815 
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5 


412959.6.oct 


92265153 


614 


967 


6 


331 521 .S.oct 


93736851 


1121 


1507 


5 


412959.6.oct 


g1 74521 5 


619 


815 


6 


331 521 .S.oct 


5S98577H1 


1123 


1315 


5 


412959.6.oct 


92366862 


627 


815 


6 


331 521 .S.oct 


92270261 


1138 


1501 


5 


412959.6.0Ct 


92703493 


628 


970 


6 


331 521 .S.oct 


92761 7T6 


1142 


1460 


5 


412959.6.0Ct 


91493098 


628 


982 


6 


331521 .S.oct 


9922764 


1144 


1480 


5 


412959.6.oct 


93040120 


630 


978 


6 


331521.5.oct 


9922061 


1150 


1496 


5 


412959.6.oct 


92575651 


631 


815 


6 


331 521 .S.oct 


93417656 


1150 


1498 


5 


412959.6.oct 


91618594 


642 


971 


6 


331 521 .S.oct 


93745245 


1150 


1498 


5 


412959.6.oct 


91148550 


649 


885 


6 


331 521 .S.oct 


3943483H1 


1035 


1301 


5 


412959.6.oct 


2d21589H1 


656 


959 


6 


331 521 .S.oct 


1787637H1 


1041 


1273 


5 


412959.6.oct 


91218727 


682 


961 


6 


331 521 .S.oct 


83881 gHI 


634 


888 


5 


412959.6.oct 


9787387 


692 


967 


6 


331521 .S.oct 


g1 187465 


664 


913 


5 


412959.6.oct 


1695326H1 


691 


815 


6 


331 521 .S.oct 


4667001 HI 


692 


967 


5 


412959.6.oct 


92177825 


702 


967 


6 


331 521 .S.oct 


3113662H1 


509 


730 


5 


412959.6.oct 


2725050H1 


718 


815 


6 


331 521 .S.oct 


91986323 


509 


821 


5 


412959.6.oct 


2674048T6 


758 


933 


6 


331521.5.oct 


2732541 HI 


516 


739 


5 


412959.6.oct 


91860722 


764 


1003 


6 


331 521 .S.oct 


91239894 


558 


772 


5 


412959.6.0Ct 


91139057 


773 


982 


6 


331 521 .S.oct 


351 3041 HI 


557 


799 


5 


412959.6.oct 


93145267 


794 


949 


6 


331 521 .S.oct 


3190732H1 


607 


963 


5 


412959.6.oct 


91265363 


803 


975 


6 


331 521. S.oct 


2375477H1 


505 


725 


5 


412959.6.0Ct 


4771510H1 


819 


989 


6 


331 521. S.oct 


3149260H1 


506 


788 


5 


412959.6.oct 


778431 HI 


825 


981 


6 


331 521 .S.oct 


93595860 


1088 


1498 


5 


412959.6.oct 


93149926 


832 


885 


6 


331 521 .S.oct 


93146187 


1099 


1501 


5 


412959.6.oct 


93043195 


849 


970 


6 


331 521 .S.oct 


4979280H1 


1109 


1373 


6 


331521.5.oct 


2211724H1 


478 


739 


6 


331521 .S.oct 


93250147 


1114 


1505 


6 


331521.5.oct 


3456836H1 


480 


709 


6 


331521.5.0C1 


93431781 


1118 


1499 


6 


331521.5.oct 


2202654H1 


485 


720 


6 


331521.5.0Ct 


3629028H1 


1044 


1329 


6 


331521.5.oct 


2661126T6 


968 


1458 


6 


331521.5.oct 


93404876 


1057 


1501 


6 


331521.5.oct 


93872415 


1033 


1498 


6 


331521.5.oct 


3444045H1 


1058 


1315 


6 


331521.5.oct 


3943483F6 


1035 


1499 


6 


331 521 .S.oct 


1212854T6 


1084 


1475 


6 


331521.5.oct 


93884652 


1157 


1503 


6 


331 521 .S.oct 


599461 SHI 


491 


790 


6 


331521.5.0Ct 


91197983 


1173 


1502 


6 


331 521 .S.oct 


5574629H1 


492 


750 


6 


331521.5.oct 


466621 7T6 


896 


1475 


6 


331 521 .S.oct 


3091023H1 


490 


777 


6 


331521.5.oct 


4378681 HI 


920 


1191 


6 


331 521 .S.oct 


0771 79H1 


491 


690 


6 


331521.5.oct 


5563982H1 


951 


1165 


6 


331 521 .S.oct 


422847H1 


495 


777 


6 


331521.5.oct 


466621 7F6 


891 


1066 


6 


331 521 .S.oct 


92224124 


1204 


1502 


6 


331521.5.oct 


466621 7H1 


891 


1158 


6 


331 521 .S.oct 


92238189 


1216 


1516 


6 


331521.5.oct 


93801327 


1271 


1499 


6 


331 521. S.oct 


5730657H1 


1233 


1488 


6 


331521.5.oct 


92411273 


1285 


1501 


6 


331 521 .S.oct 


3510032T7 


1237 


1469 


6 


331521.5.oct 


9566119 


1304 


1497 


6 


331 521. S.oct 


92882731 


1242 


1503 


6 


331521.5.oct 


6092081 HI 


1329 


1498 


6 


331521.5.oct 


9570486 


1 


181 


6 


331521.5.oct 


853544H1 


1352 


1485 


6 


331 521 .S.oct 


9875762 


2 


309 


6 


331521.5.0Ct 


2705657T6 


1353 


1457 


6 


331521.5.oct 


9831148 


2 


358 


6 


331521.5.oct 


2705657H1 


1360 


1498 


6 


331521.5.oct 


4175396H1 


494 


777 


6 


331521.5.oct 


2705657F6 


1360 


1498 


6 


331 521 .S.oct 


4123843H1 


499 


635 


6 


331521.5.oct 


9868758 


1416 


1505 


6 


331 521 .S.oct 


7818S5R1 


498 


1067 


6 


331521.5.oct 


9907918 


1444 


1499 


6 


331 521 .S.oct 


781855H1 


498 


742 


6 


331521.5.oct 


1212854H1 


718 


1014 


6 


331 521 .S.oct 


91281868 


504 


951 


6 


331521.5.oct 


50971 50H1 


718 


983 


6 


331 521 .S.oct 


5463846H1 


497 


689 


6 


331521.5.oct 


2005993H1 


718 


889 


6 


331 521 .S.oct 


5120226H1 


506 


790 


6 


331521.5.oct 


5114952H1 


727 


996 


6 


331 521 .S.oct 


9830914 


1182 


1505 


6 


331521.5.oct 


4032072H1 


780 


1019 


6 


331 521 .S.oct 


91486742 


1197 


1517 


6 


331521,5.oct 


2046722H1 


445 


722 


6 


331 521. S.oct 


94296634 


1200 


1504 


6 


331521.5.oct 


6436791 HI 


451 


976 


7 


90211 4.1. oct 


3815354H1 


1 


277 


6 


331521.5.0Ct 


2507802H1 


475 


713 


7 


90211 4.1. oct 


6099860H1 


3 


269 


6 


331521.5.oct 


3673647H1 


431 


736 


7 


9021 14.1. oct 


93419125 


193 


601 


6 


331521.5.oct 


9922133 


444 


781 


7 


9021 14.1. oct 


1869318H1 


205 


458 


6 


331521.5.oct 


9922831 


441 


726 


7 


9021 14.1. oct 


93434169 


236 


599 


6 


331521 .5.oct 


3510032F6 


255 


827 


7 


9021 14.1. oct 


g2211756 


313 


614 


6 


331521 .S.oct 


3510032H1 


255 


561 


7 


9021 14.1. oct 


466481 8H1 


395 


644 


6 


331521.5.oct 


3115530H1 


435 


730 


7 


9021 14.1. oct 


934433R1 


476 


921 


6 


331521.5.oct 


2579471 HI 


427 


706 


7 


9021 14.1. oct 


934433H1 


476 


752 


6 


331 521 .S.oct 


91156421 


709 


861 


7 


9021 14.1. oct 


2848096H1 


725 


985 


6 


331621.5.oct 


9875763 


1152 


1505 


8 


481 382.1. oct 


4140109H1 


35 


204 


6 


331 521 .S.oct 


92279775 


1153 


1499 


8 


481 382.1. oct 


3793754H1 


35 


189 


6 


331521 .S.oct 


91158127 


1154 


1503 


8 


481 382.1. oct 


2769459H1 


35 


116 


6 


331521 .S.oct 


94147609 


1155 


1499 


8 


481 382.1. oct 


173209ST6 


35 


237 


6 


331521.5.oct 


92240963 


1118 


1498 


8 


481 382.1. oct 


1732095H1 


84 


358 
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8 


481382.1.oct 


2444372H1 


129 


370 


8 


481 382.1. oct 


3344969H1 


179 


422 


8 


481 382.1 .oct 


4043328H1 


206 


389 


8 


481 382.1. oct 


2508704H1 


252 


489 


8 


481 382.1. oct 


2370123H1 


285 


508 


8 


481 382.1. oct 


23701 23F6 


285 


610 


8 


481 382.1. oct 


2803027H1 


308 


418 


8 


481 382.1. oct 


5335385F6 


325 


822 


8 


481 382.1. oct 


6381567H1 


334 


534 


8 


481382.1. oct 


1431535H1 


378 


650 


8 


481 382.1. oct 


2755583H1 


396 


656 


8 


481382.1. oct 


46651 03H1 


566 


848 


8 


481382.1. oct 


2680942H1 


1 


285 


9 


903849.1. oct 


93961274 


1180 


1621 


9 


903849.1. oct 


1380812H1 


1191 


1421 


9 


903849.1. oct 


93017243 


1195 


1610 


9 


903849.1. oct 


2448407T6 


1200 


1567 


9 


903849.1. oct 


5062263T6 


1203 


1592 


9 


903849.1. oct 


g1 803794 


1209 


1608 


9 


903849.1. oct 


1697502H1 


1209 


1417 


9 


903849.1. oct 


93366973 


1210 


1614 


9 


903849.1. oct 


93245013 


1219 


1611 


9 


903849.1 .oct 


94078415 


1223 


1614 


9 


903849.1. oct 


92740706 


1225 


1614 


9 


903849.1. oct 


92463862 


1227 


1612 


9 


903849.1. oct 


92657445 


1228 


1610 


9 


903849.1. oct 


1970910H1 


1232 


1493 


9 


903849.1 .oct 


9519042 


1234 


1610 


9 


903849.1 .oct 


93739697 


1238 


1614 


9 


903849.1. oct 


93306909 


1240 


1614 


9 


903849.1. oct 


92525781 


1243 


1438 


9 


903849.1. oct 


91368047 


1253 


1599 


9 


903849.1. oct 


9564656 


1260 


1614 


9 


903849.1. oct 


1696378H1 


1261 


1440 


9 


903849.1. oct 


2807436F6 


1275 


1614 


9 


903849.1. oct 


2807436H1 


1275 


1518 


9 


903849.1. oct 


91689946 


1281 


1582 


9 


903849.1. oct 


91669936 


1283 


1608 


9 


903849.1. oct 


92207021 


1284 


1614 


9 


903849.1. oct 


9751861 


1286 


1602 


9 


903849.1. oct 


91140272 


1290 


1618 


9 


903849.1. oct 


91136826 


1296 


1614 


9 


903849.1. oct 


91801343 


1308 


1614 


9 


903849.1. oct 


751194H1 


1316 


1398 


9 


903849.1. oct 


93179512 


1328 


1617 


9 


903849.1. oct 


91231798 


1329 


1614 


9 


903849.1. oct 


91124676 


1331 


1610 


9 


903849.1. oct 


91648331 


1332 


1610 


9 


903849.1. oct 


91241547 


1338 


1610 


9 


903849.1. oct 


92945487 


1339 


1610 


9 


903849.1. oct 


91693991 


1339 


1611 


9 


903849.1. oct 


91229235 


1342 


1616 


9 


903849.1. oct 


91018304 


1346 


1590 


9 


903849.1. oct 


2045971 HI 


1351 


1614 


9 


903849.1. oct 


91124543 


1358 


1630 


9 


903849.1. oct 


91226701 


1361 


1610 


9 


903849.1. oct 


92882614 


1363 


1614 


9 


903849.1. oct 


568980H1 


1365 


1610 


9 


903849.1. oct 


9890854 


1365 


1605 


9 


903849.1. oct 


93644590 


1155 


1608 


9 


903849.1. oct 


24671 48H1 


1157 


1381 


9 


903849.1. oct 


93665122 


1157 


1610 


9 


903849.1. oct 


50991 10H1 


1161 


1424 


9 


903849.1. oct 


93076029 


1366 


1617 


9 


903849.1. oct 


93117308 


1366 


1614 


9 


903849.1. oct 


9750565 


1369 


1615 


9 


903849.1. oct 


9518777 


1370 


1614 


9 


903849.1. oct 


91368048 


1379 


1611 
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9 


903849.1. oct 


2624665H1 


1394 


1608 


9 


903849.1 .oct 


92695471 


1408 


1620 


9 


903849.1. oct 


92988037 


1413 


1610 


9 


903849.1. oct 


92875731 


1418 


1612 


9 


903849.1. oct 


2120483H1 


1423 


1602 


9 


903849.1. oct 


899503T1 


1431 


1572 


9 


903849.1. oct 


899503H1 


1431 


1610 


9 


903849.1. oct 


2680380H2 


1439 


1589 


9 


903849.1. oct 


91331532 


1452 


1617 


9 


903849.1. oct 


92806322 


1462 


1610 


9 


903849.1. oct 


93093063 


1468 


1616 


9 


903849.1. oct 


93041606 


1471 


1618 


9 


903849.1. oct 


9920645 


1481 


1617 


9 


903849.1. oct 


2325791 HI 


1511 


1615 


9 


903849.1. oct 


2325782H1 


1511 


1608 


9 


903849.1. oct 


94087654 


1542 


1610 


9 


903849.1. oct 


3165133H1 


594 


874 


9 


903849.1. oct 


2507856H1 


619 


878 


9 


903849.1. oct 


91670047 


644 


1015 


9 


903849.1. oct 


9890906 


646 


862 


9 


903849.1. oct 


9751221 


653 


865 


9 


903849.1. oct 


12551 14F6 


657 


1157 


9 


903849.1. oct 


12551 14H1 


657 


897 


9 


903849.1. oct 


3953586H1 


670 


893 


9 


903849.1. oct 


2912329H1 


676 


855 


9 


903849.1. oct 


6181226H1 


676 


946 


9 


903849.1. oct 


92459206 


684 


1109 


9 


903849.1. oct 


2955535H1 


696 


948 


9 


903849.1. oct 


059142H1 


738 


937 


9 


903849.1. oct 


1226685H1 


746 


994 


9 


903849.1. oct 


042939H1 


749 


1024 


9 


903849.1. oct 


4797142H1 


783 


1048 


9 


903849.1. oct 


50721 93H1 


796 


1058 


9 


903849.1. oct 


93166808 


838 


1077 


9 


903849.1. oct 


4157804H1 


845 


926 


9 


903849.1. oct 


225261 7H1 


845 


1076 


9 


903849.1. oct 


4716926H1 


845 


960 


9 


903849.1, oct 


6372420H1 


845 


1094 


9 


903849.1, oct 


4157804F8 


845 


1339 


9 


903849.1. oct 


4375829H1 


861 


1128 


9 


903849.1. oct 


2881017H1 


863 


1082 


9 


903849.1. oct 


032587H1 


871 


1016 


9 


903849.1. oct 


2448054F6 


871 


1320 


9 


903849. Loot 


9488666 


871 


1098 


9 


903849.1. oct 


2448062H1 


871 


1110 


9 


903849.1. oct 


5863686H1 


873 


1147 


9 


903849.1. oct 


184041H1 


876 


1090 


9 


903849.1. oct 


47231 63H1 


878 


1074 


9 


903849.1. oct 


4004305H1 


907 


1163 


9 


903849.1. oct 


3219576H1 


930 


1275 


9 


903849.1. oct 


3073390H1 


937 


1208 


9 


903849.1. oct 


466399H1 


939 


1165 


9 


903849.1. oct 


1929780H1 


940 


1226 


9 


903849.1. oct 


1929780F6 


940 


1397 


9 


903849.1. oct 


674013H1 


948 


1205 


9 


903849.1. oct 


1845763H1 


972 


1239 


9 


903849.1. oct 


1929780T6 


977 


1565 


9 


903849.1. oct 


760376R1 


986 


1465 


9 


903849.1. oct 


760376H1 


986 


1258 


9 


903849.1. oct 


91146796 


1005 


1435 


9 


903849.1. oct 


91162478 


1006 


1263 


9 


903849.1. oct 


5598908H1 


1013 


1286 


9 


903849.1. oct 


3523694H1 


1014 


1339 


9 


903849.1. oct 


5598808H1 


1014 


1278 


9 


903849.1. oct 


4466790H1 


1017 


1280 


9 


903849.1. oct 


2344474T6 


1019 


1571 


9 


903849.1. oct 


507835H1 


1022 


1113 


9 


903849.1. oct 


3925430H1 


1024 


1224 
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9 


903849. 1.OCt 


6260688H1 


1026 


1267 


9 


903849.1. oct 


4245542H1 


257 


502 


9 


903849.1. OCt 


1613848H1 


1028 


1243 


9 


903849.1 .oct 


1450643F1 


73 


498 


9 


903849.1. OCt 


4157804T8 


1035 


1591 


9 


903849.1 .oct 


4245904H1 


257 


517 


9 


903849.1 .OCt 


6190485H1 


1034 


1319 


9 


903849.1 .oct 


1450643H1 


73 


332 


9 


903849.1. Oct 


455041 1T1 


1047 


1573 


9 


903849.1. oct 


5698478H1 


77 


265 


9 


903849.1. OCt 


2173189T6 


1048 


1572 


9 


903849,1. oct 


2539842H1 


87 


329 


9 


903849.1. OCt 


4549428T1 


1061 


1555 


9 


903849.1. oct 


5065835H1 


103 


348 


9 


903849.1. OCt 


74891 9H1 


1074 


1310 


9 


903849.1. oct 


5377044H1 


131 


394 


9 


903849.1. OCt 


74891 9R1 


1074 


1611 


9 


903849.1. oct 


3689228H1 


292 


670 


9 


903849.1. OCt 


2700820H1 


1083 


1352 


9 


903849.1. oct 


91276068 


313 


801 


9 


903849.1. OCt 


1709866H1 


1095 


1321 


9 


903849.1. oct 


3479853H1 


321 


651 


9 


903849.1. OCt 


1709866F6 


1095 


1473 


9 


903849.1. oct 


2951083H1 


330 


589 


9 


903849.1. OCt 


2350024H1 


1097 


1310 


9 


903849.1. oct 


955261 R1 


334 


807 


9 


903849.1. OCt 


2719920H1 


1101 


1354 


9 


903849.1. oct 


955261 HI 


334 


615 


9 


903849.1. OCt 


2720624H1 


1101 


1335 


9 


903849.1 .oct 


3234424H1 


345 


517 


9 


903849.1. OCt 


3051469H1 


1108 


1388 


9 


903849.1. oct 


264620H1 


358 


701 


9 


903849.1. OCt 


3050747H1 


1108 


1446 


9 


903849.1 .oct 


2344474F6 


369 


815 


9 


903849.1. OCt 


1870888T6 


1119 


1571 


9 


903849.1. oct 


2344474H1 


369 


537 


9 


903849.1. OCt 


12551 14T6 


1124 


1569 


9 


903849.1. oct 


3684753H1 


378 


693 


9 


903849.1. OCt 


g2575208 


1135 


1619 


9 


903849.1. oct 


3777349H1 


390 


672 


9 


903849.1. OCt 


g3151314 


1139 


1616 


9 


903849.1. oct 


2636983H1 


398 


638 


9 


903849.1. OCt 


g1 01 8704 


1142 


1413 


9 


903849.1. oct 


3969738H1 


403 


689 


9 


903849.1. OCt 


1709866T6 


1148 


1579 


9 


903849.1. oct 


3720303H1 


408 


700 


9 


903849.1. OCt 


92837554 


1150 


1614 


9 


903849.1. oct 


4616163H1 


414 


680 


9 


903849.1. OCt 


91801648 


1 


220 


9 


903849.1. oct 


1610601 HI 


417 


655 


9 


903849.1. OCt 


4768624H1 


1 


267 


9 


903849.1. oct 


161 0601 F6 


417 


797 


9 


903849.1. OCt 


3693504H1 


1 


307 


9 


903849.1. oct 


4325728H1 


419 


601 


9 


903849.1. OCt 


369351 9H1 


1 


301 


9 


903849.1. oct 


3660219H1 


422 


641 


9 


903849.1. OCt 


4160192H1 


3 


250 


9 


903849.1. oct 


45421 03H1 


422 


675 


9 


903849.1. OCt 


3617693H1 


3 


278 


9 


903849.1 .oct 


5210061 HI 


430 


660 


9 


903849.1. OCt 


3617093H1 


3 


254 


9 


903849.1. oct 


1418988H1 


431 


673 


9 


903849.1. OCt 


3651125H1 


6 


290 


9 


903849.1. oct 


972888H1 


431 


668 


9 


903849.1. OCt 


3381741 HI 


14 


247 


9 


903849.1. oct 


3202649H1 


438 


664 


9 


903849.1. OCt 


4527453H1 


16 


93 


9 


903849.1. oct 


463791 9H1 


451 


714 


9 


903849.1. OCt 


4084909H1 


16 


192 


9 


903849.1. oct 


3415427H1 


464 


722 


9 


903849.1. OCt 


491926H1 


16 


197 


9 


903849.1. oct 


4093051 HI 


477 


743 


9 


903849.1. Oct 


3792824H1 


17 


282 


9 


903849.1. oct 


5734663H1 


495 


746 


9 


903849.1. Oct 


3743920H1 


18 


321 


9 


903849.1. oct 


9944573 


510 


854 


9 


903849. 1.oct 


3460060H1 


17 


276 


9 


903849.1. oct 


91694097 


515 


846 


9 


903849.1. OCt 


4527596H1 


23 


270 


9 


903849.1. oct 


9751975 


522 


768 


9 


903849. 1.oct 


3686573H1 


19 


317 


9 


903849.1. oct 


0001 34H1 


527 


983 


9 


903849.1. OCt 


2173189F6 


20 


94 


9 


903849.1 .oct 


5207738H1 


530 


767 


9 


903849.1. OCt 


2549457H1 


18 


270 


9 


903849.1 .oct 


3092084H1 


540 


805 


9 


903849.1 .OCt 


6384945H1 


20 


324 


9 


903849.1 .oct 


3092084F6 


541 


982 


9 


903849.1. OCt 


2173189H1 


20 


251 


9 


903849.1. oct 


3877454H1 


548 


825 


9 


903849.1. OCt 


3510073H1 


23 


294 


9 


903849.1. oct 


4441451 HI 


549 


794 


9 


903849.1. OCt 


3225307H1 


23 


316 


9 


903849.1. oct 


9920316 


589 


863 


9 


903849.1. OCt 


1870888F6 


23 


547 


9 


903849.1. oct 


1527791 HI 


44 


242 


9 


903849.1. OCt 


1870888H1 


23 


287 


9 


903849.1. oct 


3074436H1 


44 


308 


9 


903849.1. OCt 


3075151 HI 


23 


317 


9 


903849.1. oct 


9831292 


26 


423 


9 


903849.1. OCt 


2720653H1 


23 


277 


9 


903849.1. oct 


91291703 


27 


510 


9 


903849.1. OCt 


3507839H1 


24 


313 


9 


903849.1. oct 


9573100 


36 


337 


9 


903849.1. OCt 


5842380H1 


26 


91 


9 


903849.1. oct 


1824463H1 


35 


263 


9 


903849.1. OCt 


1870853H1 


25 


251 


9 


903849.1. oct 


51 17411 HI 


39 


298 


9 


903849.1. OCt 


455231 6H1 


24 


172 


9 


903849.1. oct 


4984956H1 


36 


288 


9 


903849.1. OCt 


3742953H1 


25 


324 


9 


903849.1. oct 


483920H1 


40 


265 


9 


903849.1. OCt 


5276481 HI 


208 


377 


9 


903849.1. oct 


4154493H1 


41 


292 


9 


903849.1. OCt 


3284445H1 


62 


308 


9 


903849.1. oct 


91274878 


43 


654 


9 


903849.1. Oct 


21088d7H1 


211 


353 


9 


903849.1. oct 


276851 6H1 


41 


302 


9 


903849.1. OCt 


2475835H1 


63 


284 


9 


903849.1. oct 


1460203H1 


41 


273 


9 


903849.1. OCt 


3029734H1 


65 


343 


9 


903849.1. oct 


91271819 


44 


331 


9 


903849. 1.oct 


91959086 


65 


486 


9 


903849.1. oct 


225961 0H1 


42 


249 


9 


903849.1. oct 


3289141 HI 


214 


445 


9 


903849.1. oct 


369201 0H1 


46 


337 


9 


903849. 1.oct 


91958846 


67 


406 


9 


903849.1. oct 


4897221 HI 


45 


355 


9 


903849.1. oct 


4246274H1 


267 


505 


9 


903849.1. oct 


290801 5H1 


41 


266 


9 


903849.1. oct 


281 4301 HI 


72 


359 


9 


903849.1. oct 


2403093H1 


42 


249 


9 


903849.1. oct 


485232H1 


72 


372 


9 


903849.1. oct 


495889H1 


43 


250 


9 


903849.1. oct 


485973H1 


72 


315 


9 


903849.1. oct 


358871 6H1 


42 


352 
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9 


903849.1. Oct 


45581 09H1 


44 


183 


10 


433776.4.oct 


1726524H1 


722 


854 


9 


903849.1. oct 


2864995H1 


44 


343 


10 


433776.4.oct 


1724358H1 


722 


796 


9 


903849.1. Oct 


5641431 HI 


44 


289 


10 


433776.4.oct 


2459364H1 


743 


796 


9 


903849.1. oct 


1527073H1 


44 


245 


10 


433776.4.0Ct 


93841157 


744 


796 


9 


903849.1. oct 


5062263F6 


46 


491 


10 


433776.4.0Ct 


5461747H1 


173 


428 


9 


903849.1. oct 


4172240H1 


44 


313 


10 


433776.4.oct 


3603250H1 


183 


485 


9 


903849. Loot 


3959981 H2 


46 


322 


10 


433776.4.oct 


3571124H1 


185 


494 


9 


903849.1. oct 


4549428H1 


45 


273 


10 


433776.4.oct 


6014182H1 


192 


422 


9 


903849.1. oct 


1527048H1 


44 


252 


10 


433776.4.oct 


1004309R1 


192 


661 


9 


903849.1. oct 


5062295H1 


46 


292 


10 


433776.4.0Ct 


1923125H1 


194 


459 


9 


903849.1. oct 


2561 06H1 


47 


217 


10 


433776.4.oct 


3969881 HI 


194 


464 


9 


903849.1. oct 


g1 648330 


47 


208 


10 


433776.4.oct 


1004309H1 


192 


456 


9 


903849.1. oct 


91638232 


46 


361 


10 


433776.4.oct 


91678417 


195 


511 


9 


903849.1. oct 


9519043 


53 


390 


10 


433776.4.oct 


1504030H1 


199 


456 


9 


903849.1. oct 


4550411 HI 


59 


145 


10 


433776.4.oct 


91940320 


201 


567 


9 


903849.1. oct 


4777779H1 


57 


341 


10 


433776.4.0Ct 


92556305 


210 


433 


9 


903849.1. oct 


3222580H1 


57 


358 


10 


433776.4.oct 


92554138 


212 


626 


10 


433776.4.oct 


5033631 HI 


469 


737 


10 


433776.4,oct 


4763891 HI 


226 


483 


10 


433776.4.oct 


91687856 


472 


854 


10 


433776.4.oct 


4266849H1 


228 


348 


10 


433776.4.oct 


2293262H1 


471 


711 


10 


433776.4.oct 


4350779H1 


231 


332 


10 


433776.4.oct 


1354926H1 


471 


707 


10 


433776.4.oct 


1724295T6 


277 


798 


10 


433776.4.oct 


4465127H1 


471 


715 


10 


433776.4.oct 


567093H1 


269 


425 


10 


433776.4.oct 


1354926F1 


471 


854 


10 


433776.4.oct 


608247H1 


270 


529 


10 


433776.4.oct 


6380506H1 


474 


773 


10 


433776.4.oct 


60781 4H1 


270 


545 


10 


433776.4.oct 


390032H1 


474 


742 


10 


433776.4.oct 


6093674H1 


272 


570 


10 


433776.4.oct 


1396456H1 


474 


736 


10 


433776.4.oct 


9391 81 HI 


293 


592 


10 


433776.4.oct 


9617480 


496 


864 


10 


433776.4.oct 


1006147H1 


300 


577 


10 


433776.4.oct 


893675H1 


496 


796 


10 


433776.4.oct 


5427972H1 


300 


558 


10 


433776.4.oct 


1289927H1 


496 


628 


10 


433776.4.oct 


1923769H1 


320 


673 


10 


433776.4.0Ct 


893675T2 


496 


821 


10 


433776.4.oct 


1923769R6 


322 


727 


10 


433776.4,oct 


91227083 


498 


854 


10 


433776.4.oct 


2411986H1 


322 


552 


10 


433776,4,oct 


94266355 


507 


796 


10 


433776.4.oct 


451 1411 HI 


322 


579 


10 


433776,4.oct 


92557641 


508 


796 


10 


433776.4.oct 


2540387H1 


331 


563 


10 


433776.4.oct 


92268469 


510 


796 


10 


433776.4.oct 


6078678H1 


331 


531 


10 


433776.4.oct 


93755408 


510 


796 


10 


433776.4.oct 


934752H1 


335 


575 


10 


433776.4.oct 


92047133 


517 


796 


10 


433776.4.oct 


934752R1 


335 


807 


10 


433776.4.oct 


93400966 


517 


796 


10 


433776.4.oct 


2010868H1 


334 


532 


10 


433776.4.oct 


3929730H1 


519 


794 


10 


433776.4.oct 


934752T1 


335 


816 


10 


433776.4.oct 


763300H1 


537 


767 


10 


433776.4.oct 


5273207H1 


347 


601 


10 


433776.4.0Ct 


93087068 


540 


796 


10 


433776.4.oct 


4160027H1 


349 


611 


10 


433776.4.0Ct 


92437132 


547 


875 


10 


433776.4.0Ct 


2430254H1 


355 


605 


10 


433776.4.oct 


9615017 


549 


846 


10 


433776.4.0Ct 


4850377H1 


363 


636 


10 


433776.4.oct 


94332629 


553 


796 


10 


433776.4.oct 


91847829 


369 


805 


10 


433776.4.oct 


96I8I6I 


553 


796 


10 


433776.4,oct 


1223654H1 


381 


507 


10 


433776.4.oct 


93785364 


558 


796 


10 


433776.4.oct 


1223654T1 


380 


810 


10 


433776.4.oct 


92958569 


573 


796 


10 


433776.4.oct 


91987932 


380 


646 


10 


433776.4.oct 


93960831 


574 


796 


10 


433776.4.oct 


5275279H1 


387 


561 


10 


433776.4.oct 


92821439 


583 


796 


10 


433776.4.oct 


1867144H1 


387 


625 


10 


433776.4.oct 


755596R1 


591 


796 


10 


433776.4.oct 


92276753 


399 


753 


10 


433776.4.oct 


755596H1 


591 


796 


10 


433776.4.oct 


94153602 


402 


853 


10 


433776.4.oct 


9820638 


597 


875 


10 


433776.4.oct 


93756942 


403 


857 


10 


433776.4,oct 


1572358H1 


597 


768 


10 


433776.4.oct 


93596025 


405 


854 


10 


433776.4.oct 


9561098 


604 


796 


10 


433776.4.oct 


807740H1 


406 


592 


10 


433776.4.oct 


4713167H1 


612 


796 


10 


433776.4.oct 


808336H1 


406 


575 


10 


433776.4.oct 


20461 73H1 


616 


812 


10 


433776.4.oct 


4820231 HI 


406 


595 


10 


433776.4.oct 


1343446H1 


618 


796 


10 


433776.4.0Ct 


3238233H1 


413 


666 


10 


433776.4.oct 


91521690 


629 


796 


10 


433776.4.oct 


1616991T6 


416 


816 


10 


433776.4.oct 


2008986H1 


629 


811 


10 


433776.4.oct 


93734566 


416 


857 


10 


433776.4.oct 


1616956T6 


635 


796 


10 


433776.4.oct 


94088877 


419 


857 


10 


433776.4.oct 


94333263 


641 


796 


10 


433776.4.oct 


94069104 


420 


854 


10 


433776.4.oct 


4173546H1 


646 


797 


10 


433776.4.oct 


1493172H1 


431 


669 


10 


433776.4.oct 


94270379 


647 


863 


10 


433776.4.oct 


2005329H1 


431 


619 


10 


433776.4.oct 


94450858 


652 


796 


10 


433776.4.oct 


91847522 


437 


852 


10 


433776.4.oct 


2229690H1 


656 


858 


10 


433776.4.oct 


93425153 


441 


869 


10 


433776.4.oct 


638741 5H1 


661 


942 


10 


433776.4.oct 


91210346 


443 


856 


10 


433776.4.oct 


93430941 


677 


796 


10 


433776.4.oct 


93679055 


446 


849 


10 


433776.4.oct 


2352669H1 


680 


796 


10 


433776.4.oct 


4619401H1 


448 


733 


10 


433776.4.oct 


93052821 


719 


796 


10 


433776.4.oct 


4619137H1 


449 


704 
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10 


433776.4.oct 


4618315H1 


448 


711 


10 


433776,4.oct 


93277674 


455 


863 


10 


433776.4.oct 


93596734 


458 


854 


10 


433776.4.oct 


1794582H1 


461 


741 


10 


433776.4.oct 


91521528 


465 


633 


10 


433776-4.oct 


91686055 


466 


848 


10 


433776.4.0CI 


91242116 


1 


486 


10 


433776.4.0CI 


2968496H1 


1 


231 


10 


433776.4.oct 


6180815H1 


3 


302 


10 


433776.4,oct 


3537661 HI 


8 


232 


10 


433776,4.oct 


1395253H1 


11 


280 


10 


433776,4.oct 


2724859H1 


11 


269 


10 


433776.4.oct 


161 6991 HI 


11 


218 


10 


433776.4.oct 


1616956H1 


11 


224 


10 


433776.4.oct 


3106763H1 


15 


306 


10 


433776.4.oct 


4921156H1 


20 


263 


10 


433776.4.oct 


151 9551 HI 


20 


228 


10 


433776.4.oct 


5284327H1 


21 


266 


10 


433776.4.oct 


3325136H1 


24 


296 


10 


433776.4.oct 


92035324 


32 


235 


10 


433776.4.oct 


91277594 


35 


625 


10 


433776.4.oct 


3370603H1 


52 


339 


10 


433776.4.oct 


2819668H1 


57 


311 


10 


433776.4.oct 


1208864H1 


75 


323 


10 


433776.4.oct 


92037990 


123 


445 


10 


433776.4.oct 


6485307H1 


128 


406 


10 


433776.4.oct 


5485506H1 


127 


388 


10 


433776.4.oct 


3570542H1 


133 


403 


10 


433776.4.oct 


5426991 HI 


134 


393 


10 


433776.4.oct 


5614090H1 


166 


430 


10 


433776.4.oct 


966762H1 


173 


448 


11 


407607.4,oct 


93040496 


424 


758 


11 


407607.4.oct 


93804220 


492 


758 


11 


407607.4.oct 


638371 0H1 


685 


884 


11 


407607.4.oct 


2653689H1 


695 


920 


11 


407607.4.oct 


2653689F6 


695 


1081 


11 


407607.4.oct 


2704443H1 


743 


1018 


11 


407607.4.oct 


273964H1 


821 


1112 


11 


407607.4.oct 


4630477H1 


1020 


1279 


11 


407607.4.oct 


2170060T6 


1137 


1693 


11 


407607.4.oct 


3567607H1 


1160 


1456 


11 


407607.4.oct 


488730F1 


1187 


1728 


11 


407607.4.oct 


92931185 


1236 


1731 


11 


407607.4.oct 


92804896 


1271 


1731 


11 


407607.4.oct 


678335H1 


1299 


1562 


11 


407607.4.oct 


94522930 


1324 


1730 


11 


407607.4.oct 


92825971 


1344 


1728 


11 


407607.4.oct 


93418650 


1350 


1729 


11 


407607.4.OCI 


534448H1 


1473 


1715 


11 


407607.4.oct 


9751634 


1475 


1731 


11 


407607.4.oct 


2500372H1 


173 


414 


11 


407607.4.oct 


2731329H1 


187 


360 


11 


407607.4.oct 


3664068H1 


187 


394 


11 


407607.4.oct 


5262965H1 


213 


390 


11 


407607.4.oct 


93118115 


368 


755 


11 


407607.4.oct 


1 75621 4H1 


421 


650 


11 


407607.4.oct 


1336835F6 


1530 


1728 


11 


407607.4.oct 


1336835H1 


1530 


1728 


11 


407607.4.OCI 


1336835T6 


1533 


1683 


11 


407607.4.oct 


2598094H1 


1612 


1736 


11 


407607.4.oct 


93034055 


1645 


1728 


11 


407607.4.OCI 


4041804H1 


1 


286 


11 


407607.4.oct 


6015486H1 


97 


359 


11 


407607.4.oct 


6098079H1 


102 


317 


11 


407607.4.oct 


4067739H1 


110 


383 


11 


407607.4.oct 


2865508H1 


112 


393 


11 


407607.4.oct 


2170060H1 


118 


382 


11 


407607.4.oct 


2170060F6 


118 


568 
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11 


407607.4.oct 


488730H1 


129 


369 


11 


407607.4.oct 


488730R1 


129 


504 


11 


407607.4.oct 


269791 5H1 


130 


430 


11 


407607.4.oct 


492452H1 


133 


356 


11 


407607.4.oct 


9758924 


146 


455 


11 


407607.4.oct 


3384932H1 


164 


402 


11 


407607.4.oct 


27241 83H1 


168 


400 


11 


407607.4.oct 


4776138H1 


168 


424 


12 


234828.6.0Ct 


754031 HI 


421 


672 


12 


234828.6.0Ct 


754031 R1 


421 


865 


12 


234828.6.0Ct 


3872540H1 


421 


681 


12 


234828.6.oct 


1606048H1 


423 


642 


12 


234828.6.oct 


5583855H1 


424 


664 


12 


234828.6.oct 


4931209H1 


424 


680 


12 


234828.6.oct 


2079883H1 


424 


689 


12 


234828.6.0Ct 


2382770H1 


426 


561 


12 


234828.6.oct 


2765895H1 


432 


676 


12 


234828.6.oct 


4741 22H1 


436 


525 


12 


234828.6.oct 


6318333H1 


457 


700 


12 


234828.6.oct 


27591 16H1 


470 


737 


12 


234828.6.oct 


92343422 


479 


890 


12 


234828.6.oct 


2252236H1 


494 


718 


12 


234828.6.oct 


3272534H1 


495 


682 


12 


234828.6.oct 


2874450H1 


495 


790 


12 


234828.6.oct 


3467554H1 


495 


766 


12 


234828.6.oct 


6433753H1 


519 


954 


12 


234828.6.0Ct 


882889H1 


527 


759 


12 


234828.6.oct 


878619H1 


527 


755 


12 


234828.6.0Ct 


4787945H1 


554 


810 


12 


234828.6.oct 


2470206H1 


569 


815 


12 


234828.6.0Ct 


91646982 


672 


925 


12 


234828.6.oct 


91629292 


572 


925 


12 


234828.6.oct 


1856323H1 


583 


834 


12 


234828.6.oct 


2961 901 HI 


585 


875 


12 


234828.6.oct 


583034H1 


608 


847 


12 


234828.6.oct 


4913286H1 


623 


914 


12 


234828.6.oct 


5579641 HI 


632 


892 


12 


234828.6.oct 


147644T6 


632 


934 


12 


234828.6.0Ct 


201 8051 HI 


638 


919 


12 


234828.6.0Ct 


4696590H1 


648 


856 


12 


234828.6.oct 


4089780H1 


652 


939 


12 


234828.6.oct 


5844923H1 


662 


896 


12 


234828.6.oct 


479038H1 


670 


908 


12 


234828.6.oct 


2234295H1 


718 


883 


12 


234828.6.oct 


4839363H1 


735 


1003 


12 


234828.6.0Ct 


1260912T6 


860 


1148 


12 


234828.6.oct 


1 26091 2H1 


909 


1124 


12 


234828.6.oct 


92354133 


1049 


1528 


12 


234828.6.oct 


1369950R6 


1062 


1501 


12 


234828.6.oct 


1369942H1 


1255 


1501 


12 


234828.6.oct 


1369950H1 


1265 


1501 


12 


234828.6.oct 


2227569H1 


31 


285 


12 


234828.6.0Ct 


2514489H1 


32 


330 


12 


234828.6.oct 


3574863H1 


32 


316 


12 


234828.6.oct 


3421549H1 


33 


232 


12 


234828.6.oct 


2821346H1 


35 


316 


12 


234828.6.0Ct 


2219014H1 


37 


288 


12 


234828.6.0Ct 


2698914H1 


37 


343 


12 


234828.6.oct 


3513638H1 


38 


214 


12 


234828.6.oct 


1865052H1 


37 


296 


12 


234828.6.oct 


1865052F6 


37 


455 


12 


234828.6.oct 


91958966 


41 


498 


12 


234828.6.oct 


1402025H1 


39 


305 


12 


234828.6.oct 


3110477H1 


39 


344 


12 


234828.6.oct 


3127973H1 


39 


306 


12 


234828.6.oct 


551414H1 


39 


306 


12 


234828.6.oct 


3238033H1 


39 


287 


12 


234828.6.oct 


2456375F6 


39 


431 
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12 


234828.6.oct 


3461179H1 


39 


300 


12 


234828.6.oct 


2670605H1 


25 


307 


12 


234828.6.oct 


990620H1 


37 


332 


12 


234828.6.oct 


3385262H1 


27 


295 


12 


234828.6.oct 


2857770H1 


39 


295 


12 


234828.6.0Ct 


1334746H1 


27 


277 


12 


234828.6.oct 


2456375H1 


39 


279 


12 


234828.6.oct 


3370289H1 


26 


130 


12 


234828.6.oct 


1452171 HI 


40 


294 


12 


234828.6.0Ct 


6176386H1 


27 


316 


12 


234828.6.0Ct 


2443307H1 


40 


280 


12 


234828.6.oct 


1 50261 6H1 


14 


256 


12 


234828.6.0Ct 


2477496H1 


40 


270 


12 


234828.6.0Ct 


3591749H1 


27 


329 


12 


234828.6.oct 


729737H1 


41 


270 


12 


234828.6.oct 


2443723H1 


27 


253 


12 


234828.6.oct 


729737R1 


41 


381 


12 


234828.6.oct 


3204501 HI 


28 


153 


12 


234828.6.oct 


3482624H1 


41 


193 


12 


234828.6.oct 


2015825H1 


28 


327 


12 


234828.6.oct 


3199337H1 


45 


309 


12 


234828.6.oct 


2733437H1 


28 


269 


12 


234828.6.oct 


1340368H1 


45 


222 


12 


234828.6.oct 


2198080H1 


29 


287 


12 


234828.6.oct 


4265872H1 


45 


242 


12 


234828.6.0Ct 


1444948H1 


29 


296 


12 


234828.6.oct 


3871172H1 


46 


318 


12 


234828.6.oct 


2961687H1 


29 


303 


12 


234828.6,oct 


2202960H1 


46 


284 


12 


234828.6.oct 


61 79991 HI 


29 


289 


12 


23482a6.oct 


1839888H1 


46 


286 


12 


234828.6.oct 


2198495H1 


29 


191 


12 


234828.6.oct 


1823204H1 


46 


263 


12 


234828.6.oct 


2906122H1 


29 


128 


12 


234828.6.oct 


2740138H1 


53 


295 


12 


234828.6.oct 


329781 9H1 


29 


263 


12 


234828.6.oct 


5488475H1 


71 


321 


12 


234828.6.oct 


2901213H1 


30 


121 


12 


234828.6.oct 


5119401H1 


101 


377 


12 


234828.6.oct 


2782627H1 


29 


279 


12 


234828.6.oct 


6158348H1 


139 


414 


12 


234828.6.oct 


1625443H1 


29 


268 


12 


234828.6.oct 


g1 967590 


153 


615 


12 


234828.6,oct 


6178209H1 


30 


303 


12 


234828.6.oct 


2345622H1 


155 


403 


12 


234828.6.oct 


32081 93H1 


29 


297 


12 


234828.6.0Ct 


2241354H1 


171 


421 


13 


336430.2.dec 


3593730H1 


1 


168 


12 


234828.6.oct 


3687713H1 


171 


478 


13 


336430.2.dec 


2781490H1 


1 


242 


12 


234828.6.0Ct 


5895482H1 


172 


431 


13 


336430.2.dec 


3882669H1 


7 


296 


12 


234828.6.oct 


5469071 HI 


174 


421 


13 


336430.2.dec 


3520838H1 


19 


347 


12 


234828.6.oct 


5468888H1 


174 


440 


13 


336430.2.dec 


35741 35H1 


19 


146 


12 


234828.6.oct 


1453408H1 


177 


391 


13 


336430.2.dec 


1 55941 0H1 


29 


247 


12 


234828.6.0Ct 


096223H1 


213 


459 


13 


336430.2.dec 


1 55941 0F6 


29 


229 


12 


234828.6.0Ct 


508399H1 


225 


443 


13 


336430.2.dec 


2266238H1 


29 


181 


12 


234828.6.oct 


2473672H1 


240 


462 


13 


336430.2.dec 


1299583H1 


31 


227 


12 


234828.6.oct 


3858095H1 


240 


465 


13 


336430.2.dec 


3045047H1 


34 


164 


12 


234828.6.oct 


2300564H1 


242 


513 


13 


336430.2.dec 


12271 15H1 


35 


277 


2 


234828.6.oct 


4650680H1 


244 


528 


13 


336430.2.dec 


1535201 HI 


45 


257 


2 


234828.6.oct 


1753653H1 


253 


471 


13 


336430.2.dec 


91300630 


105 


520 


2 


234828.6.oct 


1751064H1 


253 


455 


13 


336430.2.dec 


92111158 


157 


360 


2 


234828.6.oct 


1613647H1 


260 


421 


13 


336430.2.dec 


2387085H1 


240 


425 


2 


234828.6.oct 


1400857H1 


280 


536 


13 


336430.2.dec 


g2210797 


269 


725 


2 


234828.6.oct 


1338695H1 


295 


575 


13 


336430.2.dec 


3761768H1 


281 


583 


2 


234828.6.oct 


8871 76H1 


294 


436 


13 


336430.2.dec 


6544503H1 


305 


802 


2 


234828.6.oct 


2109128H1 


296 


560 


13 


336430.2.dec 


40621 90H1 


344 


512 


2 


234828.6.oct 


2668260H1 


321 


563 


13 


336430.2.dec 


6362028H1 


396 


898 


2 


234828.6.0Ct 


755666H1 


333 


591 


13 


336430.2.dec 


92409916 


413 


726 


12 


234828.6.oct 


711736H1 


351 


588 


13 


336430.2.dec 


5041464H1 


423 


681 


[2 


234828.6.oct 


3622670H1 


353 


601 


13 


336430.2.dec 


5271874H1 


452 


533 


2 


234828.6.oct 


616778H1 


359 


589 


13 


336430.2.dec 


463761 5H1 


486 


726 


2 


234828.6.oct 


439991 9H1 


361 


514 


13 


336430.2.dec 


4000922H1 


511 


678 


2 


234828.6.oct 


4399967H1 


361 


463 


13 


336430.2.dec 


1811269F6 


603 


1033 


2 


234828.6.oct 


3622723H1 


371 


653 


13 


336430.2.dec 


1811269H1 


603 


860 


2 


234828.6.oct 


5881854H1 


371 


604 


13 


.336430.2.dec 


5106212H1 


659 


921 


2 


234828.6.oct 


58881 29H1 


373 


628 


13 


336430.2.dec 


92094638 


671 


1091 


2 


234828.6.oct 


58851 58H1 


373 


538 


13 


336430.2.dec 


92094369 


676 


1077 


2 


234828.6.oct 


3407432F6 


406 


831 


13 


336430.2.dec 


1688367F6 


681 


1229 


2 


234828.6.oct 


1998763H1 


406 


615 


13 


336430.2.dec 


1688376H1 


681 


916 


2 


234828.6.oct 


2456375T6 


406 


916 


13 


336430.2.dec 


1688985H1 


681 


895 


2 


234828.6.oct 


3407432H1 


408 


520 


13 


336430.2.dec 


4003277H1 


714 


978 


2 


234828.6.oct 


3696963H1 


407 


684 


13 


336430.2.dec 


91891651 


735 


1123 


2 


234828.6.oct 


3282868H1 


1 


261 


13 


336430^.dec 


5604707H1 


738 


1013 


2 


234828.6.oct 


3538688H1 


13 


279 


13 


336430.2.dec 


536938H1 


741 


976 


2 


234828.6.oct 


2440643H1 


14 


266 


13 


336430.2.dec 


537096H1 


741 


898 


2 


234828.6.oct 


1502680H1 


14 


302 


13 


336430.2.dec 


6123126H1 


751 


1347 


2 


234828.6.oct 


2972804H2 


15 


316 


13 


336430.2.dec 


1809306H1 


757 


1009 


2 


234828.6.oct 


1 50821 8H1 


20 


194 


13 


336430.2.dec 


6309359H1 


786 


1379 


2 


234828.6.oct 


3230962H1 


25 


314 


13 


336430.2.dec 


2275833H1 


797 


1015 


2 


234828.6.oct 


1492324H1 


25 


245 


13 


336430.2.d c 


3805902H1 


830 


1108 


2 


234828.6.oct 


3148621 HI 


25 


294 


13 


336430.2.dec 


1811269T6 


830 


1379 


2 


234828.6.oct 


618656H1 


25 


295 


13 


336430.2.dec 


3998808H1 


934 


1230 
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13 


336430.2.dec 


92568596 


946 


1420 


14 


242269.2.dec 


93446472 


8 


341 


13 


336430.2.dec 


5327737H1 


952 


1199 


14 


242269.2.dec 


g1 300544 


6 


304 


13 


336430.2.clec 


5328936H1 


952 


1185 


14 


242269.2.dec 


91300552 


6 


191 


13 


336430.2.dec 


93872395 


958 


1421 


14 


242269.2.dec 


93092388 


8 


186 


13 


336430.2.dec 


95365162 


963 


1421 


14 


242269.2.dec 


94664446 


8 


459 


13 


336430.2.d c 


93649273 


963 


1421 


14 


242269.2.dec 


95176993 


9 


472 


13 


336430.2.dec 


93807210 


966 


1422 


14 


242269.2.dec 


94080641 


9 


410 


13 


336430.2.dec 


95110447 


967 


1425 


14 


242269.2.dec 


93755968 


8 


392 


13 


336430.2.dec 


92094368 


980 


1433 


14 


242269.2.dec 


94987817 


8 


359 


13 


336430.2.dec 


92094705 


982 


1433 


14 


242269.2.dec 


94195319 


8 


208 


13 


336430.2.dec 


93756305 


999 


1424 


14 


242269.2.dec 


1351344F1 


12 


378 


13 


336430.2.dec 


93306777 


1007 


1421 


14 


242269.2.dec 


410843H1 


12 


61 


13 


336430.2.dec 


16961 81 HI 


1015 


1229 


14 


242269.2.dec 


410843R1 


12 


501 


13 


336430.2.dec 


94088599 


1030 


1421 


14 


242269.2.dec 


418126H1 


12 


218 


13 


336430.2.dec 


92789183 


1032 


1430 


14 


242269.2.dec 


414883H1 


12 


185 


13 


336430.2.d6C 


93597567 


1032 


1436 


14 


242269.2.dec 


1560349F6 


12 


184 


13 


336430.2.dec 


92905080 


1036 


1421 


14 


242269.2.dec 


414473H1 


12 


171 


13 


336430.2.dec 


92210720 


1043 


1430 


14 


242269.2.dec 


41 5911 HI 


12 


171 


13 


336430.2.dec 


92656576 


1045 


1422 


14 


242269.2.dec 


412381 HI 


12 


164 


13 


336430.2.dec 


94081784 


1065 


1427 


14 


242269.2.dec 


8551 80H1 


12 


145 


13 


336430.2.dec 


91398311 


1065 


1403 


14 


242269.2.dec 


95101470 


12 


410 


13 


336430.2.dec 


92565670 


1085 


1423 


14 


242269.2.dec 


91859732 


12 


297 


13 


336430.2.dec 


95673404 


1086 


1425 


14 


242269.2.dec 


9817501 


67 


430 


13 


336430.2.dec 


93086789 


1087 


1426 


14 


242269.2.dec 


95232210 


72 


521 


13 


336430.2.dec 


93843266 


1100 


1422 


14 


242269.2.dec 


92569754 


74 


507 


13 


336430.2.dec 


94598223 


1105 


1431 


14 


242269.2.dec 


94074654 


75 


485 


13 


33e430.2.dec 


91391454 


1107 


1422 


14 


242269.2.dec 


95444203 


75 


389 


13 


336430.2.dec 


9752027 


1127 


1424 


14 


242269.2.dec 


6268308H1 


75 


348 


13 


336430.2.dec 


92905252 


1136 


1421 


14 


242269.2.dec 


91202202 


75 


239 


13 


336430.2.dec 


92111314 


1159 


1423 


14 


242269.2.dec 


118555T6 


84 


585 


13 


336430.2.dec 


92818409 


1165 


1421 


14 


242269.2.dec 


6614443H1 


84 


583 


13 


336430.2.dec 


91266907 


1166 


1421 


14 


242269.2.dec 


1222034H1 


88 


258 


13 


336430.2.dec 


93172766 


1206 


1422 


14 


242269.2.dec 


1222034T1 


88 


258 


13 


336430.2.dec 


92809576 


1212 


1421 


14 


242269,2.dec 


40321 39H1 


88 


213 


13 


336430.2.dec 


93872913 


1227 


1427 


14 


242269.2.dec 


1560349T6 


88 


191 


13 


336430.2.dec 


92807042 


1233 


1425 


14 


242269.2.dec 


942024T1 


88 


184 


13 


336430.2.dec 


93431342 


1242 


1421 


14 


242269.2.dec 


94690294 


88 


350 


13 


336430.2.dec 


93431049 


1267 


1421 


14 


242269.2.dec 


1972779H1 


105 


338 


13 


336430.2.dec 


93233026 


1272 


1421 


14 


242269.2.dec 


1351344H1 


126 


378 


13 


336430.2.dec 


92138890 


1273 


1411 


14 


242269.2.dec 


1565904H1 


128 


349 


13 


336430.2.dec 


91887337 


1285 


1421 


14 


242269.2.dec 


5812349H1 


146 


472 


13 


336430.2.dec 


93092413 


1291 


1425 


14 


242269.2.dec 


5328191 HI 


156 


395 


13 


336430.2.dec 


1 55941 0T6 


1301 


1379 


14 


242269.2.dec 


3515332H1 


160 


417 


14 


242269.2.dec 


91242484 


1 


297 


14 


242269.2.dec 


3787803H1 


173 


279 


14 


242269.2.dec 


95236089 


1 


458 


14 


242269.2.dec 


5531343H1 


229 


471 


14 


242269.2.dec 


93017107 


1 


274 


14 


242269.2.dec 


5979339H1 


234 


533 


14 


2422G9.2.dec 


92716604 


1 


77 


14 


242269.2.dec 


4407739H1 


240 


303 


14 


242269.2.dec 


93539600 


1 


355 


14 


242269.2.dec 


754264H1 


310 


524 


14 


242269.2.dec 


95528437 


1 


281 


14 


242269.2.dec 


1756754R6 


344 


612 


14 


242269.2.dec 


1560349H1 


2 


184 


14 


242269.2.dec 


410843F1 


365 


952 


14 


242269.2.dec 


91281302 


2 


415 


14 


242269.2.dec 


4312365H1 


366 


672 


14 


242269.2.dec 


93182199 


3 


245 


14 


242269.2.dec 


5391660H1 


390 


660 


14 


242269.2.dec 


94070944 


3 


408 


14 


242269.2.dec 


1671523H1 


392 


587 


14 


242269.2.d6C 


95235258 


5 


465 


14 


242269.2.dec 


2911066H1 


396 


676 


14 


242269.2.dec 


95232045 


5 


346 


14 


242269.2.dec 


5392390H1 


394 


661 


14 


242269.2.dec 


93679020 


5 


382 


14 


242269.2.dec 


5913540H1 


420 


699 


14 


242269.2.dec 


1351344F6 


8 


378 


14 


242269.2.dec 


1456573H1 


430 


708 


14 


242269.2.dec 


95101469 


7 


411 


14 


242269.2.dec 


1427238H1 


443 


689 


14 


242269.2.dec 


92167298 


5 


353 


14 


242269.2.dec 


2398593H1 


450 


675 


14 


242269.2.dec 


95232575 


8 


457 


14 


242269.2.dec 


6265863H1 


454 


1030 


14 


242269.2.dec 


942024H1 


8 


184 


14 


242269.2.dec 


91317243 


476 


894 


14 


242269.2.dec 


942024R1 


8 


184 


14 


242269.2.dec 


91317236 


505 


895 


14 


242269.2.dec 


3127564H1 


8 


141 


14 


242269.2.dec 


91975087 


512 


773 


14 


242269.2.dec 


94436066 


8 


454 


14 


242269.2.dec 


5508442H1 


582 


830 


14 


242269.2.dec 


94850437 


8 


398 


14 


242269.2.dec 


1525743H1 


665 


810 


14 


242269.2.dec 


92740407 


8 


391 


14 


242269.2.dec 


5193340H1 


764 


874 


14 


242269.2.dec 


93231712 


8 


362 


14 


242269.2.dec 


46691 47H1 


768 


1016 


14 


242269.2.dec 


93427933 


8 


350 


14 


242269.2.dec 


411214H1 


1 


241 
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15 


432120.2.dec 


6245865H1 


1 


593 


15 


432120.2.d c 


6244465H1 


1 


511 


15 


432120.2.d c 


94078434 


161 


593 


15 


432120.2.d C 


93765386 


212 


592 


16 


198060.6.d c 


2124623M1 


1 


293 


16 


198060.6.dec 


1669868F6 


1 


485 


16 


198060.6.dec 


1668592H1 


1 


237 


16 


198060.6.dec 


1669868H1 


1 


225 


16 


198060.6.dec 


92163372 


12 


479 


16 


198060.6.dec 


4217360H1 


15 


235 


16 


198060.6.dec 


3115007H1 


19 


295 


16 


198060.6.dec 


3296971 HI 


19 


278 


16 


198060.6.dec 


58221 7H1 


22 


284 


16 


198060.6.dec 


6314762H1 


22 


542 


16 


198060.6.dec 


2074567H1 


22 


269 


16 


198060.6.dec 


2502240H1 


22 


260 


16 


198060.6.dec 


1 64681 9H1 


24 


225 


16 


198060.6.dec 


754097R1 


31 


540 


16 


198060.6.dec 


754097H1 


31 


230 


16 


198060.6.dec 


1216727H1 


26 


268 


16 


198060.6.dec 


1626708H1 


26 


242 


16 


198060.6.dec 


9846944 


28 


340 


16 


198060.6.d6C 


91897607 


29 


463 


16 


198060.6.dec 


36691 90H1 


29 


332 


16 


198060.6.dec 


3254637H1 


30 


272 


16 


198060.6.dec 


2769479H1 


31 


270 


16 


198060.6.dec 


3521542H1 


35 


304 


16 


198060.6.dec 


92154340 


34 


494 


16 


198060.6.dec 


92055182 


34 


424 


16 


198060.6.dec 


5899676H1 


34 


290 


16 


198060.6.dec 


4116736H1 


35 


303 


16 


198060.6.dec 


2078062H1 


34 


324 


16 


198060.6.dec 


92240557 


39 


394 


16 


198060.6.dec 


6168723H1 


52 


377 


16 


198060.6.dec 


4155225H1 


75 


338 


16 


198060.6.dec 


1395663H1 


76 


321 


16 


198060.6.dec 


5947207H1 


80 


386 


16 


198060.6.dec 


1615709F6 


86 


409 


16 


198060.6.dec 


1615709H1 


86 


303 


16 


198060.6.dec 


1615658H1 


86 


291 


16 


198060.6.dec 


612141 5H1 


86 


552 


16 


198060.6.dec 


4976055H1 


109 


384 


16 


198060.6.dec 


5571129H1 


136 


338 


16 


198060.6.dec 


591629H1 


148 


407 


16 


198060.6.dec 


92505783 


153 


550 


16 


198060.6.dec 


3842850H1 


155 


466 


16 


198060.6.dec 


2876041 HI 


163 


435 


16 


198060.6.dec 


46431 78H1 


167 


432 


16 


198060.6.dec 


92251559 


185 


494 


16 


198060.6.dec 


4307771 HI 


214 


557 


16 


198060.6.dec 


1971942F6 


230 


599 


16 


198060.6.dec 


1971942H1 


230 


462 


16 


198060.6.dec 


4139057H1 


244 


528 


16 


198060.6.dec 


1886793F6 


248 


613 


16 


198060.6.dec 


1886793H1 


248 


502 


16 


198060.6.dec 


1736029H1 


265 


479 


16 


198060.6.dec 


1527256H1 


260 


471 


16 


198060.6.dec 


1527264H1 


260 


474 


16 


198060.6.dec 


5884461 HI 


285 


490 


16 


198060.6.dec 


95639170 


373 


551 


16 


198060.6.dec 


491381 1H1 


437 


555 


16 


198060.6.d c 


44091 09H1 


419 


701 


16 


198060.6.dec 


4611874H1 


489 


554 


16 


198060.6.dec 


232531 HI 


514 


670 


16 


198060.6.dec 


2829981 HI 


516 


786 


16 


198060.6.dec 


4795943H1 


662 


919 


16 


198060.6.dec 


334041 3H1 


669 


917 


17 


460295.5.dec 


6314460H1 


1 


520 
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17 


460295.5.dec 


93367188 


56 


521 


17 


460295.5.dec 


94080100 


56 


454 


17 


460295.5.dec 


94729190 


56 


373 


17 


460295.5.dec 


94088006 


56 


237 


17 


460295.5.dec 


92342207 


58 


484 


17 


460295.5.dec 


93989464 


74 


509 


17 


460295.5.dec 


319592H1 


118 


493 


17 


460295.5.dec 


92955006 


144 


520 


17 


460295.5.dec 


93173296 


144 


430 


17 


460295.5.dec 


4299850H1 


440 


643 


18 


235983.6.dec 


4029867H1 


2089 


2328 


18 


235983.6.dec 


3237027H1 


2138 


2384 


18 


235983.6.dec 


3698637H1 


2157 


2417 


18 


235983.6.dec 


1 38901 4H1 


2170 


2418 


18 


235983.6.dec 


3576941 HI 


2186 


2450 


18 


235983.6.dec 


1428214F6 


2184 


2659 


18 


235983.6.dec 


1428214H1 


2184 


2422 


18 


235983.6.dec 


352928H1 


2204 


2420 


18 


235983.6.dec 


1477331 HI 


2225 


2479 


18 


235983.6.dec 


5065937H1 


2227 


2422 


18 


235983.6.dec 


5545038H1 


2233 


2409 


18 


235983.6.dec 


370706H1 


2249 


2461 


18 


235983.6.dec 


4342101 HI 


2253 


2564 


18 


235983.6.dec 


3115093H1 


2282 


2540 


18 


235983.6.dec 


1675942F6 


2323 


2744 


18 


235983.6.dec 


1675942H1 


2323 


2570 


18 


235983.6.dec 


91727349 


2329 


2644 


18 


235983.6.dec 


222481 2H1 


2355 


2597 


18 


235983.6.dec 


4171462H1 


2414 


2677 


18 


235983.6.dec 


91939837 


2426 


2907 


18 


235983.6.dec 


183492H1 


2478 


2651 


18 


235983.6.dec 


91812050 


2489 


2872 


16 


235983.6.dec 


395941 5H1 


2505 


2644 


18 


235983.6.dec 


92002932 


2512 


2877 


18 


235983.6.dec 


94152315 


2525 


2928 


18 


235983.6.dec 


2115214H1 


2522 


2802 


18 


235983.6.dec 


91391919 


2545 


2914 


18 


235983.6.dec 


91492984 


2545 


2757 


18 


235983.6.dec 


5616747H1 


2676 


2965 


18 


235983.6.dec 


6097857H1 


2686 


2978 


18 


235983.6.dec 


971194H1 


2701 


2963 


18 


235983.6.dec 


2695292H1 


2747 


3032 


18 


235983.6.dec 


4434429H1 


2763 


3040 


18 


235983.6.dec 


92002465 


2773 


3189 


18 


235983.6.dec 


9390429 


2778 


3084 


18 


235983.6.dec 


3875830H1 


2776 


3038 


18 


235983.6.dec 


49351 14H1 


2782 


2880 


18 


235983.6.dec 


9772632 


2784 


3120 


18 


235983.6.dec 


4828524H1 


2804 


3005 


18 


235983.6.dec 


1502463H1 


2811 


3087 


18 


235983.6.dec 


1502565H1 


2811 


3078 


18 


235983.6.dec 


94152317 


2817 


3146 


18 


235983.6.dec 


231 9441 HI 


2852 


3099 


18 


235983.6.dec 


188577H1 


2864 


3008 


18 


235983.6.dec 


476050H1 


2887 


3150 


18 


235983.6.dec 


92053717 


2895 


3218 


18 


235983.6.dec 


1642393H1 


2901 


3100 


18 


235983.6.dec 


4760790H1 


2907 


3195 


18 


235983.6.dec 


4721402H1 


2907 


3186 


18 


235983.6.dec 


4721224H1 


2907 


3165 


18 


235983.6.dec 


2667314H1 


2954 


3199 


18 


235983.6.dec 


1815401F6 


2956 


3364 


18 


235983.6.dec 


1815401H1 


2956 


3214 


18 


235983.6.dec 


1393159H1 


2956 


3209 


18 


235983.6.dec 


1393191 HI 


2956 


3210 


18 


235983.6.dec 


2155279H1 


2958 


3206 


18 


235983.6.dec 


3870754H1 


2966 


3258 


18 


235983.6.dec 


3855427H1 


2979 


3261 
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18 


235983.6.dec 


9390184 


2995 


3311 


18 


235983.6.dec 


2465140H1 


3782 


4006 


18 


235983.6.dec 


4220392H1 


3005 


3279 


18 


235983.6.dec 


93174357 


3788 


4082 


18 


235983.6.dec 


3286977H1 


3012 


3260 


18 


235983.6.dec 


4024334H1 


3790 


4081 


18 


235983.6.dec 


9616559 


3020 


3327 


18 


235983.6.dec 


1499362H1 


3787 


3978 


18 


235983.6.dec 


2192319H1 


3033 


3264 


18 


235983.6.dec 


464651 0H1 


3789 


4056 


18 


235983.6.dec 


5683292H1 


3051 


3287 


18 


235983.6.dec 


1594535H1 


3789 


3999 


18 


235983.6.dec 


418251 8H1 


3054 


3332 


18 


235983.6.dec 


8981 00H1 


3797 


4054 


18 


235983.6.dec 


926283H1 


3062 


3334 


18 


235983.6.dec 


4837242H1 


3798 


4012 


18 


235983.6.dec 


3491246H1 


3067 


3343 


18 


235983.6.dec 


8981 00R1 


3797 


4374 


18 


235983.6.dec 


4601526H1 


3068 


3332 


18 


235983.6.dec 


4837492H1 


3799 


4086 


18 


235983.6.dec 


9883924 


3070 


3132 


18 


235983.6.dec 


3573408H1 


3799 


4096 


18 


235983.6.dec 


4898255H1 


3078 


3326 


18 


235983.6.dec 


4837274H1 


3799 


4053 


18 


235983,6.dec 


9612635 


3095 


3379 


18 


235983.6.dec 


91391806 


3807 


4225 


18 


235983.6.dec 


1501609H1 


3091 


3287 


18 


235983.6.dec 


94901871 


3806 


4225 


18 


235983.6.dec 


5435484H1 


3095 


3275 


18 


235983.6.dec 


5861440H1 


3806 


4093 


18 


235983.6.dec 


1710332H1 


3109 


3332 


18 


235983.6.dec 


5152105H1 


3809 


4084 


18 


235983.6.dec 


3706933H1 


3120 


3405 


18 


235983.6.dec 


833965H1 


3809 


4080 


18 


235983.6.dec 


991 301 HI 


3125 


3430 


18 


235983.6.dec 


92331330 


3810 


4124 


18 


235983.6.dec 


991301 R1 


3125 


3561 


18 


235983.6.dec 


2053601 HI 


3815 


4070 


18 


235983.6.dec 


467021 3H1 


3130 


3378 


18 


235983.6.dec 


903670H1 


3815 


4007 


18 


235983.6.dec 


1815401T6 


3640 


4185 


18 


235983.6.dec 


2875944H1 


3816 


4091 


18 


235983.6.dec 


5610495H1 


3639 


3898 


18 


235983.6.dec 


4402735H1 


3816 


4074 


18 


235983.6.dec 


91050006 


3647 


3981 


18 


235983.6.dec 


55301 94H1 


3820 


4068 


18 


235983.6.dec 


9711179 


3646 


3848 


18 


235983.6.dec 


92752396 


3818 


4234 


18 


235983.6.dec 


1317687H1 


3646 


3820 


18 


235983.6.dec 


6009383H1 


3826 


4108 


18 


235983.6.dec 


1968426H1 


3656 


3917 


18 


235983.6.dec 


92873872 


3825 


4228 


18 


235983.6.dec 


878460R1 


3658 


4226 


18 


235983.6.dec 


3658872H1 


3833 


4112 


18 


235983.6.dec 


4933278H1 


3657 


3929 


18 


235983.6.dec 


91153144 


3831 


4237 


18 


235983.6.dec 


4110987H1 


3658 


3755 


18 


235983.6.dec 


2500844H1 


3842 


4072 


18 


235983.6.dec 


878460H1 


3658 


3909 


18 


235983.6.dec 


6312876H1 


3844 


4372 


18 


235983.6.dec 


2195022H1 


3661 


3903 


18 


235983.6.dec 


1428214T6 


3849 


4185 


18 


235983.6.dec 


41S2080H1 


3664 


3925 


18 


235983.6.dec 


2244834H1 


3850 


4105 


18 


235983.6.dec 


984860R1 


3667 


4117 


18 


235983.6.dec 


93869186 


1 


4539 


18 


235983.6.dec 


984860H1 


3667 


3888 


18 


235983.6.dec 


3699775H1 


61 


346 


18 


235983.6.dec 


3573936H1 


3673 


3955 


18 


235983.6.dec 


5047477H1 


147 


377 


18 


235983.6.dec 


3088228H1 


3677 


3952 


18 


235983.6.dec 


3381586H1 


145 


394 


18 


235983.6.dec 


1781737H1 


3680 


3878 


18 


235983.6.dec 


6484838H1 


146 


679 


18 


235983.6.dec 


92053250 


3686 


4062 


18 


235983.6.dec 


3584956H1 


147 


464 


18 


235983.6,dec 


4254583H1 


3687 


3941 


18 


235983.6.dec 


647641 3H1 


148 


678 


18 


235983.6.dec 


91101456 


3688 


3907 


18 


235983.6.dec 


5047477F6 


147 


671 


18 


235983.6.dec 


9982339 


3669 


4031 


18 


235983.6.dec 


6476530H1 


148 


663 


18 


235983.6.dec 


91042775 


3689 


3974 


18 


235983.6.dec 


5047423H1 


147 


346 


18 


235983.6.dec 


6350466H2 


3692 


4013 


18 


235983.6.dec 


358661 9H1 


147 


341 


18 


235983.6.dec 


3624071 HI 


3692 


3876 


18 


235983.6.dec 


3073571 HI 


147 


432 


18 


235983.6.dec 


4425320H1 


3694 


3970 


18 


235983.6.dec 


353081 HI 


154 


378 


18 


235983.6.dec 


4793731 HI 


3698 


3978 


18 


235983.6.dec 


3288503H1 


155 


418 


18 


235983.6.dec 


4991525H1 


3699 


3981 


18 


235983.6.dec 


121178H1 


160 


232 


18 


235983.6.dec 


2346595H1 


3699 


3952 


18 


235983.6.dec 


92703916 


489 


726 


18 


235983.6.dec 


2666581 HI 


3699 


3942 


18 


235983.6.dec 


31 19591 HI 


505 


773 


18 


235983.6.dec 


3203383H1 


3702 


3961 


18 


235983.6.dec 


94104518 


611 


2596 


18 


235983.6.dec 


91046477 


3719 


4063 


18 


235983.6.dec 


91471244 


675 


725 


18 


235983.8.dec 


9714049 


3719 


4027 


18 


235983.6.dec 


4994487H1 


916 


1180 


18 


235983.6.dec 


5471836H1 


3725 


3984 


18 


235983.6.dec 


3353480H2 


953 


1127 


18 


235983.6.dec 


3692694H1 


3739 


4020 


18 


235983.6.dec 


1477782H1 


1030 


1238 


18 


235983.6.dec 


3345345H1 


3741 


3983 


18 


235983.6.dec 


595061 5H1 


1047 


1298 


18 


235983.6.dec 


2530908H1 


3749 


3999 


18 


235983.6.dec 


2525583F7 


1097 


1544 


18 


235983.6.dec 


1446674H1 


3760 


4024 


18 


235983.6.dec 


2525583H1 


1097 


1343 


18 


235983.6.dec 


1397742H1 


3761 


4023 


18 


235983.6.dec 


434615H1 


1122 


1347 


18 


235983.6.dec 


1400409H1 


3761 


3975 


18 


235983.6.dec 


5153342H1 


1281 


1547 


18 


235983.6.dec 


91141309 


3767 


4119 


18 


235983.6.dec 


6281520H1 


1337 


1611 


18 


235983.6.dec 


3916312H1 


3768 


4052 


18 


235983.6.dec 


531966H1 


1353 


1596 


18 


235983.6.dec 


45981 59H1 


3771 


4029 


18 


235983.6.dec 


2608473F6 


1364 


1818 


18 


235983.6.dec 


855084H1 


3777 


4024 


18 


235983.6.dec 


2608473H1 


1364 


1582 


18 


235983.6.dec 


855084R1 


3777 


4168 


18 


235983.6.dec 


6282763H1 


1367 


1611 


18 


235983.adec 


382681 HI 


3777 


3922 


18 


235983.6.dec 


6289464H1 


1407 


1611 


18 


235983.6.dec 


4511379H1 


3779 


4009 


18 


235983.6.d6C 


4997470H1 


1419 


1674 


18 


235983.6.dec 


92806189 


3780 


4225 


18 


235983.6.dec 


6006170H1 


1421 


1697 


18 


235983.6.dec 


1 96421 7H1 


3782 


4051 


18 


235983.6.dec 


6285201 HI 


1430 


1611 
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235g83.6.dec 
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18 


235983.6.dec 
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1501 


1769 


18 


235983.6.dec 


92810741 


1508 


1908 


18 


235983.6.dec 


g2901231 


1508 


1906 


18 


235983.6.dec 


g3050079 


1527 


1586 


18 


235983.6.dec 


6286265H2 
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18 
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3613944H1 
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235983.6.dec 


3363928H1 
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235983.6.dec 


2205748H1 
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1820 


18 


235983.6,dec 


2205748F6 


1754 


2136 
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235983.6.dec 


9395643 


1773 
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235983.6.dec 
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2345 


18 
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2130 
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3492637H1 
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2181 
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484275R6 


1990 


2490 


18 


235983.6.dec 


484275H1 
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2231 


18 


235983.6.dec 


g1 312232 


3851 


4278 
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235983.6,dec 


9870634 


3856 


4234 


18 


235983.6.dec 


841880R1 


3866 


4317 
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235983.6.dec 


598558H1 


3862 


4092 
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236983.6.dec 


607754H1 


3865 


4120 
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841880H1 


3866 


4096 
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92139402 
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4302 
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92205778 


3879 


4217 
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92148308 
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4158 
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4008 
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235983.6.dec 


94152316 


3899 


4215 
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235983.6.dec 


167436F1 
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4533 
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235983.6.dec 


1613778H1 


3906 


4121 
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235983.6.dec 


9915726 


3917 


4093 


18 


235983.6.dec 


1427630T6 


3920 


4503 
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235983.6.dec 


92538933 


3924 


4224 


18 


235983.6.dec 


4126036H1 


3925 


4139 


18 
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1642393T6 


3924 


4496 
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235983.6.dec 


2525583T6 


3931 


4495 


18 


235983.6.dec 


1908249T6 


3931 


4495 
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235983.6.dec 


3075529T6 


3940 


4509 


18 


235983.6.dec 


2608473T6 


3947 


4500 


18 


235983.6.dec 


6115730H1 


3947 


4217 


18 


235983.6.dec 


3987442H1 


3957 


4217 


18 


235983.6.dec 


9842555 


3963 


4319 


18 


235983.6.dec 


9866443 


3963 


4262 


18 


235983.6.dec 


2205748T6 


3970 


4503 


18 


235983.6.dec 


5372056H1 


3978 


4202 


18 


235983.6.dec 


95662713 


3978 


4224 


18 


235983.6.dec 


2420244H1 


3978 


4197 


18 


235983.6.dec 


5115777H1 


3981 


4232 


18 


235983.6.dec 


2153213H1 


3982 


4210 


18 


235983.6.dec 


634825R6 


3982 


4533 


18 


235983.6.dec 


634825T6 


3982 


4502 


18 


235983.6.dec 


2153213F6 


3982 


4498 


18 


235983.6.dec 


1903691 HI 


3982 


4233 



cent. 



18 


235983.6.dec 


1919746H1 


3982 


4225 


18 


235983.6.dec 


2853362H1 


3982 


4217 


18 


235983.6.dec 


634825H1 


3982 


4217 


18 


235983.6.dec 


91386214 


3986 


4423 


18 


235983.6.dec 


3636983T6 


3991 


4510 


18 


235983.6.dec 


2800978H1 


3990 


4217 


18 


235983.6.dec 


255451 2H1 


3990 


4217 


18 


235983.6.dec 


4194107H1 


3996 


4217 


18 


235983.6.dec 


1675942T6 


4013 


4495 


18 


235983.6.dec 


4803139H1 


4015 


4225 


18 


235983.6.dec 


5077446H2 


4015 


4304 


18 


235983.6.dec 


3807695H1 


4014 


4217 


18 


235983.6.dec 


2243401 HI 


4020 


4203 


18 


235983.6.dec 


1701425H1 


4030 


4223 


16 


235983.6.dec 


3614535H1 


4050 


4340 


16 


235983.6.dec 


91492972 


4053 


4225 


18 


235983.6.<lec 


474241 5H1 


4054 


4306 


18 


235983.6.dec 


816546T1 


4056 


4546 


18 


235983.6.dec 


816546H1 


4056 


4344 


18 


235983.6.dec 


92466524 


4060 


4542 


18 


235983.6.dec 


4456437H1 


4066 


4321 


18 


235983.6.dec 


1006262H1 


.4074 


4351 


18 


235983.6.dec 


3014262H1 


4070 


4365 


18 


235983.6.dec 


91678520 


4074 


4544 


18 


235983.6.dec 


2153213T6 


4077 


4494 


18 


235983.6.dec 


4637011 HI 


4077 


4338 


18 


235983.6.dec 


92051375 


4079 


4548 


18 


235983.6.dec 


95439112 


4079 


4534 


18 


235983.6.dec 


93601078 


4079 


4533 


18 


235983.6.dec 


95425654 


4080 


4540 


18 


235983.6.dec 


3015678H1 


4080 


4361 


18 


235983.6.dec 


3575368H1 


4080 


4389 


18 


235983.6.dec 


2645890H1 


4082 


4342 


18 


235983.6.dec 


94899643 


4083 


4534 


18 


235983.6.dec 


93644584 


4086 


4535 


18 


235983.6.dec 


92354450 


4087 


4534 


18 


235983.6.dec 


94568273 


4089 


4539 


18 


235983.6.dec 


95674002 


4091 


4538 


18 


235983.6.dec 


93423209 


4092 


4538 


18 


235983.6.dec 


92568445 


4091 


4538 


18 


235983.6.dec 


3551 20H1 


4094 


4297 


18 


235983.6.dec 


358661 9T6 


4100 


4513 


18 


235983.6.dec 


484275T6 


4101 


4503 


18 


235983.6.dec 


94224047 


4104 


4546 


18 


235983.6.dec 


91970154 


4107 


4431 


18 


235983.6.dec 


94649188 


4110 


4533 


18 


235983.6.dec 


93959037 


4124 


4537 


18 


235983.6.dec 


93693698 


4124 


4533 


18 


235983.6.dec 


94568110 


4124 


4533 


18 


235983.6.dec 


94392393 


4125 


4541 


18 


235983.6.dec 


94088342 


4127 


4548 


18 


235983.6.dec 


4221987H1 


4126 


4404 


18 


235983.6.dec 


4221393H1 


4126 


4412 


18 


235983.6.dec 


94389669 


4128 


4544 


18 


235983.6.dec 


94301116 


4128 


4539 


18 


235983.6.dec 


94111965 


4135 


4541 


18 


235983.6.dec 


92337573 


4143 


4536 


18 


235983.6.dec 


93805021 


4145 


4533 


18 


235983.6.dec 


2641210T6 


4149 


4494 


18 


235983.6.dec 


9821961 


4155 


4552 


18 


235983.6.dec 


92139306 


4149 


4547 


18 


235983.6.dec 


92112828 


4150 


4544 


18 


235983.6.d c 


92987138 


4150 


4542 


18 


235983.6.d c 


94971580 


4156 


4533 


18 


235983.6.d c 


5279780H1 


4157 


4389 


18 


235983.6.d c 


93178678 


4157 


4539 


18 


235983.6.dec 


9615559 


4157 


4541 


18 


235983.6.dec 


9615366 


4157 


4541 
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18 


235983.6.dec 


4301987H1 


4164 


4405 


18 


235983.6.dec 


9718586 


4278 


4517 


18 


235983.6.d c 


g1 773776 


4165 


4409 


18 


235983.6.dec 


g2445128 


4285 


4534 


18 


235983.6.dec 


3419076T6 


4197 


4508 


18 


235983.6.dec 


g2053618 


4285 


4537 


18 


235983.6.dec 


g1264115 


4202 


4539 


18 


235983.6.dec 


2563295H1 


4289 


4541 


18 


235983.6.dec 


928449T6 


4210 


4501 


18 


235983.6.dec 


g1 049755 


4299 


4546 


18 


235983.6.dec 


94874751 


4210 


4545 


18 


235983.6.dec 


9779371 


4300 


4545 


18 


235983.6.dec 


2005565H1 


4213 


4413 


18 


235983.6.dec 


1979178H1 


4299 


4539 


18 


235983.6.dec 


g1 148504 


4215 


4539 


18 


235983.6.dec 


93871331 


4305 


4539 


18 


235983.6.dec 


9866362 


4219 


4545 


18 


235983.6.dec 


910538H1 


4312 


4533 


18 


235983.6.dec 


3956647H1 


4219 


4508 


18 


235983.6.dec 


549362F1 


4335 


4541 


18 


235983.6.dec 


43591 63H1 


4220 


4447 


18 


235983.6.dec 


2275266H1 


4338 


4539 


18 


235983.6.dec 


9883309 


4224 


4567 


18 


235983.6.dec 


549362H1 


4346 


4541 


18 


235983.6.dec 


9723173 


4223 


4525 


18 


235983.6.dec 


3808941 HI 


4346 


4533 


18 


235983.6.dec 


93840912 


4225 


4544 


18 


235983.6.dec 


92589294 


4349 


4547 


18 


235983.6.dec 


92986196 


4228 


4541 


18 


235983.6.dec 


287095H1 


4351 


4533 


18 


235983.6.dec 


92715739 


4227 


4536 


18 


235983.6.dec 


2662364F6 


4364 


4533 


18 


235983.6.dec 


91046478 


4227 


4507 


18 


235983.6.dec 


2662364H1 


4364 


4533 


18 


235983.6.dec 


94088760 


4230 


4533 


18 


235983.6.dec 


5847389H1 


4366 


4533 


18 


235983.6.dec 


93425690 


4230 


4533 


18 


235983.6.dec 


5872270H1 


4369 


4441 


18 


235983.6.dec 


4466803H1 


4231 


4383 


18 


235983.6.dec 


4298534H1 


4372 


4539 


18 


235983.6.dec 


767529H1 


4236 


4471 


18 


235983.6.dec 


91210948 


4383 


4542 


18 


2359d3.6.dec 


9612988 


4237 


4541 


18 


235983.6.dec 


91137312 


4397 


4541 


18 


235983.6.dec 


92817035 


4237 


4539 


18 


235983.6.dec 


811100T1 


4419 


4497 


18 


235983.6.dec 


243071 8H1 


4239 


4477 


18 


235983.6.dec 


811100H1 


4419 


4527 


18 


235983.6.dec 


95510981 


4243 


4554 


18 


235983.6.dec 


92270136 


4429 


4534 


18 


235983.6.dec 


93279191 


4243 


4545 


18 


235983.6.dec 


233542H1 


4430 


4533 


18 


235983.6.dec 


3040021 HI 


4243 


4450 


18 


235983.6.dec 


9982292 


4450 


4512 


18 


235983.6.dec 


219012H1 


4243 


4405 


18 


235983.6.dec 


91792123 


4452 


4539 


18 


235983.6.dec 


5566988H1 


4243 


4376 


18 


235983.6.dec 


93057972 


4466 


4542 


18 


235983.6.dec 


91860203 


4243 


4544 


18 


235983.6.dec 


93839889 


4479 


4548 


18 


235983.6.dec 


93769996 


4243 


4543 


18 


235983.6.dec 


44671 67H1 


4479 


4533 


18 


235983.6.dec 


93057160 


4243 


4543 


18 


235983.6.dec 


91691482 


4487 


4543 


18 


235983.6.dec 


92206143 


4243 


4547 


18 


235983.6.dec 


2942208H2 


3134 


3398 


18 


235983.6.dec 


93231269 


4243 


4546 


18 


235983.6.dec 


3500378H1 


3137 


3430 


18 


235983.6.dec 


93933929 


4243 


4541 


18 


235983.6.dec 


3873691 HI 


3143 


3409 


18 


235983.6.dec 


94152314 


4243 


4541 


18 


235983.6.dec 


4644974H1 


' 3144 


3402 


18 


235983.6.dec 


93917367 


4243 


4539 


18 


235983.6.dec 


3620275H1 


3158 


3412 


18 


235983.6.dec 


93331035 


4243 


4539 


18 


235983.6.dec 


5198954H1 


3158 


3327 


18 


235983.6.dec 


92741042 


4243 


4540 


18 


235983.6.dec 


6412923H1 


3158 


3514 


18 


235983.6.dec 


95541034 


4243 


4538 


18 


235983.6.dec 


4692566H1 


3168 


3408 


18 


235983.6.dec 


93675471 


4243 


4538 


18 


235983.6.dec 


4941568H1 


3169 


3437 


18 


235983.6.dec 


93091778 


4243 


4533 


18 


235983.6.dec 


3680473H1 


3185 


3467 


18 


235983.6.dec 


93203015 


4243 


4532 


18 


235983.6.dec 


368781 8H1 


3194 


3489 


18 


235983.6.dec 


1565654H1 


4243 


4386 


18 


235983.6.dec 


5865911 HI 


3196 


3467 


18 


235983.6.dec 


91379563 


4243 


4533 


18 


235983.6.dec 


5676145H1 


3221 


3457 


18 


235983.6.dec 


93191370 


4243 


4532 


18 


235983.6.dec 


91691481 


3230 


3594 


18 


235983.6.dec 


93233027 


4243 


4533 


18 


235983.6.dec 


2225035H1 


3254 


3490 


18 


23S983.6.dec 


929057 


4251 


4539 


18 


235983.6.dec 


157436H1 


3265 


3476 


18 


235983.6.dec 


95108814 


4249 


4535 


18 


235983.6.dec 


157436R1 


3267 


3781 


18 


235983.6.dec 


2126663H1 


4254 


4523 


18 


235983.6.dec 


92069871 


3277 


3638 


18 


235983.6.dec 


91101555 


4254 


4533 


18 


235983.6.dec 


4445787H1 


3278 


3515 


18 


235983.6.dec 


1 67771 8H1 


4257 


4498 


18 


235983.6.dec 


3616513H1 


3310 


3614 


18 


235983.6.dec 


9877366 


4257 


4541 


18 


235983.6.dec 


158334H1 


3315 


3482 


18 


235983.6.dec 


9842556 


4256 


4533 


18 


235983.6.dec 


7261 02H1 


3614 


3838 


18 


235983.6.dec 


91011570 


4258 


4546 


18 


235983.6.dec 


1319351 HI 


3319 


3542 


18 


235983.6.dec 


91039989 


4267 


4542 


18 


235983.6.dec 


4447125H1 


3349 


3621 


18 


235983.6.dec 


92821823 


4265 


4549 


18 


235983.6.dec 


4648142H1 


3358 


3618 


18 


235983.6.dec 


93116989 


4265 


4539 


18 


235983.6.dec 


3895241 HI 


3361 


3524 


18 


235983.6.dec 


9782426 


4269 


4547 


18 


235983.6.dec 


2022857H1 


3364 


3589 


18 


235983.6.dec 


91939717 


4269 


4546 


18 


235983.6.dec 


5013742H1 


3362 


3632 


18 


235983.6.dec 


92841416 


4267 


4522 


18 


235983.6.dec 


3407443H1 


3369 


3605 


18 


235983.6.dec 


94511390 


4270 


4533 


18 


235983.6.dec 


1427630F6 


3380 


3949 


18 


235983.6.dec 


92821824 


4280 


4553 


18 


235983.6.dec 


1427630H1 


3380 


3603 


18 


235983.6.dec 


536291 HI 


4274 


4521 


18 


235983.6.dec 


4890434H1 


3388 


3568 


18 


235983.6.dec 


93802343 


4276 


4541 


18 


235983.6.dec 


9705111 


3390 


3451 


18 


235983.6.d c 


744021 R1 


4277 


4533 


18 


235983.6.dec 


5301717H1 


3420 


3637 


18 


235983.6.dec 


744021 HI 


4277 


4517 


18 


235983.6.dec 


1831110H1 


3420 


3670 


18 


235983.6.dec 


g1 727360 


4280. 


4544 


18 


235983.6.dec 


1 22001 7H1 


3429 


3658 
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18 


235983.6.dec 


946064H1 


3433 


3663 


18 


235983.6.dec 


1506434H1 


3436 


3640 


18 


235983.6.dec 


1450559F1 


3452 


3849 


18 


235983.6.dec 


2216623H1 


3452 


3691 


18 


235983.6.dec 


1450559H1 


3452 


3724 


18 


235983.6.dec 


3661936H1 


3454 


3721 


18 


235983.6.dec 


4057520H1 


3462 


3592 


18 


235983.6.dec 


6600083H1 


3461 


3978 


18 


235983.6.dec 


621291 7H1 


3461 


3616 


18 


235983.6.dec 


5576802H1 


3473 


3724 


18 


235983.6.dec 


464921 7H1 


3478 


3749 


18 


235983.6.dec 


726102R1 


3614 


4028 


18 


235983.6.dec 


9779370 


3485 


3826 


18 


235g83.6.dec 


6422802H1 


3486 


4001 


18 


23S983.6.dec 


1735285H1 


3485 


3696 


18 


23S983.6.dec 


464931 7H1 


3488 


3755 


18 


235983.6.dec 


92114721 


3488 


3882 


18 


235983.6.dec 


2382364H1 


3491 


3724 


18 


235983.6.dec 


91157467 


3498 


3877 


18 


235983.6.dec 


92013827 


3503 


3727 


18 


235983.6.dec 


2289250H1 


3510 


3734 


18 


235983.6.dec 


4355633H1 


3517 


3655 


18 


235983.6.dec 


9877365 


3517 


3723 


18 


235983.6.dec 


045305H1 


3522 


3667 


18 


235983.6.dec 


5733071 HI 


3545 


3799 


18 


235983.6.dec 


3636983F6 


3547 


4117 


18 


235983.6.dec 


3637383H1 


3547 


3809 


18 


235983.6.dec 


4062466H1 


3555 


3828 


18 


235983.6.dec 


1367637R1 


3558 


4072 


IB 


235983.6.dec 


1367637H1 


3558 


3800 


18 


235983.6.dec 


929058 


3575 


3911 


18 


235983.6.dec 


g1 792226 


3580 


4005 


18 


235983.6.dec 


821700H1 


3616 


3866 


18 


235983.6.dec 


1908249F6 


3588 


4139 


18 


235983.6.dec 


322361 5H1 


3594 


3901 


18 


235983.6.dec 


898523H1 


3598 


3874 


18 


235983.6.dec 


898523R1 


3600 


4148 


18 


235983.6.dec 


5575549H1 


3600 


3774 


18 


235983.6.dec 


4787384H1 


3603 


3853 


18 


235983.6.dec 


595261 3H1 


3607 


3901 


19 


238703.2.dec 


1451578H1 


442 


695 


19 


238703.2.dec 


6110523H1 


451 


758 


19 


238703.2.dec 


6602392H1 


459 


915 


19 


238703.2.dec 


92216250 


462 


901 


19 


238703.2.dec 


9690552 


469 


736 


19 


238703.2.dec 


4622639H1 


469 


723 


19 


238703.2.dec 


9690544 


470 


734 


19 


238703.2.dec 


3873078H1 


470 


752 


19 


238703.2.dec 


2651203H1 


469 


719 


19 


238703.2.dec 


4173688H1 


469 


754 


19 


238703.2.dec 


9612081 


469 


746 


19 


238703.2.dec 


6370323H1 


485 


991 


19 


238703.2.dec 


1564889H1 


489 


581 


19 


238703.2.dec 


1539071 HI 


490 


701 


19 


238703.2.dec 


2529509H1 


501 


827 


19 


238703.2.dec 


91330918 


507 


1037 


19 


238703.2.dec 


851725H1 


511 


771 


19 


238703.2.dec 


852289H1 


511 


751 


19 


238703.2.dec 


9613245 


513 


838 


19 


238703.2.dec 


158598H1 


520 


785 


19 


238703.2.dec 


879281 R1 


526 


1092 


19 


238703.2.dec 


046054H1 


526 


831 


19 


238703.2.dec 


1542430H1 


528 


940 


19 


238703.2.dec 


879281 HI 


526 


770 


19 


238703.2.dec 


316291 0H1 


560 


860 


19 


238703.2.dec 


3297858H1 


573 


831 


19 


238703.2.dec 


1570087H1 


581 


787 


19 


238703.2.dec 


1572130H1 


581 


770 
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19 


238703.2.dec 


91810435 


583 


950 


19 


238703.2.d c 


6166895H1 


592 


1125 


19 


238703.2.dec 


4767523H1 


592 


748 


19 


23e703.2.dec 


2590909H1 


616 


907 


19 


238703.2.dec 


5854491 HI 


622 


896 


19 


238703.2.dec 


9696662 


628 


963 


19 


238703.2.dec 


9760902 


628 


846 


19 


238703.2.dec 


9685255 


628 


915 


19 


238703.2.dec 


9861831 


630 


732 


19 


238703.2.dec 


5272964H1 


630 


805 


19 


238703.2.dec 


5173648H1 


650 


926 


19 


238703.2.dec 


2071937H1 


651 


898 


19 


238703.2.dec 


4512283H1 


654 


914 


19 


238703.2.dec 


2307229H1 


665 


926 


19 


238703.2.dec 


4460408H1 


665 


925 


19 


238703.2.dec 


537008H1 


672 


771 


19 


238703.2.dec 


6385387H1 


676 


960 


19 


238703.2.dec 


6382968H1 


676 


905 


19 


238703.2.dec 


5846001 HI 


681 


889 


19 


238703.2.dec 


3223621 HI 


702 


1006 


19 


238703.2.dec 


2933878H1 


707 


968 


19 


238703.2.dec 


5303446H1 


707 


952 


19 


238703.2.dec 


9985999 


709 


1074 


19 


238703.2.dec 


2913208H1 


709 


968 


19 


238703.2.dec 


9751597 


713 


979 


19 


238703.2.dec 


9760618 


713 


983 


19 


238703.2.dec 


4199245H1 


714 


980 


19 


238703.2.dec 


1341926F6 


716 


1236 


19 


238703.2.dec 


1338691 HI 


716 


996 


19 


238703.2.dec 


1341931H1 


716 


807 


19 


238703.2.dec 


1338791 HI 


716 


953 


19 


238703.2.dec 


2570052H1 


719 


921 


19 


238703.2.dec 


566771 9H1 


748 


998 


19 


238703.2.dec 


2724240H1 


749 


991 


19 


238703.2.dec 


4527637H1 


768 


1014 


19 


238703.2.dec 


1608241 HI 


772 


968 


19 


238703.2.dec 


3713108H1 


775 


1066 


19 


238703.2.dec 


2544621 HI 


785 


1027 


19 


238703.2.dec 


857987H1 


786 


1038 


19 


238703.2.dec 


4855630H1 


800 


1064 


19 


238703.2.dec 


15071 16H1 


799 


1019 


19 


238703.2.dec 


6011557H1 


815 


1086 


19 


238703.2.dec 


6011657H1 


815 


1082 


19 


238703.2.dec 


9918677 


816 


1097 


19 


238703.2.dec 


9824402 


816 


1160 


19 


238703.2.dec 


1896158H1 


825 


1075 


19 


238703.2.dec 


4361273H1 


825 


1068 


19 


238703.2.dec 


91044402 


826 


1151 


19 


238703.2.dec 


2506071 HI 


831 


1009 


19 


238703.2.dec 


2041150H1 


843 


1110 


19 


238703.2.dec 


2359650H1 


850 


1115 


19 


238703.2.dec 


1750967H1 


851 


1079 


19 


238703.2.dec 


9878583 


859 


1156 


19 


238703.2.dec 


4972424H1 


861 


1026 


19 


238703.2.dec 


1242092H1 


861 


995 


19 


238703.2.dec 


4608277H1 


865 


1122 


19 


238703.2.dec 


91524467 


867 


1026 


19 


238703.2.dec 


26961 78H1 


870 


1168 


19 


238703.2.dec 


169710H1 


874 


1107 


19 


238703.2.dec 


171492H1 


874 


1088 


19 


238703.2.dec 


3244540H1 


890 


1124 


19 


238703.2.dec 


889000R1 


890 


1456 


19 


238703.2.d c 


889000H1 


890 


1158 


19 


238703.2.d c 


2213805H1 


891 


1111 


19 


238703.2.dec 


7221 96H1 


893 


1153 


19 


238703.2.dec 


91383346 


895 


1331 


19 


238703.2.dec 


4546493H1 


901 


1162 


19 


238703.2.dec 


942202H1 


900 


1029 
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19 


238703.2.dec 


1314852H1 


901 


1144 


19 


238703.2.dec 


95526630 


1096 


1476 


19 


238703.2.dec 


2508937H1 


901 


1120 


19 


238703.2.dec 


91614392 


1094 


1441 


19 


238703.2,dec 


1548794H1 


902 


1104 


19 


238703.2.dec 


24481 15T6 


1098 


1431 


19 


238703.2.dec 


1734650H1 


903 


1123 


19 


238703.2.dec 


5683758H1 


1102 


1337 


19 


238703.2.dec 


1 00621 9H1 


908 


1135 


19 


238703.2.dec 


93754298 


1110 


1473 


19 


238703.2.dec 


2042824H1 


911 


1055 


19 


238703.2.dec 


5924675H1 


1113 


1398 


19 


238703.2.dec 


5714657H1 


919 


1192 


19 


238703.2.dec 


91761859 


1117 


1463 


19 


238703.2.dec 


941045R1 


934 


1443 


19 


238703.2.dec 


9831652 


1122 


1489 


19 


238703.2.dec 


941045H1 


934 


1232 


19 


238703.2.dec 


93988454 


1122 


1476 


19 


238703.2.dec 


225305H1 


950 


1126 


19 


238703.2.dec 


91141926 


1124 


1471 


19 


238703.2.dec 


225305R1 


950 


1471 


19 


238703.2.dec 


91615980 


1127 


1479 


19 


238703.2.dec 


6269825H1 


950 


1470 


19 


238703.2.dec 


93280478 


1124 


1474 


19 


238703.2.dec 


3097424H1 


960 


1256 


19 


238703.2.dec 


93400360 


1128 


1478 


19 


238703.2.dec 


60241 4H1 


960 


1032 


19 


238703.2.dec 


91801195 


1124 


1441 


19 


238703.2.dec 


463531 3H1 


962 


1205 


19 


238703.2.dec 


2400926H1 


1126 


1334 


19 


238703.2.dec 


559751 9H1 


964 


1155 


19 


238703.2.dec 


94853169 


1129 


1476 


19 


238703.2.dec 


1688380H1 


969 


1193 


19 


238703.2.dec 


92913692 


1129 


1475 


19 


238703.2.dec 


1688Q27H1 


969 


1181 


19 


238703.2.dec 


94900876 


1135 


1471 


19 


238703.2.dec 


4800888H1 


969 


1216 


19 


238703.2.dec 


9653486 


1138 


1425 


19 


238703.2.dec 


4800701 HI 


925 


1181 


19 


238703.2.dec 


9518075 


1133 


1471 


19 


238703.2.dec 


4321584H1 


976 


1248 


19 


238703.2.dec 


93174834 


1137 


1470 


19 


238703.2.dec 


1754493H1 


978 


1203 


19 


238703.2.dec 


9819357 


1139 


1472 


19 


238703.2.dec 


892038H1 


991 


1110 


19 


238703.2.dec 


95177747 


1144 


1475 


19 


238703.2.dec 


1317383H1 


995 


1236 


19 


238703.2.dec 


8891 48H1 


1145 


1283 


19 


238703.2.dec 


41 87641 HI 


1001 


1266 


19 


238703.2.dec 


2345333H1 


1150 


1406 


19 


238703.2.dec 


93181350 


1001 


1471 


19 


238703.2.dec 


93240653 


1157 


1479 


19 


238703.2.dec 


92434396 


1001 


1448 


19 


238703.2.dec 


93240758 


1157 


1479 


19 


238703.2.dec 


91330862 


1008 


1481 


19 


238703.2.dec 


92942603 


1162 


1471 


19 


238703.2.dec 


94486259 


1007 


1405 


19 


238703.2.dec 


91761875 


1162 


1475 


19 


238703.2.dec 


4663892H1 


1007 


1243 


19 


238703.2.dec 


653961 4H1 


1166 


1471 


19 


238703.2.dec 


6324675H1 


1011 


1308 


19 


238703.2.dec 


92056722 


1166 


1481 


19 


238703.2.dec 


92216083 


1014 


1471 


19 


238703.2.dec 


5271589H1 


1170 


1406 


19 


238703.2.dec 


94486257 


1017 


1475 


19 


238703.2.dec 


9857757 


1168 


1449 


19 


238703.2.dec 


g5637989 


1020 


1482 


19 


238703.2.dec 


93919555 


1169 


1585 


19 


238703.2.dec 


g4005327 


1020 


1472 


19 


238703.2.dec 


9878530 


1173 


1473 


19 


238703.2.dec 


4552389H1 


1018 


1137 


19 


238703.2.dec 


9517836 


1173 


1471 


19 


238703.2.dec 


204691 3H1 


1024 


1166 


19 


238703.2.dec 


5941977H1 


1174 


1447 


19 


238703.2.dec 


1380073H1 


1031 


1294 


19 


238703.2.dec 


93931604 


1208 


1478 


19 


238703.2.dec 


93601039 


1029 


1472 


19 


238703.2.dec 


1865544T6 


1208 


1433 


19 


238703.2.dec 


93595709 


1030 


1477 


19 


238703.2.dec 


92957926 


1221 


1474 


19 


238703.2.dec 


g2783614 


1032 


1475 


19 


238703.2.dec 


9768855 


1222 


1475 


19 


238703.2.dec 


93601297 


1034 


1477 


19 


238703.2.dec 


9690945 


1225 


1473 


19 


238703.2.dec 


93840409 


1037 


1481 


19 


238703.2.dec 


9890047 


1234 


1471 


19 


238703.2.dec 


93446295 


1046 


1475 


19 


238703.2.dec 


95636513 


1235 


1476 


19 


238703.2.dec 


91721081 


1047 


1476 


19 


238703.2.dec 


9504660 


1244 


1478 


19 


238703.2.dec 


92873475 


1044 


1471 


19 


238703.2.dec 


91055807 


1249 


1470 


19 


238703.2.dec 


419939F1 


1053 


1475 


19 


238703.2.dec 


9884483 


1251 


1464 
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24 


207 


21 


236099.4.dec 


6549766H1 


25 


620 


21 


236099.4.dec 


3566591 HI 


25 


264 


21 


236099.4.dec 


1389095H1 


25 


250 


21 


236099.4.dec 


6008955H1 


27 


309 


21 


236099.4.dec 


2070696H1 


27 


260 


21 


236099.4.dec 


3746033H1 


30 


283 


21 


236099.4.dec 


3586436H1 


29 


222 


21 


236099.4.dec 


3750032H1 


30 


303 


21 


236099.4.dec 


2818544H1 


33 


327 


21 


236099.4.dec 


4762420H1 


33 


291 


21 


236099.4.dec 


2655186H1 


37 


328 


21 


236099.4.dec 


258736H1 


39 


131 


21 


236099.4.dec 


945328H1 


42 


312 


21 


236099.4.dec 


238507R1 


45 


535 


21 


236099.4.dec 


3219002H1 


44 


336 


21 


236099.4.dec 


3808753H1 


47 


351 


21 


236099.4.dec 


1388805H1 


47 


293 


21 


236099.4.dec 


5421 931 HI 


48 


300 


21 


236099.4.dec 


238507H1 


46 


275 


21 


236099.4.dec 


1003290H1 


48 


274 


21 


236099.4.dec 


2698971 HI 


48 


261 


21 


236099.4.dec 


3148652H1 


48 


338 


21 


236099.4.dec 


289351 3H1 


51 


325 


21 


236099.4.dec 


5095847H1 


54 


320 


21 


236099.4.dec 


6125638H1 


53 


536 


21 


236099.4.dec 


2457030H1 


53 


283 


21 


236099.4.dec 


3535276H1 


54 


344 


21 


236099.4.dec 


3590255H1 


54 


320 


21 


236099.4.dec 


61 19241 HI 


65 


406 


21 


236099.4.dec 


6125460H1 


65 


464 


21 


236099.4.dec 


6119192H1 


65 


626 


21 


236099.4.dec 


4194343H1 


73 


374 


21 


236099.4.dec 


4158894H1 


94 


350 


21 


236099.4.dec 


9389440 


144 


513 


21 


236099.4.dec 


9570803 


175 


522 


21 


236099.4.dec 


9673306 


175 


488 


21 


236099.4.dec 


4908387H1 


180 


442 


21 


236099.4.dec 


641175H1 


225 


469 


21 


236099.4.dec 


3790670H1 


278 


569 


21 


236099.4.dec 


526841 6H1 


316 


569 


21 


236099.4.dec 


3589959H1 


375 


703 


21 


236099.4.dec 


41 90221 HI 


397 


676 


21 


236099.4.dec 


3967058H1 


408 


691 


21 


236099.4.dec 


1427256F6 


502 


1075 


21 


236099.4.dec 


1427256H1 


502 


737 


21 


236099.4.dec 


5386176H1 


528 


657 


21 


236099.4.dec 


1718014H1 


655 


897 


21 


236099.4.dec 


4010711 HI 


678 


949 


21 


236099.4.dec 


6542821 HI 


777 


1331 


21 


236099.4.dec 


5492621 HI 


894 


1166 


21 


236099.4.dec 


5492721 HI 


894 


1164 


21 


236099.4.dec 


6256961 HI 


910 


1160 


21 


236099.4.dec 


5979837H1 


946 


1230 


21 


236099.4.dec 


5273408H1 


983 


1239 


21 


236099.4.dec 


31 63001 HI 


994 


1276 


21 


236099.4.dec 


92032366 


994 


1273 


21 


236099.4.dec 


6308691 HI 


1006 


1558 


21 


236099.4.dec 


92743130 


1035 


1393 


21 


236099.4.dec 


5554939H1 


1061 


1304 


21 


236099.4.dec 


1427256T6 


1088 


1660 


21 


236099.4.dec 


5224984H1 


1093 


1335 


21 


236099.4.dec 


5560308H1 


1096 


1332 



cont. 



21 


236099.4.dec 


3251609F6 


1097 


1514 


21 


236099.4.d c 


3251609H1 


1097 


1401 


21 


236099.4.dec 


5865657H1 


1100 


1367 


21 


236099.4.d c 


2512120T6 


1105 


1670 


21 


236099.4.d c 


5744630H1 


1113 


1381 


21 


236099.4.dec 


92161810 


1118 


1554 


21 


236099.4.dec 


1600162H1 


1137 


1343 


21 


236099.4.dec 


5605484H1 


1156 


1430 


21 


236099.4.dec 


92027235 


1171 


1452 


21 


236099.4.dec 


5314568H1 


1213 


1433 


21 


236099.4.dec 


94260562 


1231 


1706 


21 


236099.4.dec 


4180560T8 


1232 


1685 


21 


236099.4.dec 


92539107 


1236 


1709 


21 


236099.4.dec 


3805461 HI 


1240 


1547 


21 


236099.4.dec 


92566268 


1240 


1708 


21 


236099.4.dec 


94982919 


1239 


1703 


21 


236099.4.dec 


2411813H1 


1243 


1484 


21 


236099.4.dec 


5302238H2 


1247 


1500 


21 


236099.4.dec 


93417716 


1248 


1706 


21 


236099.4.dec 


94311838 


1248 


1710 


21 


236099.4.dec 


94085716 


1248 


1628 


21 


236099.4.dec 


1926463R6 


1249 


1595 


21 


236099.4.dec 


6375524H1 


1249 


1545 


21 


236099.4.dec 


91404330 


1248 


1691 


21 


236099.4.dec 


1926463T6 


1249 


1661 


21 


236099.4.dec 


1802927T6 


1250 


1657 


21 


236099.4.dec 


1926463H1 


1249 


1463 


21 


236099.4.dec 


92194686 


1251 


1505 


21 


236099.4.dec 


92194934 


1251 


1444 


21 


236099.4.dec 


4058927H1 


1256 


1530 


21 


236099.4.dec 


95636939 


1256 


1706 


21 


236099.4.dec 


772821 HI 


1263 


1474 


21 


236099.4.dec 


238507F1 


1272 


1699 


21 


236099.4.dec 


223991 0H1 


1275 


1483 


21 


236099.4.dec 


2603359T6 


1280 


1669 


21 


236099.4.dec 


92080682 


1286 


1711 


21 


236099.4.dec 


4602424T6 


1289 


1665 


21 


236099.4.dec 


6106532H1 


1292 


1631 


21 


236099.4.dec 


94261108 


1296 


1706 


21 


236099.4.dec 


94223524 


1298 


1706 


21 


236099.4.dec 


94109832 


1300 


1706 


21 


236099.4.dec 


1622240T6 


1301 


1667 


21 


236099.4.dec 


92161667 


1311 


1709 


21 


236099.4.dec 


93432780 


1309 


1706 


21 


236099.4.dec 


92350629 


1312 


1706 


21 


236099.4.dec 


93898751 


1316 


1706 


21 


236099.4.dec 


94524466 


1319 


1699 


21 


236099.4.dec 


95177660 


1319 


1696 


21 


236099.4.dec 


4842322H1 


1321 


1602 


21 


236099.4,dec 


92194974 


1322 


1699 


21 


236099.4.dec 


5486490H1 


1324 


1599 


21 


236099.4.dec 


93015825 


1347 


1712 


21 


236099.4.dec 


4402183H1 


1356 


1611 


21 


236099.4.dec 


95674364 


1357 


1707 


21 


236099.4.dec 


94153286 


1360 


1699 


21 


236099.4.dec 


3411727H1 


1368 


1626 


21 


236099.4.dec 


92194722 


1381 


1699 


21 


236099.4.dec 


94853341 


1391 


1706 


21 


236099.4.dec 


94111480 


1401 


1707 


21 


236099.4.dec 


95234565 


1403 


1705 


21 


236099.4.dec 


501997H1 


1406 


1617 


21 


236099.4.dec 


6350508H2 


1409 


1706 


21 


236099.4.d c 


6366728H1 


1415 


1682 


21 


236099.4.dec 


92715316 


1418 


1706 


21 


236099.4.dec 


2365285H1 


1433 


1661 


21 


236099.4.dec 


23651 14H1 


1433 


1660 


21 


236099.4.dec 


2686807H1 


1439 


1699 


21 


236099.4.dec 


3168773H1 


1441 


1705 
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21 


236099.4.d c 


g1 389204 


1442 


1850 


24 


466521 .6.dec 


4550289H1 


1 


249 


21 


236099.4.dec 


g1 626758 


1468 


1650 


24 


466521 .6.dec 


6141654H1 


1 


262 


21 


236099.4.d6C 


275021 5H1 


1486 


1695 


24 


466521 .6.d c 


2345057F6 


3 


409 


21 


236099.4.dec 


3950250H1 


1492 


1680 


24 


466521 .6.dec 


91068909 


8 


332 


21 


236099.4.dec 


93842605 


1498 


1699 


24 


466521. 6.dec 


4092590H1 


8 


270 


21 


236099.4.dec 


92705688 


1503 


1983 


24 


466521 .6.d c 


3636049H1 


9 


209 


21 


236099.4.dec 


93191411 


1505 


1706 


24 


466521 .6.dec 


4951479H2 


10 


276 


21 


236099.4.dec 


g1 990989 


1508 


1706 


24 


466521 .6.dec 


584361 9H1 


10 


243 


21 


236099.4.dec 


94201 8H1 


1513 


1706 


24 


466521 .6.dec 


922794H1 


12 


329 


21 


236099,4.dec 


94201 8T1 


1513 


1668 


24 


466521 .6.dec 


3880786H1 


12 


289 


21 


236099.4.dec 


94201 8R1 


1513 


1706 


24 


466521 .6.dec 


6254666H1 


16 


266 


21 


236099.4.dec 


6409055H1 


1519 


1725 


24 


466521 .6.dec 


4399286H1 


19 


284 


21 


236099.4.dec 


1377067F1 


1531 


1711 


24 


466521 .6.dec 


92008042 


20 


329 


21 


236099.4.dec 


4784982H2 


1532 


1699 


24 


466521 .6.dec 


4746824H2 


29 


312 


21 


236099.4.dec 


92539580 


1535 


1699 


24 


466521 .6.dec 


737364H1 


30 


269 


21 


236099.4.dec 


92782664 


1559 


1930 


24 


466521 .e.dec 


3439046H1 


38 


216 


21 


236099.4.dec 


94567742 


1581 


1706 


24 


466521 .6.dec 


3359046H1 


48 


307 


21 


236099.4.dec 


2151758H1 


1585 


1857 


24 


466521 .6.dec 


1051 01 HI 


49 


249 


21 


236099.4.dec 


1733668H1 


1588 


1706 


24 


466521 .6.dec 


4976429H1 


51 


309 


21 


236099.4.dec 


1733668F6 


1588 


1706 


24 


466521 .6.dec 


2345057TS 


295 


796 


21 


236099.4.dec 


92816105 


1602 


1992 


24 


466521 .S.dec 


3871819T6 


447 


799 


21 


236099.4.dec 


91391414 


1627 


1983 


24 


466521. S.dec 


4839970H1 


451 


736 


21 


236099.4.dec 


5028373H1 


1634 


1699 


24 


466521 .6.dec 


3358415H1 


491 


764 


21 


236099.4.dec 


91404224 


1635 


1983 


24 


466521 .S.dec 


5549503H1 


493 


739 


21 


236099.4.dec 


gS62487 


1682 


1983 


24 


466521 .S.dec 


5549567H1 


495 


732 


21 


236099.4.dec 


9670491 


1701 


1983 


24 


466521 .S.dec 


905771 HI 


496 


598 


21 


236099.4.dec 


501104H1 


1782 


1975 


24 


466521 .6.dec 


1208881 HI 


649 


834 


22 


350875.2.dec 


3338230H1 


1 


201 


24 


466521 .6.dec 


1 208881 R1 


649 


834 


22 


350875.2.dec 


26914SH1 


1 


308 


24 


466521 .6.dec 


1208881T1 


649 


797 


22 


350875.2.dec 


3641204H1 


8 


222 


24 


466521 .S.dec 


2535788H1 


690 


834 


22 


350875.2.dec 


2324423R6 


15 


473 


24 


466521 .6.dec 


2424602H1 


690 


834 


22 


350875.2.dec 


2324423H1 


15 


234 


24 


466521 .6.dec 


3133389H1 


690 


834 


22 


350875.2.dec 


9391 29R1 


19 


366 


24 


466521 .6.dec 


5154535H1 


690 


834 


22 


350875.2.dec 


6272936H1 


20 


465 


24 


466521 .6.dec 


5027483H1 


704 


834 


22 


350875.2.dec 


9391 29T1 


19 


424 


24 


466521 .6.dec 


5027393H1 


704 


834 


22 


350875.2.dec 


939129H1 


19 


190 


24 


466521 .6.dec 


2501570H1 


719 


834 


22 


350875.2.dec 


1387573H1 


22 


234 


24 


466521 .6.dec 


2493474H1 


719 


834 


22 


350875.2.dec 


1 38831 8H1 


22 


150 


24 


466521 .6.dec 


3729233T1 


732 


792 


22 


350875.2.dec 


3535330H1 


26 


330 


24 


466521 .6.dec 


3729291 T1 


732 


792 


22 


350875.2.d6C 


g1 995966 


32 


344 


24 


466521 .S.dec 


3729261 T1 


732 


792 


22 


350875.2.dec 


91138500 


44 


344 


24 


466521 .e.dec 


2058270H1 


738 


974 


22 


350875.2.dec 


94622245 


54 


467 


24 


466521 .6.dec 


3729264H1 


739 


834 


22 


350875.2,dec 


3852439H1 


56 


329 


24 


466521 .6.dec 


5261576H1 


746 


822 


22 


350875.2.dec 


2432882H1 


90 


319 


24 


466521 .e.dec 


92619476 


749 


834 


22 


350875.2.dec 


4790250H1 


273 


536 


24 


466521 .e.dec 


92955142 


752 


834 


22 


350875.2.dec 


2207794F6 


466 


1028 


24 


466521. S.dec 


9381 80R1 


769 


834 


22 


350875.2.dec 


2207794H1 


466 


735 


25 


474522.8.dec 


1702155H1 


489 


702 


22 


350875.2.dec 


4112486H1 


577 


842 


25 


474522.8.dec 


799262H1 


505 


754 


22 


350875.2.dec 


5095324H1 


824 


1085 


25 


474522.8.dec 


6160402H1 


526 


826 


23 


466521. S.dec 


066981 HI 


1 


184 


25 


474522.8.dec 


91971042 


537 


818 


23 


466521 .S.dec 


792784R1 


25 


620 


25 


474522.8,dec 


6023644H1 


583 


857 


23 


466521 .5.dec 


792784H1 


25 


258 


25 


474522.8.dec 


631782H1 


614 


915 


23 


466521 .5.dec 


91389437 


111 


529 


25 


474522.8.dec 


2201893H1 


619 


846 


23 


466521 .5.dec 


4999811 HI 


127 


416 


25 


474522.8.dec 


243791 9H1 


621 


856 


23 


466521 .S.dec 


4999820H1 


128 


415 


25 


474522.8.dec 


3645543H1 


625 


902 


23 


466521 .5.dec 


4999825H1 


128 


415 


25 


474522.8.dec 


92195711 


633 


928 


23 


466521 .5.dec 


6045673H1 


144 


618 


25 


474522.8.dec 


343551 7H1 


644 


888 


23 


466521 .5.dec 


6045673J1 


144 


618 


25 


474522.8.dec 


91525870 


643 


1018 


23 


466521 .5.dec 


4550289T1 


175 


676 


25 


474522.8.dec 


961248H1 


665 


810 


23 


466521 .5.dec 


066981 T6 


225 


673 


25 


474522.8.dec 


825000R1 


678 


1222 


23 


466521 .5.dec 


14S7775H1 


272 


523 


25 


474522.8.dec 


825000H1 


678 


976 


23 


466521 .S.dec 


93595167 


273 


721 


25 


474522.8.d c 


9783187 


690 


904 


23 


466521 .S.dec 


93678473 


341 


719 


25 


474522.8.dec 


1 80561 5H1 


690 


956 


23 


466521 .S.dec 


93076927 


374 


710 


25 


474522.8.dec 


4287472H1 


691 


887 


23 


466521 .S.dec 


91395834 


382 


713 


25 


474522.8.d c 


3108601H1 


693 


863 


23 


466521. S.dec 


92955287 


388 


712 


25 


474522.8.dec 


6060467H1 


700 


1291 


24 


466S21 .S.dec 


234S057H1 


3 


257 


25 


474522.8.dec 


6264353H1 


708 


1290 


24 


466521. 6.dec 


478822SH1 


1 


213 


25 


474522.8.dec 


4246633H1 


707 


986 



80 
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Table 



25 


474522.8.dec 


4540246H1 


733 


907 


25 


474522.8.dec 


585571 7H1 


744 


1027 


25 


474522.8.dec 


2916788H1 


766 


1032 


25 


474522.8.dec 


5575857H1 


765 


958 


25 


474522.8.dec 


6132989H1 


778 


992 


25 


474522.8.dec 


g1 509952 


781 


970 


25 


474522.8.dec 


1358904T6 


829 


1408 


25 


474522.8.dec 


1643034F6 


837 


1404 


25 


474522.8.dec 


1643034H1 


837 


1062 


25 


474522.8.dec 


3013573H1 


847 


1131 


25 


474522.8.dec 


3683622H1 


851 


1148 


25 


474522.8.dec 


1623584H1 


849 


1068 


25 


474522.8-dec 


1972573H1 


852 


1119 


25 


474522.8.dec 


6304864H1 


853 


1418 


25 


474522.8.dec 


1346231 HI 


855 


1069 


25 


474522.8.dec 


1489583H1 


869 


1130 


25 


474522.8.dec 


2479657H1 


884 


1058 


25 


474522.8.dec 


4862486H1 


891 


1130 


25 


474522.8.dec 


5017477H1 


901 


1178 


25 


474522.8.dec 


45971 09H1 


926 


1192 


25 


474522.8.dec 


6315056H1 . 


930 


1471 


25 


474522.8.dec 


2756593H1 


949 


1222 


25 


474522.8.dec 


6022083H1 


964 


1261 


25 


474522.8.dec 


5928280H1 


1009 


1286 


25 


474522.8.dec 


6308430H1 


1011 


1471 


25 


474522.8.dec 


3190055H1 


1012 


1362 


25 


474522.8.dec 


3121273H1 


1014 


1306 


25 


474522.8.dec 


361024H1 


1016 


1123 


25 


474522.8.dec 


539721 HI 


1029 


1240 


25 


474522.8.dec 


6304964H1 


1033 


1418 


25 


474522.8.dec 


12271 19H1 


1052 


1287 


25 


474522.8.dec 


3498511 HI 


1067 


1352 


25 


474522.8.dec 


4200646H1 


1066 


1383 


25 


474522.8.dec 


4369401 HI 


1102 


1361 


25 


474522.8.dec 


3659596H1 


1143 


1365 


25 


474522.8.dec 


6569540H1 


458 


994 


25 


474522.8.dec 


6099933H1 


471 


752 


25 


474522.8.dec 


4910822H2 


165 


434 


25 


474522.8.dec 


3433764H1 


169 


424 


25 


474522.8.dec 


2105157H1 


189 


341 


25 


474522.8.dec 


5710431 H2 


189 


398 


25 


474522.8.dec 


2082339H1 


195 


435 


25 


474522.8.dec 


3447905H1 


196 


433 


25 


474522.8.dec 


4637623H1 


200 


438 


25 


474522.8.dec 


4977240H1 


222 


484 


25 


474522.8.dec 


1512480H1 


242 


431 


25 


474522.8.dec 


550275H1 


255 


477 


25 


474522.8.dec 


67861 7H1 


301 


540 


25 


474522.8.dec 


2441444H1 


353 


561 


25 


474522.8.dec 


4701793H1 


375 


600 


25 


474522.8.dec 


5219121H1 


447 


687 


25 


474522.8.dec 


g21 80336 


378 


799 


25 


474522.8.dec 


4545853H1 


402 


642 


25 


474522.8.dec 


4768970H1 


403 


658 


25 


474522.8.dec 


2277358H1 


406 


689 


25 


474522.8.dec 


3642630H1 


163 


458 


25 


474522.8.dec 


2497236H1 


16 


330 


25 


474522.8.dec 


5862690H1 


23 


284 


25 


474522.8.dec 


g3785848 


60 


276 


25 


474522.8.dec 


g3144117 


60 


434 


25 


474522.8.dec 


g2809679 


60 


412 


25 


474522.8.dec 


g1 691 199 


60 


409 


25 


474522.8.dec 


g21 83371 


60 


395 


25 


474522.8.dec 


g3870546 


60 


369 


25 


474522.8.dec 


9795882 


59 


322 


25 


474522.8.dec 


g3181844 


60 


244 


25 


474522.8.dec 


6383954H1 


65 


338 


25 


474522.8.dec 


92880771 


66 


363 
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25 


474522.8.dec 
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25 


A ^ A COO O -■ - - 
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93923493 


1 
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25 
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1 
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0397326H1 
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25 


A"^ A coo O -J _ 
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95395341 


12 


454 


25 


474522.8.dec 
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2497236F6 


16 


475 


oc 

25 
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474522.8.dec 


O A A^AAAg*^ 

2497236F7 


16 


365 


26 


23i583.3.aec 


_A AAA A A A 

92898638 


900 


1195 


26 


231583.3.dec 


- 4 OP A A ^ A 

9 1858640 


907 


1261 


26 


231583.3.dec 


92178431 


957 


1107 


26 


231 583.3.dec 


AAAAAAI 

210029H1 


959 


1220 


26 


2315B3.3.dec 


92934558 


965 


1256 


26 


AA4 P A A A 1 

231583.3.dec 


91887594 


966 


1261 


26 


A A 4 P A A A _l 

231 583.3.dec 


93085821 


988 


1263 


26 
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231583.3.dec 


^ A A^^ ^ A 

g 1897746 


995 


1256 


26 


OA 4 PAA A 

231583.3.dec 


AA^ AAA4 

92816961 


1051 


1261 


26 


231 583.3.dec 


3867687H1 


1057 


1263 


26 


231 583.3.dec 


94997299 


1059 


1256 


26 


A A 4 PAA A -* - - 

231 583.3.dec 


^ ^ ^ A AAA 

94148290 


1070 


1191 


26 


231583.3.dec 


93434343 


1085 


1349 


26 


231583.3.dec 


94453294 


1086 


1174 


26 


231583.3.dec 


973421 6 


1089 


1354 


26 


231583.3.dec 


g1 220041 


1154 


1261 


26 


A A ^ P A A A ^ 

231583.3.dec 


92742647 


1165 


1261 


26 


2315B3.3.dec 


2605033H1 


1170 


1261 


26 


231583.3.dec 


9734313 


97 


379 


26 


231583.3.dec 


340084dH1 


96 


306 


26 


231583.3.dec 


2967782H1 


97 


401 


26 


AA4PAA A _l 

231583.3.dec 


91874192 


86 


540 


26 


231583.3.dec 


91967035 


93 


558 


26 


OA^^AA A _1 

231583.3.dec 


4979528H1 


93 


369 


26 


231583.3.dec 


1867796H1 


94 


391 


26 


231583.3.dec 


4382333H1 


94 


353 


26 


231583.3.dec 


92178487 


95 


586 


26 


#«A^ ^AA A ^ 

231583.3.dec 


91858689 


97 


489 


26 


AArf i^AA A _i ^ ^ 

231583.3.dec 


_^%#%0 A A A 

92963667 


887 


1261 


26 


231583.3.dec 


4531 67R6 


784 


1182 


26 


AA << P A A A -< - - 

231583.3.dec 


4531 67R7 


784 


1106 


26 


231583.3.dec 


4531 67H1 


784 


1110 


26 


2315d3.3.dec 


93884631 


799 


942 


26 


OA 4 P A A A — 1 

231583.3.dec 


93308494 


819 


1256 


26 


231583.3.dec 


4777585H1 


831 


921 


26 


231 583.3.dec 


92901343 


837 


1270 


26 


OO A POO A -1 - - 

231583.3.dec 


AAA AAA A^*A 

2839060T6 


839 


1358 


26 


231583.3.dec 


4531 67T7 


842 


1224 


26 


231 583.3.dec 


92816574 


848 


1112 


26 


AA4PAA A - - 

231583.3.dec 


3452837H1 


849 


899 


26 


AA4 ^AA A 1 

231583.3.dec 


2698055H1 


863 


1179 


26 


AA4 POA A -1 - - 

231583.3.dec 


- ^ AA A^ A A 

g4988189 


867 


1264 


26 


OA^ f>AA A ^ 

231583.3.dec 


1 74071 4T6 


875 


1210 


28 


231583.3.dec 


3794634H1 


136 


418 


26 


AA^^AA A -» . 

231583.3.dec 


1420279H1 


171 


439 


26 


231583.3.dec 


2967782 F6 


97 


607 


26 


231583.3.dec 


3296842H1 


98 


362 


26 


231583.3.dec 


4551367H1 


108 


354 


26 


231583.3.dec 


2608335F6 


108 


417 


do 
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1 OOO.O.U6C 
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26 


231583.3.dec 


361 7251 HI 


109 


253 


26 


231583.3.dec 


35851 68H1 


117 


304 


26 


231583.3.dec 


g1637120 


114 


455 


26 


231583.3.dec 


4664167H1 


899 


1122 


26 


231583.3.dec 


94003920 


783 


1181 
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26 


231583.3.dec 


2644845H1 


298 


545 


27 


215051.5.d c 


1 90981 3F6 


982 


1566 


26 


231583.3.dec 


6343202H1 


497 


629 


27 


215051.5.d c 


1 90981 3H1 


982 


1219 


26 


231583.3.dec 


3480411 HI 


527 


700 


27 


215051.5.dec 


4541904H1 


986 


1251 


26 


231583.3.dec 


91558633 


538 


923 


27 


215051.5.dec 


51 54081 HI 


1013 


1265 


26 


231583.3.dec 


g1 198005 


591 


735 


27 


215061.5.d c 


5951978H1 


1040 


1351 


26 


231583.3.dec 


3718477H1 


621 


925 


27 


215051.5.dec 


594781 3H1 


1040 


1309 


26 


231583.3.dec 


1 74071 4R6 


672 


1076 


27 


215051.5.dec 


91757881 


1045 


1298 


26 


231583.3.dec 


1740714H1 


672 


900 


27 


215051.5.dec 


4948780H1 


1054 


1328 


26 


231583.3.dec 


5264374H1 


693 


945 


27 


215051,5.dec 


1704449H1 


1069 


1277 


26 


231583.3.dec 


3799139H1 


694 


985 


27 


215051.5.dec 


3449928H1 


1082 


1178 


26 


231583.3.dec 


1944836T6 


702 


1220 


27 


215051.5.dec 


2549369H1 


1083 


1324 


26 


231583.3.dec 


5183988H1 


716 


985 


27 


215051.5.dec 


5714690H1 


1102 


1369 


26 


231583.3.dec 


2784085T6 


722 


1223 


27 


215051.5.dec 


1855956F6 


1105 


1660 


26 


231583.3.dec 


2967782T6 


733 


1356 


27 


215051.5.dec 


1855956H1 


1105 


1379 


26 


231583.3.dec 


2993057H1 


755 


1011 


27 


215051.5.dec 


1644551 HI 


1114 


1327 


26 


231583.3.dec 


4310330H1 


62 


257 


27 


215051.5.dec 


4461495H1 


1138 


1285 


26 


231583.3.dec 


3074962H1 


78 


355 


27 


215051.5.dec 


6483737H1 


1145 


1663 


26 


231583.3.dec 


g1 897911 


87 


535 


27 


215051.5.dec 


92218767 


1144 


1467 


26 


231583.3.dec 


92570924 


1 


1261 


27 


215051.5.dec 


1237358H1 


1144 


1353 


26 


231583.3.dec 


32091 57H1 


36 


306 


27 


215051.5.dec 


63481 33H1 


1166 


1389 


26 


231583.3.dec 


3206034H1 


61 


312 


27 


215051.5.dec 


504881 4H1 


1259 


1453 


27 


215051.5.dec 


606683H1 


1576 


1827 


27 


215051.5.dec 


94891899 


1271 


1673 


27 


215051.5.dec 


93330058 


1585 


1975 


27 


215051.5.dec 


1 86451 1F6 


1275 


1720 


27 


215051.5.dec 


92955828 


1586 


1971 


27 


215051.5.d8C 


186451 1H1 


1275 


1542 


27 


215051.5.dec 


916910T1 


1592 


1929 


27 


215051.5.dec 


4710136H1 


1286 


1373 


27 


215051.5.dec 


917301 HI 


1592 


1889 


27 


215051.5.dec 


4198162H1 


1288 


1514 


27 


215051.5.dec 


94435760 


1592 


1971 


27 


215051.5.dec 


92318976 


1294 


1592 


27 


215051.5.dec 


93919504 


1594 


1971 


27 


215051.5.dec 


1868512H1 


1301 


1575 


27 


215051.5.dec 


1890562T6 


1604 


1934 


27 


215051 .5.dec 


1868318H1 


1301 


1562 


27 


215051.5.dec 


92881509 


1608 


1971 


27 


215051.5.dec 


9779052 


1304 


1612 


27 


215051.5.dec 


92243514 


1642 


1972 


27 


215051.5.dec 


85371 0R1 


1323 


1874 


27 


215051.5.dec 


9518838 


1645 


1971 


27 


215051.5.dec 


85371 0H1 


1325 


1618 


27 


215051.5.dec 


9561494 


1647 


1971 


27 


215051.5.dec 


1855956T6 


1332 


1935 


27 


215O51.5.d0C 


701948H1 


1709 


1936 


27 


215051.5.dec 


4699841 T6 


1338 


1945 


27 


215051.5.dec 


1210895H1 


1709 


1953 


27 


215051.5.dec 


6514011 HI 


1351 


1646 


27 


215051.5.dec 


506634H1 


1718 


1957 


27 


215051.5.dec 


3519386H1 


1361 


1603 


27 


215051.5.dec 


408624H1 


1718 


1977 


27 


215051 .5.dec 


5851089H1 


1363 


1597 


27 


215051.5.dec 


961530R1 


1721 


1971 


27 


215051.5.dec 


4165079H1 


1373 


1647 


27 


215051.5.dec 


961530H1 


1721 


1971 


27 


215061.5.dec 


1301667T6 


1378 


1933 


27 


215051.5.dec 


961530T6 


1721 


1932 


27 


215051.5.dec 


2740792H1 


1382 


1628 


27 


215051.5.dec 


95541333 


1725 


1971 


27 


215051.5.dec 


1 48771 8H1 


1386 


1677 


27 


215051.5.dec 


9645106 


1736 


1971 


27 


215051.5.dec 


1890039T6 


1402 


1933 


27 


215051.5.dec 


240861 3H1 


1742 


1957 


27 


215051 .5.dec 


968062H1 


1407 


1590 


27 


215051.5.dec 


95590726 


1763 


1971 


27 


215051.5.dec 


1210132R2 


1410 


1836 


27 


215051.5.dec 


4664855H1 


1769 


1853 


27 


215051 .5.dec 


1210132H1 


1411 


1546 


27 


215051.5.dec 


3220755H1 


1773 


1971 


27 


215051.5.dec 


1216205H1 


1412 


1647 


27 


215051.5.dec 


94125199 


1784 


1973 


27 


215051.5.dec 


2220053T6 


1419 


1933 


27 


215051.5.dec 


4184491 HI 


1833 


1972 


27 


215051,5.dec 


1890562F6 


1426 


1820 


27 


215051.5.dec 


5710048H1 


1843 


1971 


27 


215051.5.dec 


1890562H1 


1426 


1685 


27 


215051.5.dec 


92432388 


1843 


1972 


27 


215051.5.dec 


2443839T6 


1434 


1935 


27 


215051.5.dec 


3932528H1 


1849 


1945 


27 


215051.5.dec 


1 90981 3T6 


1436 


1933 


27 


215051.5.dec 


94901062 


1854 


1980 


27 


215051.5.dec 


155483576 


1440 


1930 


27 


215051.5.dec 


91697934 


1896 


2147 


27 


215051.5.dec 


5267952H1 


1452 


1718 


27 


215051.5.dec 


92805404 


1920 


1971 


27 


215051.5.dec 


186451 1T6 


1477 


1937 


27 


215051 .5.dec 


3521103H1 


765 


959 


27 


215051.5.dec 


2666259H1 


1478 


1661 


27 


215051.5.dec 


734640H1 


765 


993 


27 


215051.5.dec 


9647230 


1480 


1771 


27 


215051.5.dec 


4329448H1 


856 


1084 


27 


215051.5.dec 


1548335H1 


1492 


1640 


27 


215051.5.dec 


4329250H1 


856 


997 


27 


215051.5.dec 


2311914H1 


1503 


1759 


27 


215051.S.dec 


5151583H1 


872 


1113 


27 


215051.5.dec 


57061 5R1 


1504 


1973 


27 


215051.5.dec 


1301667F6 


882 


1216 


27 


215051.5.dec 


57061 5H1 


1504 


1779 


27 


215051.5.dec 


1301667H1 


882 


1086 


27 


215051.5.dec 


548461 8H2 


1512 


1724 


27 


215051.5.dec 


92077260 


890 


1097 


27 


215051.5.dec 


92968010 


1511 


1971 


27 


215051.5.dec 


281291 OH 1 


916 


1110 


27 


215051.5.dec 


9756638 


1513 


1794 


27 


215051.5.dec 


2727542H1 


924 


1144 


27 


215051.5.dec 


862460R1 


1516 


1971 


27 


215051.5.dec 


3935367H1 


949 


1233 


27 


215051.5.dec 


862460T1 


1516 


1935 


27 


215051.5.dec 


6571129H1 


961 


1406 


27 


215051.5.dec 


862759H1 


1516 


1776 


27 


215051.5.dec 


1559441 HI 


962 


1170 


27 


215051.5.d c 


862460H1 


1516 


1769 


27 


215051.5.dec 


5674682H1 


977 


1245 


27 


215051.5.dec 


387840H1 


1520 


1692 
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27 


215051.5.dec 


gSI 12194 


1520 


1979 


27 


215051.5.dec 


520561 8H1 


1529 


1639 


27 


215051.5.dec 


g2705032 


1533 


1973 


27 


215051.5.dec 


g6057302 


1536 


1971 


27 


215051.5.dec 


5401923H1 


1537 


1782 


27 


215051 .5.dec 


§2805413 


1541 


1971 


27 


215051.5.dec 


94741110 


1548 


1973 


27 


215051.5.dec 


93962176 


1566 


1971 


27 


215051.5.dec 


3218687H1 


1 


269 


27 


215051.5.dec 


2985007H1 


3 


266 


27 


215051.5.dec 


3218687F6 


1 


508 


27 


215051.5,dec 


686080H1 


5 


246 


27 


215051.5.dec 


374441 5H1 


11 


310 


27 


215051.5.dec 


3742892H1 


10 


248 


27 


215051.5.dec 


2443839F6 


27 


475 


27 


215051.5.dec 


2443839H1 


27 


239 


27 


215051.5.dec 


3333490H1 


33 


291 


27 


215051.5.dec 


1554835H1 


54 


250 


27 


215051.5.dec 


2137635H1 


53 


261 


27 


215051.5.dec 


1554835F6 


54 


534 


27 


215051.5.dec 


3333365H1 


55 


317 


27 


215051.5.dec 


4346748H1 


139 


305 


27 


215051.5.dec 


4640737H1 


163 


441 


27 


215051 .5.dec 


341 8631 HI 


272 


425 


27 


215051. S.dec 


4103113H1 


275 


556 


27 


215051 .5.dec 


3529273H1 


387 


659 


27 


215051 .5.dec 


1 42801 5H1 


475 


675 


27 


215051 .5.dec 


92020323 


491 


855 


27 


215051.5.dec 


1890039F6 


492 


1001 


27 


215051.5.dec 


1890039H1 


492 


765 


27 


215051.5.dec 


1 88681 4H1 


492 


751 


27 


215051.5.dec 


3935045H1 


498 


778 


27 


215051.5.dec 


2507556H1 


508 


757 


27 


215051.5.dec 


4998065H1 


527 


816 


27 


215051.5.dec 


4890811 HI 


546 


830 


27 


215051.5.dec 


4889625H1 


546 


834 


27 


215051.5.dec 


4789725H1 


564 


765 


27 


215051.5.dec 


6483741 HI 


601 


1153 


27 


215051.5.dec 


751216H1 


629 


845 


27 


215051.5.dec 


1370005H1 


665 


913 


27 


215051.5.dec 


2220053F6 


675 


1131 


27 


215051.5.dec 


2220053H1 


675 


922 


27 


215051.5.dec 


4413488H1 


704 


960 


27 


215051.5.dec 


3239878H1 


720 


965 


28 


277726.5.dec 


92186495 


1 


366 


28 


277726.5.dec 


149323H1 


1 


222 


28 


277726.5.dec 


2490760H1 


43 


248 


28 


277726.5.dec 


59321 4H1 


116 


286 


28 


277726.5.dec 


9884003 


124 


522 


28 


277726.5.dec 


9776275 


126 


396 


28 


277726.5.dec 


6421082H1 


132 


665 


28 


277726.5.dec 


2548048H1 


132 


378 


28 


277726.5.dec 


6531 28H1 


133 


382 


28 


277726.5.dec 


4648641 HI 


138 


418 


28 


277726.5.dec 


369501 0H1 


139 


424 


28 


277726.5.dec 


4384281 HI 


142 


399 


28 


277726.5.dec 


6172392H1 


143 


419 


28 


277726.5.dec 


3317093H1 


144 


410 


28 


277726.5.dec 


6134663H1 


145 


414 


28 


277726.5.dec 


2292124H1 


146 


371 


28 


277726.5.dec 


4105061 HI 


150 


422 


28 


277726.5.dec 


1313441H1 


150 


396 


28 


27^26.5.dec 


3293982H1 


150 


393 


28 


277726.5.dec 


3740575F6 


157 


613 


28 


277726.5.dec 


2748094H1 


158 


384 


28 


277726.5.dec 


3740575H1 


159 


443 


28 


277726.5.dec 


1996357H1 


167 


442 


28 


277726.5.dec 


1996357R6 


168 


377 
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28 


277726.5.dec 


334921 7H1 


168 


338 


28 


277726.5.dec 


525355H1 


169 


427 


28 


277726.5.dec 


37261 18H1 


174 


461 


28 


277726.5.dec 


3726043H1 


174 


454 


28 


277726.6.dec 


91974900 


186 


396 


28 


277726.5.dec 


3506561 HI 


190 


504 


28 


277726.5.dec 


3237356H1 


190 


391 


28 


277726.5.dec 


334071 5H1 


191 


320 


28 


277726.5.dec 


6550846H1 


211 


793 


28 


277726.5.dec 


5000422H1 


232 


492 


28 


277726.5.dec 


92161713 


257 


467 


28 


277726.5.dec 


3322068H1 


272 


543 


28 


277726.5,dec 


2119348H1 


290 


558 


28 


277726.5.dec 


266381 6H1 


290 


539 


28 


277726.5.dec 


3691573H1 


301 


583 


28 


277726.5.dec 


1856677H1 


305 


577 


28 


277726.5.dec 


5573312H1 


391 


640 


28 


277726.5.dec 


260527H1 


420 


678 


28 


277726.5.dec 


260527R6 


420 


928 


28 


277726.5.dec 


3551771 HI 


436 


731 


28 


277726.5.dec 


3138453H1 


488 


778 


28 


277726.5.dec 


2941152H1 


493 


773 


28 


277726.5.dec 


9574777 


529 


777 


28 


277726.5.dec 


3271387H1 


571 


818 


28 


277726.5.dec 


623556H1 


586 


826 


28 


277726.5.dec 


4902769H1 


626 


899 


28 


277726.5.dec 


226551 4H1 


653 


897 


28 


277726.5.dec 


5404966H1 


659 


921 


28 


277726.5.dec 


5676873H1 


664 


862 


28 


277726.5.dec 


3620380H1 


668 


927 


28 


277726.5.dec 


4574641 HI 


678 


953 


28 


277726.5.dec 


1443082F6 


680 


1209 


28 


277726.5.dec 


1443082H1 


680 


971 


28 


277726.5,dec 


4091518H1 


690 


966 


28 


277726.5.dec 


4091719H1 


689 


801 


28 


277726.5.dec 


1302950H1 


694 


823 


28 


277726.5.dec 


4348931 HI 


702 


965 


28 


277726.5.dec 


92883339 


708 


1200 


28 


277726.5.dec 


1342352H1 


716 


927 


28 


27^26.5.dec 


2190179H1 


722 


993 


28 


277726.5.dec 


91186242 


724 


1005 


28 


277726.5.dec 


2854971 HI 


748 


1007 


28 


277726.5.dec 


4588632H1 


749 


995 


28 


277726.5.dec 


4043229H1 


778 


908 


28 


277726.5.dec 


1288222H1 


781 


1021 


28 


277726,5.dec 


5074476H1 


797 


1048 


28 


277726.5.dec 


6112094H1 


829 


1081 


28 


277726.5.dec 


9570683 


829 


1146 


28 


277726.5.dec 


1493174H1 


833 


1070 


28 


277726.5.dec 


3520394H1 


843 


1093 


28 


277726.5.dec 


2076038H1 


868 


1113 


28 


277726.5.dec 


5373295H1 


872 


1062 


28 


277726.5.dec 


9791313 


873 


1144 


28 


277726.5.dec 


92219744 


899 


976 


28 


277726.5.dec 


3322247H1 


907 


1173 


28 


277726.5.dec 


1494567H1 


912 


1144 


28 


277726.6.dec 


91141952 


923 


1274 


28 


277726.5.dec 


612082H1 


942 


1175 


28 


277726.5.dec 


4904840F6 


956 


1187 


28 


277726.5.dec 


4904740H1 


958 


1172 


28 


277726.5.dec 


3466368H1 


968 


1225 


28 


277726.5.dec 


447794H1 


1051 


1274 


28 


277726.5.dec 


453683H1 


1052 


1206 


28 


277726.5.dec 


3865781 HI 


1079 


1447 


28 


277726.5.dec 


91637299 


1093 


1374 


28 


277726.5.dec 


4338458H1 


1132 


1228 


29 


978637.1. dec 


483862R1 


1 


564 


29 


978637.1. dec 


483862R6 


1 


368 
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29 


978637.1. dec 


483862H1 


1 


197 


31 


29 


978637.1. dec 


286491 9H1 


1 


300 


31 


29 


978637.1. dec 


26931 86H1 


16 


250 


31 


29 


978637.1. dec 


2434044H1 


24 


230 


31 


29 


978637.1. dec 


268938H1 


33 


104 


31 


29 


978637.1. dec 


492316H1 


35 


264 


31 


29 


978637.1. dec 


485739H1 


50 


172 


31 


29 


978637.1. dec 


94301223 


81 


392 


31 


29 


978637.1. dec 


5622671 HI 


131 


371 


31 


29 


978637.1. dec 


2507216H1 


144 


387 


31 


29 


978637.1. dec 


6264736H1 


233 


650 


31 


29 


978637.1. dec 


071695H1 


257 


393 


31 


29 


978637.1. dec 


g1 7481 67 


300 


662 


31 


29 


978637.1. dec 


308241 6H1 


363 


665 


31 


30 


240518.12.dec 6410191H1 


189 


708 


31 


30 


240518.12.dec 2495029H1 


265 


585 


31 


30 


24051 8.1 2.dec 2615730H1 


266 


531 


31 


30 


240518.12.dec 5086273H1 


294 


540 


31 


30 


240518.12.dec 6516585H1 


1 


268 


31 


30 


240518.12.dec 2793780H1 


6 


180 


31 


30 


240518.12.dec 2793780F6 


10 


332 


31 


30 


240518.12.dec 5192419H1 


10 


174 


31 


30 


240518.12.dec 438431 3H1 


622 


805 


31 


30 


240518.12.dec 1257843H1 


625 


872 


31 


30 


240518.12.dec 6213295H1 


640 


922 


31 


30 


240518.12.dec 6213355H1 


640 


727 


31 


30 


240518.12.dec 2793780T6 


686 


1173 


31 


30 


240518.12.dec 4346945H1 


698 


945 


31 


30 


240518.12.dec 1603893H1 


750 


951 


31 


30 


240518.12.dec 4383368H1 


780 


957 


31 


30 


240518.12.dec 6076841 HI 


410 


705 


31 


30 


240518.12.dec 6408502H1 


419 


1012 


31 


30 


240518.12.dec 2324406H1 


431 


705 


31 


30 


240518.12.dec 6158981H1 


459 


690 


31 


30 


240518.12.dec 4575684H1 


510 


780 


31 


30 


240518.12.dec 4550371 T1 


594 


1131 


31 


30 


240518.1 2.dec 2748726H1 


598 


840 


31 


30 


240518.12.dec 2369731 HI 


537 


767 


31 


30 


240518.12.dec 1811008H1 


557 


816 


31 


30 


240518.12.dec 2423235H1 


585 


808 


31 


30 


240518.12.dec 1367447H1 


560 


783 


31 


31 


413231.8.dec 


9771103 


1 


322 


31 


31 


413231.8.dec 


6478368H1 


1 


436 


31 


31 


413231.8.dec 


g1 378948 


4 


170 


31 


31 


413231.8.dec 


6597249H1 


110 


647 


31 


31 


413231.adec 


5794471 HI 


2537 


2836 


31 


31 


413231.8.dec 


5784079H1 


2537 


2808 


31 


31 


413231.8.dec 


5789054H1 


2537 


2801 


31 


31 


413231.8.dec 


878831 R1 


1834 


2385 


31 


31 


413231.8.dec 


878831 HI 


1834 


2081 


31 


31 


413231 .8.dec 


5886741 HI 


1836 


2068 


31 


31 


413231 .8.dec 


5883403H1 


1835 


2065 


31 


31 


413231.8.dec 


5885270H1 


1835 


2028 


31 


31 


413231 .8.dec 


g2001307 


1899 


2219 


31 


31 


413231.8.dec 


990688H1 


1924 


2225 


31 


31 


413231.8.dec 


6538992H1 


1965 


2556 


31 


31 


413231.8.dec 


g1 024057 


1997 


2356 


31 


31 


413231.8.dec 


g2006123 


2041 


2484 


31 


31 


413231.8.dec 


g2205515 


2099 


2503 


31 


31 


413231.8.dec 


879803H1 


2122 


2345 


31 


31 


413231.8.dec 


1613405H1 


2122 


2324 


31 


31 


413231.8.dec 


1613405F6 


2122 


2561 


31 


31 


413231.8.dec 


5328147H1 


2158 


2405 


31 


31 


413231.8.dec 


5330251 HI 


2158 


2427 


31 


31 


413231.8.dec 


2285744H1 


2218 


2429 


31 


31 


413231.8.dec 


2154518H1 


2226 


2510 


31 


31 


413231.8.dec 


2271165H1 


2305 


2571 


31 


31 


413231.8.dec 


5685512H1 


2323 


2606 


31 
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413231.8.dec 


4596295H1 


2436 


2689 


413231.8.dec 


g3S72548 


2478 


2926 


413231.8.dec 


g4329251 


2483 


2932 


413231.8.dec 


853069H1 


2510 


2744 


413231.8.dec 


853069T1 


2510 


2892 


413231 .S.dec 


g2205939 


2512 


2926 


413231.8.dec 


2202369T6 


2515 


2890 


41 3231 .S.dec 


g1 47241 6 


1131 


1342 


413231.8.dec 


617734H1 


1136 


1399 


413231 .8.dec 


g4268510 


1145 


1424 


413231.8.dec 


g1 0231 92 


1154 


1464 


413231 .8.dec 


g1 023206 


1154 


1432 


413231.8.dec 


g3279813 


1180 


1426 


413231.8.dec 


151118H1 


1197 


1424 


413231.8.dec 


9765788 


1301 


1614 


413231.8.dec 


5385354H1 


1349 


1618 


413231.8.dec 


5901SS6H1 


1374 


1661 


41 3231 .S.dec 


3695547H1 


1376 


1645 


41 3231 .S.dec 


gS17350 


1397 


1749 


413231 .S.dec 


4S6S292H1 


1432 


1705 


41 3231 .S.dec 


3244978H1 


1445 


1685 


41 3231 .S.dec 


2202369F6 


1465 


1908 


41 3231 .S.dec 


2202369H1 


1465 


1728 


41 3231 .S.dec 


g4392149 


1493 


1894 


41 3231 .S.dec 


gS84549 


1552 


1858 


41 3231 .S.dec 


6261 831 H2 


1593 


1894 


41 3231 .S.dec 


3932979H1 


1713 


2006 


41 3231 .S.dec 


3256067H1 


1780 


2020 


41 3231 .S.dec 


91404342 


625 


1095 


413231.8.dec 


91472473 


625 


1040 


41 3231 .S.dec 


3440642H2 


764 


1077 


413231.S.dec 


9923488 


768 


1139 


413231.8.dec 


534S065H1 


808 


1062 


41 3231 .S.dec 


277S338H1 


875 


1099 


41 3231 .S.dec 


2061766T6 


881 


1382 


41 3231 .S.dec 


151118T6 


902 


1384 


413231 .S.dec 


763265H1 


905 


1135 


413231 .8.dec 


346399H1 


921 


1114 


413231 .S.dec 


34651 5H1 


921 


1138 


413231 .S.dec 


34651 5R6 


921 


1340 


413231 .S.dec 


2246263H1 


948 


1216 


413231 .S.dec 


93889095 


965 


1424 


41 3231 .S.dec 


94969522 


968 


1423 


413231.8.dec 


47S3029H1 


967 


1226 


413231.8.dec 


151118R6 


966 


1424 


41 3231 .S.dec 


5666039H1 




1226 


41 3231 .S.dec 


93644279 


1004 


1424 


41 3231 .S.dec 


94080222 


1034 


1426 


41 3231 .S.dec 


2061850T6 


1035 


1380 


41 3231 .S.dec 


93836212 


' 1046 


1429 


41 3231 .S.dec 


91404236 


1058 


1432 


41 3231 .S.dec 


1321333T6 


1069 


1375 


41 3231 .S.dec 


94087402 


1072 


1426 


41 3231 .S.dec 


1321340H1 


1076 


1328 


41 3231 .S.dec 


1321333F6 


1076 


1424 


41 3231 .S.dec 


3039505H1 


1083 


1346 


413231.8.dec 


91149424 


1090 


1424 


413231.8.dec 


6597349H1 


110 


637 


413231.8.dec 


397445SH1 


146 


406 


413231.S.dec 


3615019H1 


327 


624 


41 3231 .S.dec 


5101007H1 


328 


572 


41 3231 .S.dec 


2728285H1 


335 


582 


41 3231 .S.dec 


983374H1 


355 


641 


41 3231 .S.dec 


6368807H1 


362 


627 


41 3231 .S.dec 


4622254H1 


370 


555 


41 3231 .S.dec 


2382180H1 


373 


637 


41 3231 .S.dec 


2061273H1 


378 


638 


413231.S.dec 


230S479H1 


379 


647 
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31 


413231.8.dec 


3769001 HI 


406 


676 


32 


334406.5.dec 


g 11 52031 


1317 


1544 


31 


413231.8.dec 


2941773H1 


409 


624 


32 


334406.5.dec 


9883070 


1324 


1544 


31 


413231.8.dec 


362371 2H1 


433 


645 


32 


334406.5.dec 


92726848 


1336 


1479 


31 


413231.8.dec 


2445580T6 


449 


602 


32 


334406.5.dec 


94852729 


1345 


1549 


31 


413231.8.dec 


4150237H1 


657 


843 


32 


334406.5.dec 


4003449R6 


1360 


1547 


31 


413231.8.dec 


4150388H1 


557 


824 


32 


334406.5.dec 


4003449T6 


1360 


1511 


31 


413231.8.dec 


744151H1 


564 


646 


32 


334406.5.dec 


92657484 


1360 


1549 


31 


413231.8.dec 


1921046H1 


565 


645 


32 


334406.5.dec 


2374705H1 


165 


395 


31 


413231.8.dec 


g1 0231 55 


2670 


2908 


32 


334406.5.dec 


9768949 


169 


465 


31 


413231.8.dec 


g1114310 


2679 


2908 


32 


334406.5.dec 


91200975 


170 


531 


31 


413231,8.dec 


2672479T6 


2704 


2886 


32 


334406.5.dec 


1521 761 HI 


168 


364 


31 


413231.8.dec 


2672382H1 


2711 


2926 


32 


334406.5,dec 


2211578H1 


168 


347 


31 


413231.8.dec 


9923399 


2659 


2905 


32 


334406.5.dec 


5581563H1 


160 


401 


31 


413231.8.dec 


2672479F6 


2711 


2926 


32 


334406.5.dec 


4129984H2 


161 


384 


31 


413231.8.dec 


2672479H1 


2711 


2926 


32 


334406.5.dec 


3155206H1 


164 


456 


31 


413231 .8.dec 


9797221 


2731 


2950 


32 


334406.5.dec 


9676907 


166 


403 


31 


413231 .8.dec 


9797222 


2735 


2950 


32 


334406.5.dec 


2304981 HI 


673 


830 


31 


413231 .8.dec 


2255141 HI 


2762 


2926 


32 


334406.5.dec 


4886618H1 


743 


1022 


31 


413231 .8.dec 


94891321 


2784 


2928 


32 


334406.5.dec 


4000520H1 


742 


992 


31 


413231,8.dec 


3201 43H1 


2804 


2927 


32 


334406.5.dec 


4901780H1 


558 


703 


31 


413231.8.dec 


600957H1 


2812 


2926 


32 


334406.5.dec 


6098386H1 


568 


834 


31 


413231.adec 


5314446H1 


2819 


2920 


32 


334406.5.dec 


753486H1 


547 


749 


31 


413231.8.dec 


573471 7H1 


2658 


2926 


32 


334406.5.dec 


379972H1 


550 


642 


31 


413231.8.dec 


g1 081 087 


2669 


2914 


32 


334406.5.dec 


3648742H1 


160 


442 


31 


413231.8.dec 


95664541 


2540 


2929 


32 


334406.5.dec 


353341 7H1 


161 


441 


31 


413231.8.dec 


93134725 


2555 


2929 


32 


334406.5.dec 


4056278H1 


153 


317 


31 


413231.8.dec 


2293772H1 


2571 


2808 


32 


334406.5.dec 


2774774H1 


154 


402 


31 


413231.adec 


1833838H1 


2607 


2866 


32 


334406.5.dec 


1987376H1 


154 


303 


31 


413231 .8.dec 


935396T1 


2608 


2888 


32 


334406.5.dec 


2663526H1 


154 


393 


31 


413231 .8.dec 


935396R1 


2608 


2926 


32 


334406.5.dec 


3152813H1 


149 


443 


31 


413231 .8.dec 


935396H1 


2608 


2917 


32 


334406.5.dec 


2255978H1 


149 


409 


31 


413231 .S.dec 


91087163 


2650 


2917 


32 


334406.5.dec 


598721 HI 


149 


383 


32 


334406.5.dec 


95362949 


1134 


1552 


32 


334406.5.dec 


9768934 


150 


474 


32 


334406.5.dec 


92942255 


1145 


1553 


32 


334406.5.dec 


3724069H1 


150 


430 


32 


334406.5.dec 


94113559 


1151 


1546 


32 


334406.5.dec 


3421567H1 


144 


404 


32 


334406.5.dec 


93180511 


1161 


1548 


32 


334406.5.dec 


9883178 


147 


467 


32 


334406.5.dec 


1459707H1 


592 


811 


32 


334406.5.dec 


9766278 


150 


467 


32 


334406.5.dec 


1337540H1 


598 


827 


32 


334406.5.dec 


3670589H1 


148 


425 


32 


334406.5.dec 


1549787H1 


607 


813 


32 


334406.5.dec 


4000520T6 


1045 


1505 


32 


334406.5.dec 


27531 12H1 


1109 


1361 


32 


334406.5.dec 


6191125H1 


1060 


1370 


32 


334406.5.dec 


6208411 HI 


1124 


1443 


32 


334406.5.dec 


371 4591 HI 


1064 


1343 


32 


334406.5.dec 


598722F1 


1132 


1544 


32 


334406.5.dec 


1393845T6 


1029 


1508 


32 


334406.5.dec 


3053795H1 


134 


419 


32 


334406.5.dec 


4772652H1 


1067 


1326 


32 


334406.5.dec 


3591189H1 


135 


443 


32 


334406.5.dec 


4702316H1 


1086 


1356 


32 


334406.5.dec 


1893755H1 


136 


389 


32 


334406.5.dec 


2500626T6 


1090 


1520 


32 


334406.5.dec 


3799753H1 


141 


428 


32 


334406.5.dec 


46551 10H1 


284 


521 


32 


334406.5.dec 


805778H1 


141 


368 


32 


334406.5.dec 


4537640H1 


426 


684 


32 


334406.5.dec 


1892092H1 


141 


323 


32 


334406.5.dec 


1393845F6 


521 


979 


32 


334406.5.dec 


91986158 


143 


402 


32 


334406.5.dec 


1393845H1 


521 


783 


32 


334406.5.dec 


4003449H1 


1360 


1484 


32 


334406.5.dec 


3354480H1 


529 


792 


32 


334406.5.dec 


9567488 


1371 


1544 


32 


334406.5.dec 


853554H1 


535 


786 


32 


334406.5.dec 


1459707R1 


1172 


1548 


32 


334406.5.dec 


27531 12R6 


1109 


1550 


32 


334406.5.dec 


870603H1 


1176 


1342 


32 


334406.5.dec 


3797885H1 


175 


352 


32 


334406.5.dec 


92280242 


1186 


1545 


32 


334406.5.dec 


5843279H1 


176 


424 


32 


334406.5.dec 


3793766F6 


1187 


1544 


32 


334406.5.dec 


2059637R6 


180 


603 


32 


334406.5.dec 


3793766T6 


1188 


1498 


32 


334406.5.dec 


2059637H1 


180 


418 


32 


334406.5.dec 


3793766H1 


1187 


1469 


32 


334406.5.dec 


3389622H1 


130 


335 


32 


334406.5.dec 


92254150 


1383 


1544 


32 


334406.5.dec 


1527228H1 


124 


326 


32 


334406.5.dec 


3166948H1 


1411 


1544 


32 


334406.5.dec 


3580066H1 


124 


354 


32 


334406.5.dec 


93432051 


1193 


1544 


32 


334406.5.dec 


3356208H1 


133 


378 


32 


334406.5.dec 


9821091 


1426 


1562 


32 


334406.5.dec 


2846974H1 


133 


404 


32 


334406.5.dec 


92817939 


1201 


1549 


32 


334406.5.dec 


489257H1 


1 


253 


32 


334406.5.dec 


2081 22H1 


1203 


1442 


32 


334406.5.dec 


4153990H1 


873 


1129 


32 


334406.6.dec 


621 3411 HI 


1238 


1521 


32 


334406.5.dec 


4000520R6 


742 


1199 


32 


334406.5.dec 


95633621 


1255 


1546 


32 


334406.5.dec 


3437443H1 


880 


1113 


32 


334406.5.dec 


93923801 


1299 


1550 


32 


334406.5.dec 


2600531 F6 


902 


1274 


32 


334406.5.d c 


9823850 


1303 


1553 


32 


334406.5.dec 


2600531 HI 


902 


1163 


32 


334406.5.d c 


94333183 


1303 


1546 


32 


334406.5.dec 


2513231 HI 


758 


898 
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32 


334406.5.dec 


2600531 T6 


920 


1504 


33 


411429.8.dec 


95630906 


250 


562 


32 


334406.5.dec 


1537793H1 


939 


1147 


33 


411429.8.d c 


93733942 


250 


553 


32 


334406.5.dec 


3934730H1 


760 


1046 


33 


411429.8.dec 


1425369H1 


268 


511 


32 


334406.5.dec 


3930521 HI 


759 


1035 


33 


411429.8.dec 


92276646 


268 


554 


32 


334406.5.dec 


1993838T6 


961 


1506 


33 


411429.8.dec 


92727285 


269 


530 


32 


334406.5.dec 


1993838F6 


975 


1480 


33 


411429.8.dec 


9771032 


295 


550 


32 


334406.5.dec 


1993838H1 


975 


1179 


33 


411429.8.dec 


92236485 


301 


567 


32 


334406.5.dec 


6567592H1 


986 


1515 


33 


411429.8.dec 


93191279 


306 


562 


32 


334406.5.dec 


1682119H1 


1009 


1189 


33 


411429.8.dec 


92355216 


306 


553 


32 


334406.5,dec 


27531 12T6 


1109 


1505 


33 


411429.8.dec 


522986H1 


309 


553 


32 


334406.5.dec 


3918341H1 


179 


482 


33 


411429.8.dec 


92155125 


319 


556 


32 


334406.5.dec 


5016927H1 


190 


411 


33 


411429.8.dec 


620342H1 


323 


563 


32 


334406.5.dec 


3328469H1 


190 


468 


33 


411429.8.dec 


055557H1 


324 


512 


32 


334406.5.dec 


879416H1 


160 


388 


33 


411429.8.dec 


233885H1 


327 


553 


32 


334406.5.dec 


4169772H1 


160 


396 


33 


411429.8.dec 


93070619 


338 


553 


32 


334406.5.dec 


2230254H1 


160 


418 


33 


411429.8.dec 


1495696H1 


347 


553 


32 


334406.5.dec 


2774782H1 


154 


394 


33 


411429.8.dec 


91390675 


348 


617 


32 


334406.5.dec 


3271675H1 


157 


402 


33 


411429.8.dec 


91615202 


388 


764 


32 


334406.5.dec 


2500826H1 


122 


339 


33 


411429.8.dec 


2729807H1 


391 


553 


32 


334406.5.dec 


2500626F6 


122 


551 


33 


411429.8.dec 


22551 34H1 


391 


553 


32 


334406.5.dec 


1527040H1 


124 


328 


33 


411429.8.dec 


91101419 


396 


623 


33 


411429.8.dec 


5897635H1 


1294 


1592 


33 


411429.8.dec 


9570590 


407 


702 


33 


411429.8.dec 


2107233T6 


1445 


1989 


33 


411429-8.dec 


93434666 


419 


564 


33 


411429.8.dec 


871885H1 


1449 


1604 


33 


411429.8.dec 


94283227 


426 


553 


33 


411429.8.dec 


2107233R6 


1452 


1942 


33 


411429.8.dec 


208960H1 


446 


553 


33 


411429.8.dec 


2107233H1 


1452 


1708 


33 


411429.8.dec 


2933205H2 


469 


527 


33 


411429.8.dec 


4935576H1 


1154 


1419 


33 


411429.8.dec 


4592438H1 


488 


557 


33 


411429.8.dec 


2295977H1 


1239 


1493 


33 


411429.8.dec 


1860330F6 


498 


971 


33 


411429.8.dec 


9565995 


1538 


1879 


33 


411429.8.dec 


1860330H1 


498 


705 


33 


411429.adec 


1860330T6 


1725 


1994 


33 


411429.8.dec 


8391 11 HI 


519 


577 


33 


411429.8.dec 


3727538H1 


1759 


2035 


33 


411429.8.dec 


4517563H1 


602 


839 


33 


411429.8.dec 


6195273H1 


1828 


2124 


33 


411429.8.dec 


459076H1 


878 


1070 


33 


411429.8.dec 


4981402H1 


2013 


2256 


33 


411429.8.dec 


443671 5H1 


973 


1254 


33 


411429.8.dec 


4981202H1 


2032 


2278 


33 


411429.8.dec 


052139H1 


1037 


1257 


33 


411429.8.dec 


2731111H1 


2032 


2266 


33 


411429.8.dec 


2756951 HI 


73 


320 


33 


411429.8.dec 


3216854H1 


66 


250 


33 


411429.8.dec 


2746334H1 


72 


304 


33 


411429.8.dec 


g1 774637 


66 


230 


33 


411429.8.dec 


4344936H1 


75 


357 


33 


411429.8.dec 


g2505764 


163 


553 


33 


411429.8.dec 


3369795H1 


75 


391 


33 


411429.8.dec 


92505717 


164 


553 


33 


411429.8.dec 


6106562H1 


76 


391 


33 


411429.8.dec 


92354084 


169 


563 


33 


411429.8.dec 


2742002H1 


76 


321 


33 


411429.8.dec 


93597881 


170 


553 


33 


411429.8.dec 


616088H1 


76 


307 


33 


411429.8.dec 


983855H1 


171 


439 


33 


411429.8.dec 


3623928H1 


78 


253 


33 


411429.8.dec 


983855T1 


171 


507 


33 


411429.8.dec 


4047691 HI 


72 


360 


33 


411429.8.dec 


92350558 


172 


519 


33 


411429.8.dec 


660714H1 


72 


340 


33 


411429.8.dec 


93922578 


174 


554 


33 


411429.8.dec 


1544763H1 


72 


156 


33 


411429.8.dec 


93804796 


197 


530 


33 


411429.8.dec 


1544763T1 


72 


515 


33 


411429.8.dec 


93700866 


195 


558 


33 


411429.8.dec 


4801283H1 


72 


316 


33 


411429.8.dec 


92958062 


197 


554 


33 


411429.8.dec 


4434543H1 


72 


342 


33 


411429.8.dec 


94762322 


200 


553 


33 


411429.8.dec 


828360H1 


72 


227 


33 


411429.8.dec 


1433691 HI 


205 


437 


33 


411429.8.dec 


1424886T6 


72 


500 


33 


411429.8.dec 


4750950H1 


206 


447 


33 


411429.8.dec 


4566537H1 


72 


324 


33 


411429.8.dec 


3818447H1 


207 


471 


33 


411429.adec 


1424886R1 


72 


467 


33 


411429.8.dec 


93145205 


216 


553 


33 


411429.8.dec 


2945025H1 


72 


348 


33 


411429.8.dec 


214471H1 


180 


379 


33 


411429.8.dec 


4202491 HI 


72 


335 


33 


411429.8.dec 


91773451 


188 


558 


33 


411429.8.dec 


3900464H1 


72 


339 


33 


411429.8.dec 


93739713 


194 


564 


33 


411429.8.dec 


4045408H1 


1 


108 


33 


411429.8.dec 


32691 62H1 


35 


293 


33 


411429.8.dec 


1730041 HI 


1 


231 


33 


411429.8.dec 


583445H1 


36 


292 


33 


411429.8.dec 


1 730041 F6 


1 


423 


33 


411429.8.dec 


583800H1 


38 


289 


33 


411429.8.dec 


3449059H1 


8 


206 


33 


411429.8.dec 


91390456 


34 


309 


33 


411429.8.dec 


1870524H1 


72 


332 


33 


411429.8.dec 


3143351 HI 


36 


377 


33 


411429.8.dec 


1424886H1 


72 


304 


33 


411429.8.dec 


6369627H1 


35 


374 


33 


411429.8.dec 


5945503H1 


72 


365 


33 


411429.8.d c 


92397550 


216 


554 


33 


411429.8.d c 


4001455H1 


72 


346 


33 


411429.8.dec 


4983757H1 


231 


497 


33 


411429.8.dec 


2728288H1 


72 


316 


33 


411429.8.dec 


3900386H1 


241 


512 


33 


411429.8.dec 


383221 0H1 


72 


363 


33 


411429.8.dec 


92985846 


247 


564 


33 


411429.8.dec 


1322007H1 


72 


304 


33 


411429.8.d c 


4500345H1 


249 


513 


33 


411429.8.dec 


2270423H1 


72 


359 


33 


411429.8.dec 


4500394H1 


249 


503 


33 


411429.8.dec 


524972H1 


73 


313 
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33 


411429.8.dec 


2458668H1 


72 


310 


33 


411429.8.dec 


1533126H1 


81 


293 


33 


411429.8.dec 


2318662H1 


73 


318 


33 


411429.8.dec 


656951 7H1 


81 


554 


33 


411429.8.dec 


4727411 HI 


38 


306 


33 


411429.8.dec 


92563779 


81 


553 


33 


411429.8.dec 


92027446 


37 


341 


33 


411429.8.d c 


4702460H1 


83 


319 


33 


411429.8.d c 


6171692H1 


36 


321 


33 


411429.8.dec 


1 730041 T6 


82 


573 


33 


411429.8.dec 


3235720H1 


38 


288 


33 


411429.8.dec 


3451 91 H1 


83 


342 


33 


411429.8.dec 


g11 99085 


8 


310 


33 


411429.8.dec 


4702560H1 


83 


290 


33 


411429.8.d6C 


5015140H1 


22 


268 


33 


411429.8.dec 


2838501 HI 


84 


308 


33 


411429.8.dec 


4973236H1 


23 


287 


33 


411429.8.dec 


4803067H1 


84 


364 


33 


411429.8.dec 


350491 8H1 


23 


331 


33 


411429.adec 


4643023H1 


31 


280 


33 


411429.8.dec 


2732793H1 


23 


261 


33 


411429.8.dec 


9614422 


28 


421 


33 


411429.8.dec 


5307596H1 


23 


208 


33 


411429.8.dec 


9571075 


31 


320 


33 


411429.8.dec 


2290053H1 


23 


283 


33 


411429.8.dec 


2859927H1 


33 


121 


33 


411429.8.dec 


935261 HI 


23 


344 


33 


411429.8.dec 


4758554H1 


35 


136 


33 


411429.8.dec 


4642206H1 


23 


280 


33 


411429.8.dec 


4607294H1 


35 


295 


33 


411429.8.dec 


6425381 HI 


24 


557 


33 


411429.8.dec 


g1 471 975 


34 


265 


33 


411429.8.dec 


6421382H1 


24 


487 


33 


411429.8.dec 


4158078H1 


35 


132 


33 


411429.8.dec 


935261 R1 


23 


552 


33 


411429.8.dec 


1459333H1 


35 


271 


33 


411429.8.dec 


6551068H1 


24 


519 


33 


411429.8.dec 


5043453H1 


38 


181 


33 


411429.8.dec 


5301 771 HI 


24 


271 


34 


320674.7.d8C 


2526141 HI 


34 


277 


33 


411429.8.dec 


6152039H1 


24 


306 


34 


320674.7.dec 


3993581 HI 


34 


297 


33 


411429.8.dec 


g 196 1004 


29 


437 


34 


320674.7.dec 


38551 65H1 


34 


310 


33 


411429.8.dec 


92616218 


36 


550 


34 


320674.7.dec 


2483305H1 


33 


111 


33 


411429.8.dec 


3168144H1 


40 


315 


34 


320674.7.dec 


3598427H1 


33 


333 


33 


411429.8.dec 


5988537H1 


45 


331 


34 


320674.7.dec 


2262351 HI 


33 


285 


33 


411429.8.dec 


5277041 HI 


45 


194 


34 


320674.7.dec 


4906077H2 


34 


291 


33 


411429.8.dec 


239291 0H1 


47 


286 


34 


320674.7.dec 


2961950H1 


33 


341 


33 


411429.8.dec 


2389359H1 


47 


269 


34 


320674.7.dec 


3465890H1 


46 


258 


33 


411429.8.dec 


1495932H1 


47 


254 


34 


320674.7.dec 


3465439 HI 


46 


267 


33 


411429.8.dec 


3350404H1 


50 


305 


34 


320674.7.dec 


5216182H1 


46 


272 


33 


411429.8.dec 


6013184H1 


52 


319 


34 


320674.7.dec 


1243437H1 


46 


314 


33 


411429.8.dec 


g1 349657 


53 


531 


34 


320674.7.dec 


91506757 


990 


1130 


33 


411429.d.dec 


g 1928545 


53 


475 


34 


320674.7.dec 


3508843H1 


1002 


1277 


33 


411429.8.dec 


5667759H1 


60 


268 


34 


320674.7,dec 


1829807F6 


914 


1431 


33 


411429.8.dec 


1459333R1 


121 


563 


34 


320674.7.dec 


750246H1 


971 


1179 


33 


411429.8.dec 


026090H1 


124 


305 


34 


320674.7.dec 


6312943H1 


1058 


1591 


33 


411429.8.dec 


0261 00H1 


124 


211 


34 


320674.7.dec 


92030862 


1114 


1425 


33 


411429.8.dec 


237981 3H1 


124 


340 


34 


320674.7.dec 


3968678H1 


1273 


1462 


33 


411429.d.dec 


g2278874 


122 


553 


34 


320674.7.dec 


25501 16H1 

mm%^%^^0 ■ 9 \^9 9 9 


1443 


1710 


33 


411429.8.dec 


2671459H1 


124 


371 


34 


320674.7.dec 


4542257H1 


1543 


1813 


33 


411429.8.dec 


3120237H1 


124 


382 


34 


320674.7.dec 


226001 5H1 


1623 


1880 


33 


411429.8.dec 


1359149H1 


124 


358 


34 


320674.7.dec 


1829807T6 


1682 


2173 


33 


411429.8.dec 


94005985 


126 


561 


34 


320674.7.dec 


6422539H1 


1687 


2025 


33 


411429.8.dec 


g2905071 


147 


553 


34 


320674.7.dec 


3246823T6 


1797 


2178 


33 


411429.8.dec 


g3070620 


155 


553 


34 


320674.7.dec 


3246823H1 


1803 


2050 


33 


411429.8.dec 


6605957H1 


158 


553 


34 


320674.7.dec 


3246823F6 


1803 


2215 


33 


411429.8.dec 


5482372H1 


85 


346 


34 


320674.7.dec 


94985323 


1823 


2215 


33 


411429.8.dec 


93870143 


86 


555 


34 


320674.7.dec 


91506758 


1889 


2215 


33 


411429.8.dec 


9616292 


90 


404 


34 


320674.7.dec 


9653132 


1935 


2217 


33 


411429.8.dec 


92789293 


89 


553 


34 


320674.7.dec 


2192404H1 


33 


283 


33 


411429.8.dec 


9616059 


89 


482 


34 


320674.7.dec 


4406455H1 


35 


112 


33 


411429.8.dec 


96I6O6O 


89 


488 


34 


320674.7.dec 


79251 6R1 


34 


615 


33 


411429.8.dec 


1490450H1 


93 


296 


34 


320674.7.dec 


982261 HI 


54 


379 


33 


411429.8.dec 


479641 7H1 


92 


213 


34 


320674.7.dec 


g1 9831 77 


54 


245 


33 


411429.8.dec 


91615201 


94 


505 


34 


320674.7.dec 


3592179H1 


55 


361 


33 


411429.8.dec 


2113476H1 


95 


364 


34 


320674.7.dec 


265449H1 


54 


194 


33 


411429.8.dec 


5573421 HI 


97 


344 


34 


320674.7.dec 


38391 16H1 


56 


357 


33 


411429.8.dec 


g3870977 


103 


553 


34 


320674.7.dec 


746643R1 


54 


488 


33 


411429.8.dec 


g1 9691 96 


104 


553 


34 


320674.7.dec 


4241528H1 


56 


417 


33 


411429.8.dec 


g1 954732 


107 


408 


34 


320674.7.dec 


g1 364521 


357 


615 


33 


411429.8.dec 


3694471 H1 


106 


348 


34 


320674.7.dec 


g646510 


373 


615 


33 


411429.8.d c 


1907926T6 


109 


515 


34 


320674.7.dec 


93840775 


383 


615 


33 


411429.8.dec 


91635916 


112 


224 


34 


320674.7.dec 


93743793 


384 


615 


33 


411429.8.dec 


1907926H1 


116 


370 


34 


320674.7.dec 


95437001 


393 


615 


33 


411429.8.dec 


1907926F6 


116 


553 


34 


320674.7.dec 


2207163H1 


395 


662 


33 


411429.8.dec 


546808H1 


77 


369 


34 


320674.7.dec 


92985510 


508 


590 


33 


411429.8.dec 


92616182 


77 


556 


34 


320674,7.dec 


94074428 


518 


615 


33 


411429.8.d c 


93093055 


77 


557 


34 


320674.7.dec 


93737713 


519 


615 
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34 


320674.7.dec 


g2963534 


575 


678 


34 


320674.7.d c 


2783335H2 


34 


278 


34 


320674.7.dec 


93597109 


583 


671 


34 


320674.7.d c 


79251 6H1 


34 


258 


34 


320674.7.dec 


1382266H1 


333 


577 


34 


320674.7.d c 


721775H1 


34 


225 


34 


320674.7.dec 


1397144H1 


333 


596 


34 


320674.7.dec 


2534641 HI 


34 


258 


34 


320674.7.dec 


93738995 


340 


622 


34 


320674.7.dec 


6321 80H1 


34 


282 


34 


320674.7.dec 


g1 766491 


351 


588 


34 


320674.7.dec 


35201 79H1 


34 


360 


34 


320674.7.dec 


92563628 


184 


518 


34 


320674.7.dec 


91775483 


37 


155 


34 


320674.7.dec 


92360343 


251 


614 


34 


320674.7.dec 


5033665H1 


34 


295 


34 


320674.7.dec 


9587198 


254 


615 


34 


320674.7.dec 


4844745H1 


47 


272 


34 


320674.7.dec 


92821179 


255 


620 


34 


320674.7.dec 


2659859H1 


47 


288 


34 


320674.7.dec 


93280980 


185 


620 


34 


320674.7.dec 


1922312H1 


47 


316 


34 


320674.7.dec 


93753821 


241 


622 


34 


320674.7.dec 


6169157H1 


46 


136 


34 


320674.7.dec 


91933057 


242 


615 


34 


320674.7.dec 


6008947H1 


62 


371 


34 


320674.7.dec 


4914556T8 


244 


573 


34 


320674.7.dec 


6508822H1 


65 


167 


34 


320674.7.dec 


2324436H1 


248 


510 


34 


320674.7.dec 


2174565H1 


68 


198 


34 


320674.7.dec 


23231 28H1 


248 


506 


34 


320674.7.dec 


2922846H1 


68 


336 


34 


320674.7.dec 


g1 898237 


260 


615 


34 


320674.7.dec 


3739613H1 


68 


247 


34 


320674.7.dec 


1910935H1 


261 


501 


34 


320674.7.dec 


31 75571 HI 


68 


321 


34 


320674.7.dec 


92195148 


262 


620 


34 


320674.7.dec 


1623101H1 


46 


256 


34 


320674.7.dec 


4358201 H1 


48 


330 


34 


320674.7.dec 


5289080H1 


46 


205 


34 


320674.7.dec 


3391767H1 


49 


330 


34 


320674.7.dec 


63881 6H1 


46 


190 


34 


320674.7.dec 


91795615 


53 


403 


34 


320674.7.dec 


1894775H1 


46 


296 


34 


320674.7.dec 


5345961 HI 


52 


290 


34 


320674.7.dec 


1748326H1 


52 


289 


34 


320674.7.dec 


1748443H1 


52 


184 


34 


320674.7.dec 


5554087H1 


52 


318 


34 


320674.7.dec 


5162936H1 


860 


952 


34 


320674.7.dec 


5167107H2 


54 


275 


34 


320674.7.dec 


2205827F6 


776 


1153 


34 


320674.7.dec 


746643H1 


54 


280 


34 


320674.7.dec 


91993176 


789 


1083 


34 


320674.7.dec 


1705647H1 


54 


286 


34 


320674.7.dec 


9766921 


793 


1016 


34 


320674.7.dec 


3560375H1 


56 


335 


34 


320674.7.dec 


2479851 HI 


863 


1088 


34 


320674.7.dec 


383471 6H1 


57 


237 


34 


320674.7.dec 


4746673H1 


26 


257 


34 


320674.7.dec 


1972338H1 


57 


299 


34 


320674.7.dec 


4848226H1 


26 


270 


34 


320674.7.dec 


4513638H1 


57 


294 


34 


320674.7.dec 


4436505H1 


27 


291 


34 


320674.7.dec 


58571 25H1 


58 


331 


34 


320674.7.dec 


2097725R6 


25 


417 


34 


320674.7.dec 


5856825H1 


58 


317 


34 


320674.7.dec 


2897132H1 


25 


216 


34 


320674,7.dec 


6027442H1 


58 


353 


34 


320674.7.dec 


5118730H1 


29 


313 


34 


320674.7,dec 


6321410H1 


59 


346 


34 


320674.7.dec 


92001453 


73 


380 


34 


320674.7.dec 


2815776H1 


58 


328 


34 


320674.7.dec 


5670374H1 


74 


191 


34 


320674.7.dec 


5047756H1 


59 


308 


34 


320674.7.dec 


1442776H1 


75 


321 


34 


320674.7.dec 


1726967H1 


60 


299 


34 


320674.7.dec 


4018073H1 


108 


192 


34 


320674.7.dec 


3292839H1 


592 


832 


34 


320674.7.dec 


1346531 HI 


125 


362 


34 


320674.7.dec 


92616212 


614 


1129 


34 


320674.7.dec 


1943883R6 


139 


612 


34 


320674.7.dec 


4767122H1 


642 


906 


34 


320674.7.dec 


1943883H1 


139 


389 


34 


320674.7.dec 


641657H1 


695 


955 


34 


320674.7.dec 


3269622H1 


143 


381 


34 


320674.7.dec 


9653248 


704 


1005 


34 


320674.7.dec 


94260477 


145 


617 


34 


320674.7.dec 


2205827H1 


776 


1019 


34 


320674.7.dec 


93753672 


153 


622 


34 


320674.7.dec 


3342350H1 


32 


293 


34 


320674.7.dec 


3839247H1 


159 


450 


34 


320674.7.dec 


3717588H1 


32 


326 


34 


320674.7.dec 


93960404 


161 


619 


34 


320674.7.dec 


788535H1 


32 


141 


34 


320674.7.dec 


95038447 


182 


615 


34 


320674.7.dec 


91267659 


32 


207 


34 


320674.7.dec 


94311691 


183 


615 


34 


320674.7.dec 


25251 63H1 


31 


271 


34 


320674.7.dec 


2757483H1 


262 


520 


34 


320674.7.dec 


5118730F6 


29 


451 


34 


320674.7.dec 


586727H1 


262 


507 


34 


320674.7.dec 


4973794H1 


28 


202 


34 


320674.7.dec 


91773968 


264 


555 


34 


320674.7.dec 


5565672H1 


31 


273 


34 


320674.7.dec 


94186990 


265 


615 


34 


320674.7.dec 


5493858H1 


31 


269 


34 


320674.7.dec 


92901581 


266 


615 


34 


320674.7.dec 


92185030 


32 


361 


34 


320674.7.dec 


2940232H1 


274 


539 


34 


320674.7.dec 


2139545H1 


31 


287 


34 


320674.7.dec 


6168189H1 


275 


615 


34 


320674.7.dec 


4975303H1 


37 


313 


34 


320674.7.dec 


93962074 


278 


615 


34 


320674.7.dec 


111846R1 


38 


615 


34 


320674.7.dec 


92254620 


314 


615 


34 


320674.7.dec 


111846R6 


38 


525 


34 


320674.7.dec 


2366954H1 


39 


270 


34 


320674.7.dec 


3190766H1 


38 


351 


34 


320674.7.dec 


2470102H1 


39 


245 


34 


320674.7.dec 


91933174 


39 


461 


34 


320674.7.dec 


91281396 


42 


436 


34 


320674.7.dec 


3336563H1 


39 


299 


34 


320674.7.dec 


2650901 HI 


39 


352 


34 


320674.7.dec 


1340623H1 


1 


218 


34 


320674.7.dec 


405541 9H1 


45 


162 


34 


320674.7.dec 


2635990H1 


2 


250 


34 


320674.7.dec 


5867303H1 


39 


321 


34 


320674.7.dec 


5349841 HI 


12 


250 


34 


320674.7.dec 


4110833H1 


45 


336 


34 


320674,7.dec 


111846T6 


22 


593 


34 


320674.7.dec 


2947054H2 


41 


327 


34 


320674.7.dec 


209771 7H1 


25 


287 


34 


320674.7.dec 


4275274H1 


45 


328 


35 


197267.1. dec 


1473808H1 


1 


110 


34 


320674.7.dec 


2522462H1 


34 


281 


35 


1 97267.1. d c 


91548716 


7 


330 



88 



wo 01/23558 
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35 


197267.1. dec 


g1 940204 


1 


464 


35 


1 97267.1. d c 


1621983H1 


453 


665 


35 


197267.1. dec 


2204071 HI 


40 


222 


35 


197267.1 .dec 


4567732H1 


489 


759 


35 


197267.1 .dec 


6298845H1 


40 


208 


35 


197267.1. dec 


374248H1 


498 


720 


35 


197267.1 .dec 


91859154 


40 


370 


35 


197267.1. dec 


1473995H1 


616 


805 


35 


197267.1. dec 


4772879H1 


348 


629 


35 


197267.1. dec 


5986850H1 


620 


901 


35 


197267.1. dec 


319110T6 


345 


865 


35 


197267.1. dec 


94511097 


621 


901 


35 


197267.1. dec 


5028542H1 


423 


679 


35 


197267.1. dec 


6212219H1 


625 


901 


35 


197267.1. dec 


92537655 


437 


871 


35 


197267.1. dec 


94332172 


627 


914 


35 


197267.1. dec 


977791 HI 


357 


574 


35 


197267.1. dec 


2132792T6 


636 


862 


35 


197267.1. dec 


42401 90H1 


359 


605 


35 


197267.1. dec 


3374148H1 


269 


527 


35 


197267.1. dec 


2771133H1 


361 


606 


35 


197267.1. dec 


91025985 


271 


535 


35 


197267.1. dec 


977791 R1 


357 


785 


35 


197267.1. dec 


9896704 


276 


572 


35 


197267.1 .dec 


2132792R6 


373 


512 


35 


197267.1. dec 


2761 121 HI 


551 


642 


35 


197267.1. dec 


93254447 


461 


913 


35 


197267.1. dec 


3191 10H1 


228 


610 


35 


197267.1. dec 


93961279 


466 


901 


35 


197267.1. dec 


4651030H1 


220 


462 


35 


197267.1. dec 


1637850H1 


450 


654 


35 


197267.1. dec 


3246169H1 


221 


454 


35 


197267.1. dec 


1348899H1 


438 


697 


35 


197267.1. dec 


4856582H1 


213 


492 


35 


197267.1. dec 


1635340H1 


450 


654 


35 


197267.1, dec 


3191 10R6 


228 


742 


35 


197267.1. dec 


91471157 


339 


531 


35 


197267.1. dec 


1348978H1 


438 


680 


35 


197267.1. dec 


2413149H1 


403 


565 


35 


197267.1. dec 


2687592H1 


650 


886 


35 


197267.1. dec 


612807H1 


427 


521 


35 


197267.1. dec 


5083760H1 


677 


931 


35 


197267.1. dec 


5122537T6 


413 


870 


35 


197267.1. dec 


2204071T6 


678 


858 


35 


197267.1. dec 


5213230H1 


418 


644 


35 


197267.1. dec 


9809963 


684 


901 


35 


197267.1. dec 


4365757H1 


421 


681 


35 


197267.1. dec 


2103287H1 


690 


912 


35 


197267.1. dec 


9896705 


691 


905 


35 


197267.1. dec 


2872292H1 


466 


733 


35 


197267.1. dec 


93601113 


695 


908 


35 


197267.1. dec 


4958730H1 


469 


733 


35 


197267.1. dec 


2751946H1 


389 


648 


35 


197267.1. dec 


3267673H1 


453 


707 


35 


197267.1. dec 


1 927601 H1 


386 


626 


35 


197267.1 .dec 


95110236 


456 


914 


35 


197267.1. dec 


5551489H1 


706 


900 


35 


197267.1. dec 


537271 HI 


542 


794 


35 


197267.1. dec 


91855688 


706 


918 


35 


197267.1. dec 


905790T1 


541 


858 


35 


197267.1. dec 


92464352 


752 


910 


35 


197267.1. dec 


3986769H1 


208 


465 


35 


197267.1. dec 


91471158 


757 


906 


35 


197267,1. dec 


92836064 


779 


901 


35 


197267.1. dec 


2127070H1 


769 


901 


35 


197267.1. dec 


93665793 


787 


901 


35 


197267.1. dec 


91114641 


695 


877 


35 


197267.1. dec 


92969091 


800 


901 


35 


197267.1. dec 


611349H1 


563 


824 


35 


197267.1. dec 


2500349F6 


126 


614 


35 


197267.1. dec 


2491963H1 


563 


818 


35 


197267.1. dec 


3886423H1 


100 


354 


35 


197267.1. dec 


93232145 


568 


912 


35 


197267.1. dec 


2604501 HI 


113 


370 


35 


197267.1. dec 


93802367 


572 


924 


35 


197267.1. dec 


3899701 HI 


225 


501 


35 


197267.1. dec 


91548831 


584 


877 


35 


197267.1. dec 


2717183H1 


123 


359 


35 


197267.1. dec 


5164893H1 


599 


862 


35 


197267.1.dec 


3614668H1 


134 


417 


35 


197267.1. dec 


817768H1 


317 


568 


35 


197267.1. dec 


2500164H1 


126 


380 


35 


197267.1. dec 


2501178H1 


276 


513 


35 


197267.1. dec 


93770372 


602 


901 


35 


197267.1. dec 


9842912 


278 


529 


35 


197267.1. dec 


1473995T1 


616 


861 


35 


197267.1. dec 


9920007 


323 


566 


36 


332335.1. dec 


3430852H1 


977 


1229 


35 


197267.1. dec 


2500349T6 


331 


858 


36 


332335.1. dec 


646350H1 


813 


1007 


35 


197267.1. dec 


1803588T6 


396 


863 


36 


332335.1. dec 


4556145H1 


904 


1173 


35 


197267.1. dec 


9I 166133 


395 


561 


36 


332335.1. dec 


3430852F6 


977 


1428 


35 


197267.1. dec 


95365013 


508 


913 


36 


332335.1. dec 


1335220H1 


1034 


1268 


35 


197267.1. dec 


94005355 


504 


901 


36 


332335.1. dec 


4187132H1 


1949 


2100 


35 


197267.1. dec 


5992634H1 


507 


803 


36 


332335.1. dec 


5870021 HI 


1993 


2225 


35 


197267.1. dec 


1699741 HI 


374 


602 


36 


332335.1. dec 


5028581 HI 


2062 


2315 


35 


197267.1. dec 


1616045H1 


378 


596 


36 


332335.1. dec 


91 957941 


2073 


2387 


35 


197267.1. dec 


91856065 


227 


715 


36 


332335.1. dec 


487591 0H1 


2074 


2367 


35 


197267.1. dec 


5313986H1 


245 


479 


36 


332335.1. dec 


3414856H1 


2180 


2430 


35 


197267.1. dec 


3984239H1 


265 


539 


36 


332335.1. dec 


4896022H1 


1994 


2275 


35 


197267.1. dec 


9810072 


267 


601 


36 


332335.1. dec 


6457742H1 


1201 


1756 


35 


197267.1. dec 


92064405 


265 


723 


36 


332335.1. dec 


9723998 


1363 


1550 


35 


197267.1. dec 


93988037 


521 


919 


36 


332335.1. dec 


1580966F6 


1382 


1883 


35 


197267.1. dec 


9061 13H1 


541 


796 


36 


332335.1. dec 


5864333F6 


614 


1169 


35 


197267.1. dec 


9061 13R1 


541 


901 


36 


332335.1. dec 


5864333H1 


614 


883 


35 


197267.1. dec 


2132792H1 


436 


685 


36 


332335.1, dec 


321 2701 HI 


1 


293 


35 


197267.1. dec 


955324H1 


438 


680 


36 


332335.1. dec 


6421135H1 


202 


783 


35 


197267.1. d c 


955324R1 


438 


901 


36 


332335.1. dec 


3378675H1 


388 


636 


35 


1 97267.1. d c 


1803588H1 


72 


335 


36 


332335,1, dec 


9751133 


1469 


1724 


35 


197267.1. dec 


1494078H1 


66 


277 


36 


332335.1 .dec 


4933390H1 


1567 


1771 


35 


197267.1. dec 


2277953H1 


119 


392 


36 


332335.1. dec 


1805556F6 


1676 


2167 


35 


197267.1. dec 


2500349H1 


126 


376 


36 


332335.1. dec 


1805556H1 


1676 


1931 


35 


197267.1. dec 


4835330H1 


453 


722 


36 


332335.1. dec 


3773837H1 


1716 


1997 



89 



wo 01/23558 
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36 


332335.1. dec 4766037H1 


1849 


2127 


36 


332336.1 .d c 539451 8H1 


1375 


1544 


36 


332335.1 .dec 1580966H1 


1382 


1579 


36 


332335. 1.d c 6115174H1 


404 


652 


36 


332336.1. dec 4724178H1 


498 


754 


36 


332335.1. dec 30961 59H1 


1460 


1730 


36 


332335.1. dec 3691429H1 


530 


749 


36 


332335.1. dec g723913 


2634 


2724 


36 


332335.1 -dec 2341 19H1 


2515 


2732 


36 


332335.1.dec 1843866H1 


2588 


2698 


36 


332335.1. dec g2238687 


2504 


2724 


36 


332335. 1 .dec 1 751 41 5H 1 


2616 


2698 


36 


332335.1. dec 1751415F6 


2616 


2698 


36 


332335.1. dec 1751415T6 


2628 


2698 


36 


332335.1, dec 3430852T6 


2255 


2725 


36 


332335.1. dec 1805556T6 


2355 


2730 


36 


332335.1. dec g751134 


2487 


2724 


37 


238992.13.dec 4801804H1 


1 


270 


37 


238992. 13.dec g4738297 


844 


1138 


37 


238992. 13.dec 5325955H1 


335 


555 


37 


238992. 1 3.dec 1 981 1 88H 1 


385 


566 


37 


238992. 13.dec g2000913 


416 


590 


37 


238992.13.dec 506041 HI 


454 


598 


37 


238992. 13.dec 988252T6 


468 


1099 


37 


238992. 13.dec 2101260H1 


473 


725 


37 


238992. 13.dec 4775977H1 


487 


758 


37 


236992. 13.dec 4132042H1 


638 


890 


37 


238992. 13.dec 2226878T6 


639 


1100 


37 


238992.13.dec 4131950H2 


638 


892 


37 


238992.13.dec 5911618H1 


619 


894 


37 


238992. 13.dec 2262124H1 


622 


875 


37 


238992.13.dec 994076H1 


626 


866 


37 


238992.13.dec 1811058T6 


638 


1100 


37 


238992.13.dec 781943H1 


636 


917 


37 


238992.13.dec 2182085H1 


158 


425 


37 


238992.13.dec 619594H1 


170 


427 


37 


238992. 13.dec 5204803H1 


191 


437 


37 


238992.13.dec 921438H1 


222 


499 


37 


238992. 13.dec 6495685H1 


233 


746 


37 


238992.1 3.dec 2465087H1 


237 


430 


37 


238992. 13.dec 5870435H1 


239 


527 


37 


238992, 13.dec 44661 85H1 


263 


436 


37 


238992, 13.dec g31 48442 


278 


680 


37 


238992.13.dec 1800070H1 


335 


583 


37 


238992. 13.dec 5266304H1 


602 


886 


37 


238992. 13.dec 1355072H1 


601 


853 


37 


238992. 13.dec 1541758H1 


601 


811 


37 


238992. 13.dec g2398462 


831 


1132 


37 


238992.13.dec 664227H1 


838 


1109 


37 


238992.1 3.dec g3755478 


840 


1139 


37 


238992. 13.dec 5223778H1 


844 


1018 


37 


238992.1 3.dec 3143814H1 


823 


1141 


37 


238992. 13.dec 3143187H1 


823 


1131 


37 


238992.13.dec 6343865H1 


507 


780 


37 


238992.13.dec 6538146H1 


524 


1082 


37 


238992. 13.dec 1986206H1 


539 


801 


37 


238992.13.dec 5313607H1 


539 


789 


37 


238992.1 3.dec 3270285H1 


539 


765 


37 


238992. 13.dec 1986206R6 


539 


910 


37 


238992.1 3.dec 767764T6 


542 


1093 


37 


238992.1 3.dec 1637874H1 


577 


806 


37 


238992.1 3.dec 4600931 HI 


582 


880 


37 


238992.13.dec 1655010T6 


580 


1174 


37 


238992.1 3.dec g907966 


595 


794 


37 


238992.1 3.dec 4413503T8 


718 


1104 


37 


238992.1 3.dec 4858873H1 


698 


749 


37 


238992. 13.dec g5546065 


728 


1139 


37 


238992.13.dec 4460527H1 


711 


865 
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37 


238992.1 3.dec 5784262H1 


760 


991 


37 


238992. 13. dec g3422246 


763 


1145 


37 


238992.1 3.dec g1 851 666 


49 


286 


37 


238992.1 3.dec 995559H1 


645 


937 


37 


238992.13.dec 1635341H1 


734 


938 


37 


238992. 13.dec g4889628 


737 


1147 


37 


238992. 13.dec 1986206T6 


764 


1166 


37 


238992.13.dec 5792569H1 


760 


1057 


37 


238992. 13.dec 1701703T6 


639 


1164 


37 


238992.1 3.dec 2323432H1 


643 


897 


37 


238992.1 3.dec 782457H1 


636 


882 


37 


238992.1 3,dec 2280328H1 


636 


902 


37 


238992.13.dec 2776895H1 


637 


900 


37 


238992.13.dec 2129269H1 


1053 


1132 


37 


238992. 13.dec 560897H1 


1075 


1136 


37 


238992.13.dec 5433954H1 


1091 


1207 


37 


238992. 13.dec 3318824H1 


763 


1032 


37 


238992.1 3.dec g3753170 


765 


1147 


37 


238992. 13.dec g2277454 


770 


1062 


37 


238992.13.dec 5429341H1 


611 


823 


37 


238992. 1 3.dec g1 1 93876 


610 


799 


37 


238992.1 3,dec 3643443H1 


615 


881 


37 


238992.1 3.dec 3385332H1 


615 


880 


37 


238992.1 3.dec 2800721 HI 


617 


861 


37 


238992.1 3.dec 2951 181 HI 


618 


892 


37 


238992.1 3.dec 1300928T6 


687 


1117 


37 


238992.1 3.dec 3843689H1 


688 


958 


37 


238992.13.dec g3756865 


691 


1137 


37 


238992.13.dec 6107082H1 


652 


952 


37 


238992.1 3.dec 4847550H1 


655 


885 


37 


238992.1 3.dec 5330638T6 


668 


1109 


37 


238992.13.dec g2752175 


671 


838 


37 


238992.13.dec 1552390H1 


680 


873 


37 


238992.13.dec 2081835T6 


683 


1184 


37 


238992.1 3.dec 5606465H1 


682 


910 


37 


238992.13.dec 1473638H1 


645 


894 


37 


238992.1 3.dec 1655911 HI 


645 


843 


37 


238992.1 3.dec 1798756T6 


506 


1098 


37 


238992.1 3.dec 5061 81 H1 


492 


672 


37 


238992.1 3.dec 1214029H1 


487 


706 


37 


238992, 13.dec 4072388H1 


844 


1098 


37 


238992. 13.dec 5680287H1 


866 


1104 


37 


238992.13.dec 4185214H1 


870 


1205 


37 


238992.13.dec 817636H1 


881 


1138 


37 


238992.13.dec 6102141 HI 


883 


1137 


37 


238992.1 3.dec 817636T1 


882 


1104 


37 


238992. 13.dec 33291 94T6 


887 


1169 


37 


238992.13.dec 3621515H1 


888 


1105 


37 


238992. 13.dec g825072 


890 


1148 


37 


238992. 13.dec g678520 


890 


1138 


37 


238992. 13.dec 3458067H1 


891 


1138 


37 


238992. 13.dec g51 52342 


913 


1138 


37 


238992.1 3.dec 3409541 HI 


915 


1138 


37 


238992.13.dec 2569561 HI 


919 


1178 


37 


238992.13.dec 4368210H1 


942 


1138 


37 


238992.13.dec 2357876H1 


945 


1138 


37 


238992.1 3.dec 3729584H1 


947 


1138 


37 


238992.13.dec 4509315H1 


955 


1231 


37 


238992.13.dec 4542916H1 


955 


1225 


37 


238992. 13.dec g706241 


965 


1138 


37 


238992.1 3.dec 788265H1 


986 


1138 


37 


238992.13.dec g2215495 


1025 


1148 


37 


238992.13.dec 3159415H1 


822 


1115 


37 


238992. 13.d c 1349465H1 


774 


981 


37 


238992. 13.dec 5102865H1 


777 


1037 


37 


238992. 13.dec 3860037H1 


782 


1061 


37 


238992.13.dec 6327352H1 


788 


1042 


37 


238992.1 3.dec g3092108 


795 


1137 



wo 01/23558 

Table 



38 


199736.1. dec 


92903286 


274 


597 


38 


199736.1. dec 


1 52291 5H1 


380 


484 


38 


199736.1. dec 


6593543H1 


423 


940 


38 


199736.1. dec 


2890957H1 


669 


931 


38 


199736.1. dec 


92432628 


1 


333 


38 


199736.1. dec 


91967342 


1 


450 


38 


199736.1. dec 


93751279 


1 


444 


38 


199736.1. dec 


1444281 HI 


1 


257 


38 


199736.1. dec 


1 444281 F6 


1 


505 


38 


199736.1. dec 


94289858 


4 


321 


38 


199736.1. dec 


1439532H1 


13 


297 


38 


199736.1. dec 


1439532F1 


13 


501 


38 


199736.1. dec 


92457237 


18 


476 


38 


199736.1. dec 


93043040 


18 


436 


38 


199736.1. dec 


3034279H1 


58 


354 


38 


199736.1. dec 


3031157H1 


58 


360 


39 


228864.5.dec 


943941 T1 


417 


714 


39 


228864.5.dec 


2240562H1 


433 


692 


39 


228864.5.dec 


2569601 H1 


437 


681 


39 


228864.5.dec 


751050H1 


466 


691 


39 


228864.5.dec 


44241 04H1 


493 


743 


39 


228864.5.dec 


2101758H1 


516 


757 


39 


228864.5.dec 


5608727H1 


526 


747 


39 


228864.5.dec 


137261 HI 


217 


384 


39 


226864.5.dec 


3469340H1 


217 


460 


39 


228864.5.dec 


2438390H1 


224 


456 


39 


228864.5.dec 


2438735H1 


224 


437 


39 


228864.5.dec 


4839445H1 


263 


537 


39 


228864.5.dec 


4698944H1 


319 


576 


39 


228864.5.dec 


503758H1 


322 


558 


39 


228864.5.dec 


516461 HI 


383 


598 


39 


228864.5.dec 


241 3301 HI 


387 


600 


39 


228864.5.dec 


873275T1 


414 


714 


39 


228864.5.dec 


873275H1 


414 


652 


39 


228864.5.dec 


92166848 


1 


514 


39 


228864.5.dec 


6513978H1 


1 


543 


39 


228864.5.dec 


3321280H1 


1 


259 


39 


228864.5.dec 


3537292H1 


4 


270 


39 


228864.5.dec 


397431 6H1 


4 


291 


39 


228864.5.dec 


6269744H1 


15 


506 


39 


228864.5.dec 


2276784H1 


27 


263 


39 


228864.5.dec 


2707203H1 


175 


414 


39 


228864.5.dec 


4317110H1 


176 


452 


39 


228864.5.dec 


5106358H1 


184 


430 


39 


228864.5.dec 


1886806H1 


214 


487 


39 


228864.5.dec 


91576711 


215 


374 


39 


228864.5.dec 


604541 HI 


217 


436 


40 


986539.1. dec 


94085132 


256 


725 


40 


986539.1. dec 


94222648 


263 


598 


40 


986539.1. dec 


9865178 


246 


530 


40 


986539.1. dec 


6432233H1 


247 


648 


40 


986539.1. dec 


91064176 


290 


601 


40 


986539.1. dec 


93053295 


238 


600 


40 


986539.1. dec 


92912341 


305 


686 


40 


986539.1. dec 


92902568 


310 


466 


40 


986539.1. dec 


91757251 


1 


415 


40 


986539.1. dec 


94888422 


1 


226 


40 


986539.1. dec 


92898861 


314 


596 


40 


986539.1. dec 


91678784 


547 


937 


40 


986539.1. dec 


6160421H1 


549 


835 


40 


986539.1. dec 


92526384 


20 


245 


40 


986539.1. dec 


493287H1 


202 


416 


40 


986539.1. dec 


4433535H1 


640 


912 


40 


986539.1. dec 


92714767 


732 


1240 


40 


986539.1. dec 


92703735 


789 


1257 


41 


481454.4.dec 


3552820H1 


1124 


1408 


41 


481454.4.dec 


4239624H1 


980 


1237 


41 


481454.4.dec 


727425H1 


998 


1225 
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41 


481454.4.dec 


719870H1 


1007 


1256 


41 


481454.4.d c 


965365R1 


1028 


1602 


41 


481454.4.d c 


965365H1 


1028 


1348 


41 


481454.4.d c 


1422810H1 


1031 


1281 


41 


481454.4.dec 


705397H1 


166 


315 


41 


481454.4.dec 


081492H1 


179 


342 


41 


481454.4.dec 


712266H1 


181 


277 


41 


481454.4.dec 


3442620H1 


186 


441 


41 


481454.4.dec 


72421 6H1 


1720 


1958 


41 


481454.4.dec 


72421 6R6 


1720 


2130 


41 


481454.4.dec 


551787H1 


1737 


1894 


41 


481454.4.dec 


722578H1 


1738 


2006 


41 


481454.4.dec 


1423789H1 


1527 


1740 


41 


481454.4.dec 


1385707H1 


1538 


1767 


41 


481454.4.dec 


1388173H1 


1538 


1785 


41 


481454.4.dec 


4356537H1 


1542 


1660 


41 


481454.4.dec 


1261250R1 


1542 


2131 


41 


481454.4.dec 


1261250R6 


1542 


2051 


41 


481454.4.dec 


1261250H1 


1542 


1774 


41 


481454.4.dec 


4755269H1 


1597 


1863 


41 


481454.4.dec 


3553105H1 


1603 


1900 


41 


481454.4.dec 


3741144H1 


1646 


1862 


41 


481454.4.dec 


698444H1 


1650 


1893 


41 


481454.4.dec 


1423073H1 


1667 


1876 


41 


481454.4.dec 


2497753H1 


1678 


1923 


41 


481454.4.dec 


722589H1 


1801 


2056 


41 


481454.4.dec 


725929H1 


1808 


2056 


41 


481454.4.dec 


710840H1 


1834 


2089 


41 


481454.4.dec 


6554952H1 


1852 


2375 


41 


481454.4.dec 


192279F1 


1854 


2273 


41 


481454.4.dec 


1262802H1 


1370 


1565 


41 


481454.4.dec 


72241 4H1 


1357 


1609 


41 


481454.4.dec 


1262803H1 


1371 


1564 


41 


481454.4.dec 


727709H1 


1400 


1616 


41 


481454.4.dec 


3681 61 HI 


1410 


1671 


41 


481454.4.dec 


32481 82H1 


1469 


1738 


41 


481454.4.dec 


192279H1 


1490 


1712 


41 


481454.4.dec 


192279R1 


1490 


2004 


41 


481454.4.dec 


719958H1 


1502 


1720 


41 


481454.4.dec 


710004H1 


1504 


1741 


41 


481454.4.dec 


1386020H1 


1525 


1696 


41 


481454.4.dec 


720247H1 


1527 


1699 


41 


481454.4.dec 


1423446H1 


320 


467 


41 


481454.4.dec 


3214020H1 


320 


574 


41 


481454.4.dec 


2991370F6 


318 


524 


41 


481454.4.dec 


1387254H1 


320 


529 


41 


481454.4.dec 


1387640H1 


317 


456 


41 


481454.4.dec 


2991370H1 


318 


557 


41 


481454.4.dec 


712619H1 


191 


315 


41 


481464.4.dec 


3346330H1 


312 


593 


41 


481454.4.dec 


1261236H1 


317 


566 


41 


481454.4.dec 


1261236R1 


317 


795 


41 


481454.4.dec 


6316533H1 


1 


301 


41 


481454.4.dec 


4773101 HI 


2287 


2413 


41 


481454.4.dec 


3388764H1 


1107 


1386 


41 


481454.4.dec 


3738442H1 


1747 


1982 


41 


481454.4.dec 


1363446F1 


1763 


2199 


41 


481454.4.dec 


1363446H1 


1763 


2019 


41 


481454.4.dec 


359082H1 


1766 


2003 


41 


481454.4.dec 


3251870H1 


1770 


1882 


41 


481454.4.dec 


1422809H1 


1031 


1280 


41 


481454.4.d c 


3550570H1 


1045 


1177 


41 


481454.4.dec 


3553072H1 


1063 


1360 


41 


481454.4.d c 


4243360H1 


1106 


1229 


41 


481454.4.dec 


2495808H1 


1863 


2212 


41 


481454.4.dec 


708530H1 


1874 


2093 


41 


481454.4.dec 


720746H1 


1869 


2087 


41 


481454.4.dec 


7191 17H1 


1919 


2136 
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41 


481454.4.dec 


724019H1 


1933 


2141 


42 


474800.7.d c 


3364132H1 


285 


506 


41 


481454.4.dec 


1388274H1 


1942 


2188 


42 


474800.7.dec 


6296402H1 


282 


393 


41 


481454.4.dec 


719545H1 


1949 


2145 


42 


474800.7.dec 


9759692 


285 


481 


41 


481454.4.d c 


g831279 


2034 


2426 


42 


474800.7.dec 


92269717 


284 


342 


41 


481454.4.d c 


9891552 


2051 


2395 


42 


474800.7.dec 


4800860H1 


283 


541 


41 


481454.4.dec 


9646749 


2091 


2375 


42 


474800.7.dec 


5866864H1 


285 


454 


41 


481454.4.dec 


92017804 


2144 


2380 


42 


474800.7.dec 


4974548H1 


287 


558 


41 


481454.4.dec 


537511 OH 1 


2201 


2372 


42 


474800.7.dec 


671748H1 


288 


536 


41 


481454.4.dec 


1262647H1 


750 


980 


42 


474800.7.dec 


4626725H1 


290 


553 


41 


481454.4.dec 


1262647R6 


750 


1196 


42 


474800.7.dec 


4549937H1 


291 


517 


41 


481454.4.dec 


3551542H1 


899 


1196 


42 


474800.7.dec 


702403H1 


292 


523 


41 


481454.4.dec 


7251 30R6 


961 


1399 


42 


474800.7.dec 


3085429H1 


292 


574 


41 


481454-4.dec 


7251 30H1 


961 


1242 


42 


474800-7.dec 


2536581 HI 


297 


554 


41 


481454.4.dec 


190292F1 


976 


1504 


42 


474800.7.dec 


457741 7H1 


297 


558 


41 


481454.4.dec 


1d0292H1 


371 


594 


42 


474800.7.dec 


3278477H1 


302 


559 


41 


481454.4.dec 


190292R1 


372 


916 


42 


474800.7.dec 


3525826H1 


302 


636 


41 


481454.4.dec 


1388249H1 


415 


641 


42 


474800.7.dec 


2274935H1 


273 


527 


41 


481454.4.dec 


2987096H1 


441 


526 


42 


474800.7.dec 


6128496H1 


276 


781 


41 


481454.4.dec 


9573061 


462 


781 


42 


474800.7.dec 


3538467H1 


251 


452 


41 


481454.4.dec 


721632H1 


495 


734 


42 


474800.7.dec 


91696705 


255 


716 


41 


481454.4.dec 


5896660H1 


537 


816 


42 


474800.7.dec 


4654475H1 


254 


517 


41 


481454.4.dec 


4028467H1 


583 


831 


42 


474800.7.dec 


251 9031 HI 


253 


485 


41 


481454.4.dec 


3551808H1 


627 


915 


42 


474800.7.dec 


1415905H1 


253 


339 


41 


481454.4.dec 


9694536 


683 


922 


42 


474800.7.dec 


91991337 


254 


556 


41 


481454.4.dec 


3552507H1 


730 


1009 


42 


474800.7.dec 


6128132H1 


256 


770 


41 


481464.4.dec 


1262647R1 


750 


1243 


42 


474800.7.dec 


6512254H1 


256 


764 


41 


481454.4.dec 


2534573H1 


1163 


1277 


42 


474800.7.d6C 


861646T1 


255 


739 


41 


481454.4.dec 


6e4692H1 


1187 


1371 


42 


474800.7.dec 


6127445H1 


256 


680 


41 


481454.4.dec 


3739532H1 


1345 


1520 


42 


474800.7.dec 


5921246H1 


254 


546 


42 


474800.7.dec 


94083621 


348 


790 


42 


474800.7,dec 


1754734H1 


255 


486 


42 


474800.7.dec 


93330186 


352 


795 


42 


474800.7.dec 


61 54991 HI 


257 


559 


42 


474800.7.dec 


94006598 


353 


796 


42 


474800.7.dec 


3162126H1 


255 


531 


42 


474800.7.dec 


93154709 


368 


791 


42 


474800.7.dec 


3435104H1 


255 


529 


42 


474800.7.dec 


1376567F1 


360 


789 


42 


474800.7.dec 


5170106H1 


256 


534 


42 


474800.7.dec 


3866046H1 


360 


634 


42 


474800.7.dec 


5118447H1 


256 


521 


42 


474800.7.dec 


1376567H1 


360 


600 


42 


474800.7.dec 


349301 6H1 


255 


348 


42 


474800.7.dec 


4454657H1 


367 


565 


42 


474800.7.dec 


3551427H1 


255 


546 


42 


474800.7.dec 


91422666 


367 


791 


42 


474800.7.dec 


3148115H1 


255 


542 


42 


474800.7.dec 


91698074 


370 


787 


42 


474800.7.dec 


3318467H1 


252 


513 


42 


474800.7.dec 


93424851 


373 


789 


42 


474800.7.dec 


2271268H1 


256 


517 


42 


474800.7.dec 


6006731 HI 


376 


568 


42 


474800.7.dec 


4548927H1 


255 


477 


42 


474800.7.dec 


2191974H1 


263 


506 


42 


474800.7.dec 


861653H1 


255 


491 


42 


474800.7.dec 


3436827H1 


265 


507 


42 


474800.7.dec 


3746336H1 


256 


525 


42 


474800.7.dec 


2947062H2 


261 


528 


42 


474800.7.dec 


3135584H1 


257 


518 


42 


474800.7.dec 


3471528H1 


261 


448 


42 


474800.7.dec 


5666988H1 


257 


458 


42 


474800.7.dec 


2095746H1 


261 


520 


42 


474800.7.dec 


2990527H1 


255 


554 


42 


474800,7.dec 


92063997 


262 


716 


42 


474800.7.dec 


93736691 


736 


786 


42 


474800.7.dec 


4300620H1 


264 


521 


42 


474800.7.dec 


4903583H2 


619 


771 


42 


474800.7.dec 


2452854H1 


263 


511 


42 


474800.7.dec 


337521 4H1 


631 


789 


42 


474800.7.dec 


2365057H1 


263 


496 


42 


474800.7.dec 


92737517 


634 


789 


42 


474800.7.dec 


1643560H1 


263 


471 


42 


474800.7.dec 


92184209 


657 


789 


42 


474800.7.dec 


1514783H1 


263 


444 


42 


474800.7.dec 


92184197 


658 


789 


42 


474800.7.dec 


4386745H1 


264 


509 


42 


474800.7.dec 


94088940 


665 


790 


42 


474800.7.dec 


3624130H1 


262 


505 


42 


474800.7.dec 


3731668H1 


670 


787 


42 


474800.7.dec 


3968293H1 


262 


538 


42 


474800.7.dec 


93846489 


676 


789 


42 


474800.7.dec 


575286H1 


264 


564 


42 


474800.7.dec 


93307015 


684 


796 


42 


474800.7.dec 


1347134H1 


265 


499 


42 


474800.7.dec 


9221 06H1 


683 


789 


42 


474800.7.dec 


91642050 


266 


548 


42 


474800.7.dec 


95232862 


687 


789 


42 


474800.7.dec 


3182016H1 


267 


575 


42 


474800.7.dec 


91696663 


699 


789 


42 


474800.7.dec 


4979746H1 


267 


534 


42 


474800.7.dec 


92408773 


706 


785 


42 


474800.7.dec 


91698167 


259 


567 


42 


474800.7.dec 


92261612 


729 


789 


42 


474800.7.dec 


1467071 HI 


259 


457 


42 


474800.7.dec 


94075039 


730 


788 


42 


474800.7.dec 


91067573 


261 
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g992293 


269 


561 


42 


474800.7.dec 


g1 20061 2 


225 


517 


42 


474800.7.dec 


75241 OHI 


271 


483 


42 


474800.7.dec 


996082R1 


228 


785 


42 


474800.7.d c 


g1 298225 


273 


445 


42 


474800.7.dec 


141 8641 HI 


228 


485 


42 


474800.7.dec 


3021579H1 


271 


561 


42 


474800.7.dec 


1418610H1 


228 


478 


42 


474800.7.dec 


3523078H1 


271 


536 


42 


474800.7.dec 


822805H1 


227 


446 



94 



wo 01/23558 
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42 


474800.7.dec 


1571453H1 


227 


331 


42 


474800.7.dec 


91069389 


248 


570 


42 


474800.7.clec 


3450482H1 


229 


475 


42 


474800.7.dec 


4718186H1 


250 


513 


42 


474800.7.dec 


4297547H1 


229 


404 


42 


474800.7.d c 


2507696H1 


249 


481 


42 


474800.7.dec 


1982331 HI 


228 


506 


42 


474800.7.dec 


832375H1 


249 


338 


42 


474800.7.dec 


2078474H1 


228 


493 


42 


474800.7.dec 


3384841 HI 


250 


477 


42 


474800.7.dec 


465561 5H1 


228 


494 


42 


474800.7.dec 


3090981 HI 


248 


514 


42 


474800.7.dec 


4718836H1 


228 


501 


42 


474800.7.dec 


2496134H1 


247 


476 


42 


474800.7.dec 


2748984H1 


228 


490 


42 


474800.7.dec 


2070351 HI 


251 


468 


42 


474800.7.dec 


2725538H1 


228 


477 


42 


474800.7.dec 


3343389H1 


251 


497 


42 


474800.7.dec 


2688345H1 


228 


477 


42 


474800.7.dec 


2328523H1 


251 


502 


42 


474800.7.dec 


526061 2H1 


228 


452 


42 


474800.7.dec 


1 54021 2H1 


281 


501 


42 


474800.7.dec 


2828878H1 


261 


526 


42 


474800.7.dec 


1664483H1 


281 


493 


42 


474800.7.dec 


3352277H1 


261 


513 


42 


474800.7.dec 


91954939 


283 


528 


42 


474800.7.dec 


5438786H1 


262 


537 


42 


474d00.7.dec 


1652595H1 


281 


504 


42 


474800.7.dec 


608875H1 


260 


498 


42 


474800.7.dec 


3256087H1 


282 


517 


42 


474800.7.dec 


g1 687582 


259 


507 


42 


474800.7.dec 


2664505H1 


276 


511 


42 


474800.7.dec 


2528382H1 


262 


582 


42 


474800,7.dec 


3133484H1 


276 


560 


42 


474800.7.dec 


3161323H1 


261 


560 


42 


474800.7.dec 


902991 HI 


274 


443 


42 


474800.7.dec 


3815719H1 


262 


552 


42 


474800.7.dec 


2523971 HI 


274 


457 


42 


474800.7.dec 


5927826H1 


261 


552 


42 


474800.7.dec 


4065211 HI 


277 


554 


42 


474800.7.dec 


2103114H1 


261 


524 


42 


474800.7.dec 


5847748H1 


277 


555 


42 


474800.7.dec 


5685850H1 


304 


457 


42 


474800.7.dec 


3241608H1 


277 


521 


42 


474800.7.dec 


9869962 


317 


521 


42 


474800.7.dec 


1558275H1 


228 


438 


42 


474800.7.dec 


93446179 


319 


765 


42 


474800.7.dec 


3945726H1 


230 


521 


42 


474800.7.dec 


207985H1 


323 


566 


42 


474800.7.dec 


3864787H1 


224 


382 


42 


474800.7.dec 


2321546H1 


323 


562 


42 


474800.7.dec 


5993349H1 


230 


506 


42 


474800.7.dec 


4863479H1 


333 


572 


42 


474800.7.dec 


4304036H1 


229 


481 


42 


474800.7.dec 


92540814 


332 


813 


42 


474800.7.dec 


4359071 HI 


231 


441 


42 


474800.7.dec 


4503887H1 


333 


579 


42 


474800.7.dec 


759905H1 


228 


443 


42 


474800.7.dec 


93679347 


335 


790 


42 


474800.7.dec 


626533H1 


232 


480 


42 


474800.7.dec 


4501 531 HI 


333 


498 


42 


474800.7.dec 


435901 7H1 


230 


499 


42 


474800,7.dec 


227482H1 


276 


386 


42 


474800,7.dec 


4160125H1 


231 


486 


42 


474800.7.dec 


2864302H1 


278 


601 


42 


474800.7.dec 


6051 46R1 


232 


789 


42 


474800.7.dec 


4667387H1 


280 


536 


42 


474800.7.dec 


641045H1 


231 


487 


42 


474800.7.dec 


4587242H1 


280 


535 


42 


474800.7.dec 


4774994H1 


228 


473 


42 


474800.7.dec 


4013223H1 


280 


568 


42 


474800.7.dec 


91275341 


' 231 


726 


42 


474800.7.dec 


4364726H1 


281 


536 


42 


474800.7.dec 


5218085H1 


232 


489 


42 


474800.7.dec 


5585051 HI 


281 


508 


42 


474800.7.dec 


1581422H1 


231 


414 


42 


474800.7.dec 


g1 61 4356 


276 


430 


42 


474800.7.dec 


28751 81 HI 


231 


416 


42 


474800.7.dec 


5292222H2 


281 


476 


42 


474800.7.dec 


4108876H1 


232 


509 


42 


474800.7.dec 


4014021 HI 


281 


555 


42 


474800.7.dec 


763465H1 


232 


458 


42 


474800.7.dec 


1996347T6 


283 


749 


42 


474800.7.dec 


1360090F1 


232 


712 


42 


474800.7.dec 


2603087H1 


282 


565 


43 


427883.13.dec 2750357R6 


1 


585 


42 


474800.7.dec 


2726460H1 


283 


533 


43 


427883.13.dec 2750357H1 


1 


274 


42 


474800.7.dec 


2520565H1 


282 


530 


43 


427883. 13.dec 2750357T6 


66 


600 


42 


474800.7.dec 


93648049 


382 


787 


43 


427883.1 3.dec 


92145067 


177 


680 


42 


474800.7.dec 


93785151 


392 


789 


44 


01 8945.1. dec 


92754249 


148 


381 


42 


474800.7.dec 


94621991 


392 


788 


44 


01 8945.1. dec 


6316156H1 


1 


265 


42 


474800.7.dec 


4548927T1 


396 


746 


44 


01 8945.1. dec 


24941 57F6 


100 


578 


42 


474800.7.dec 


2417032H1 


256 


496 


44 


01 8945.1. dec 


6926973H1 


260 


527 


42 


474800.7.dec 


245831 8H1 


256 


473 


44 


01 8945.1. dec 


58431 14H1 


340 


556 


42 


474800.7.dec 


9899701 


257 


366 


44 


01 8945.1. dec 


24941 57H1 


101 


374 


42 


474800.7.dec 


91925616 


260 


686 


44 


01 8945.1. dec 


3332135H1 


103 


272 


42 


474800.7.dec 


24231 52H1 


257 


496 


45 


353271 .2.dec 


92166108 


1 


268 


42 


474800.7.dec 


g1 969694 


259 


528 


45 


353271 .2.dec 


91982479 


27 


253 


42 


474800.7.dec 


91991227 


259 


523 


45 


353271 .2.dec 


1330982H1 


1 


223 


42 


474800.7.dec 


3984471 HI 


258 


526 


45 


353271 .2.dec 


9656570 


46 


300 


42 


474800.7.dec 


3797251 HI 


256 


420 


45 


353271 .2.dec 


6264802H1 


166 


684 


42 


474800.7.dec 


2515639H1 


256 


377 


45 


353271 .2.dec 


95393964 


500 


874 


42 


474800.7.dec 


1982495H1 


258 


434 


45 


353271 .2.dec 


92817460 


555 


977 


42 


474800.7.dec 


3384040H1 


258 


518 


45 


353271 .2.dec 


93144408 


555 


951 


42 


474800.7.dec 


4340308H1 


262 


520 


45 


353271 .2.dec 


92884545 


555 


872 


42 


474800.7.dec 


548571 9H2 


263 


536 


45 


353271 ,2.dec 


6433345H1 


685 


1075 


42 


474800.7.dec 


3399655H1 


249 


488 


46 


221686.2.dec 


91496021 


950 


1174 


42 


474800.7.dec 


4079842H1 


247 


504 


46 


221686.2.dec 


2222469H1 


980 


1228 


42 


474800.7.dec 


92018263 


248 


489 


46 


221686.2.dec 


3702201 HI 


4 


224 


42 


474800.7.dec 


3595893H1 


250 


545 


46 


221686.2.dec 


2869444H1 


5 


267 


42 


474800.7.dec 


4353689H1 


248 


466 


46 


221686.2.dec 


2608081 HI 


5 


239 



95 
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46 


221666.2.dec 


2560547H1 


20 


262 


46 


221686.2.dec 


865274H1 


20 


229 


46 


221686.2.dec 


4600487H1 


1207 


1471 


46 


221686.2.dec 


95395617 


1212 


1658 


46 


221686.2.d c 


93649326 


1197 


1649 


46 


221686.2.dec 


1924003H1 


1205 


1440 


46 


221686.2.dec 


92229467 


786 


1285 


46 


221686.2.dec 


6560891 HI 


824 


1412 


46 


221686.2.dec 


4309204H1 


840 


1156 


46 


221686.2.dec 


91894676 


847 


1068 


46 


221686.2.dec 


1320608H1 


739 


977 


46 


221686.2.dec 


1322509H1 


739 


1012 


46 


221686.2.dec 


91962089 


742 


1161 


46 


221686.2.dec 


91501804 


748 


1240 


46 


221686.2.dec 


27781 2H1 


759 


997 


46 


221686.2.dec 


891686R1 


780 


1232 


46 


221686.2.dec 


891686H1 


780 


1057 


46 


221686.2.dec 


6541682H1 


785 


835 


46 


221686.2.dec 


2757069H1 


4 


264 


46 


221686.2.dec 


3371090H1 


4 


191 


46 


221686.2.dec 


91157161 


1 


376 


46 


221686.2.dec 


3269337H1 


1 


230 


46 


221686.2.dec 


374401 3H1 


3 


291 


46 


221686.2.dec 


91648248 


4 


321 


46 


221686.2.dec 


2755673H1 


4 


281 


46 


221686.2.dec 


4539363H1 


1297 


1532 


46 


221686.2.dec 


4539354H1 


1296 


1529 


46 


221686.2.dec 


9877030 


439 


821 


46 


221686.2.dec 


93085798 


403 


565 


46 


221686.2.dec 


602072H1 


443 


649 


46 


221686.2.dec 


94089352 


1282 


1649 


46 


221686.2.dec 


93424232 


1285 


1655 


46 


221686.2.dec 


9618384 


1287 


1649 


46 


221686.2.dec 


9899949 


1295 


1662 


46 


221686.2.dec 


5214483H1 


1217 


1473 


46 


221686.2.dec 


92904724 


1219 


1648 


46 


221686.2.dec 


4840724H1 


1484 


1649 


46 


221686.2.dec 


2291586H1 


1491 


1648 


46 


221686.2.dec 


9359761 1 


1529 


1654 


46 


221686.2.dec 


92252086 


1536 


1657 


46 


221686.2.dec 


93069279 


1555 


1661 


46 


221686.2.dec 


94619485 


1571 


1649 


46 


221686.2.dec 


94285953 


1465 


1649 


46 


221686.2.dec 


92670165 


1480 


1649 


46 


221686.2.dec 


2191582H1 


1 


245 


46 


221686.2.dec 


1758533T6 


1 


526 


46 


221686.2.dec 


5023657H1 


949 


1287 


46 


221686.2.dec 


5004265H1 


1308 


1451 


46 


221686.2.dec 


92944918 


1313 


1656 


46 


221686.2.dec 


91521805 


1315 


1649 


46 


221686.2.dec 


93281247 


1315 


1649 


46 


221686.2.dec 


94111170 


1322 


1648 


46 


221686.2.dec 


9678095 


1328 


1649 


46 


221686.2.dec 


93239905 


1365 


1652 


46 


221686.2.dec 


3009995H1 


1365 


1654 


46 


221686.2.dec 


27681 17H1 


75 


324 


46 


221686.2.dec 


92056693 


90 


482 


46 


221686.2.dec 


1914093H1 


43 


290 


46 


221686.2.dec 


95664064 


104 


570 


46 


221686.2.dec 


6555452H1 


1084 


1647 


46 


221686.2.dec 


1985587H1 


1099 


1349 


46 


221686.2.dec 


2794944H1 


1118 


1379 


46 


221686.2.dec 


4765822H1 


329 


635 


46 


221686.2.dec 


93434809 


1280 


1649 


46 


221686.2.dec 


3492290H1 


227 


509 


46 


221686.2.dec 


92464021 


229 


563 


46 


221686.2.dec 


91139048 


253 


564 


46 


221686.2.dec 


92057237 


258 


564 



PCT/USOO/25610 

cont. 



46 


221686.2.dec 


91970171 


278 


529 


46 


221686.2.dec 


93050156 


319 


551 


46 


221686.2.dec 


95393393 


196 


551 


46 


221686.2.dec 


943901 18 


200 


564 


46 


221686.2.dec 


9431 1801 


205 


549 


46 


221686.2.dec 


92986647 


221 


567 


46 


221686.2.dec 


93134329 


222 


564 


46 


221686.2.dec 


2192270H1 


506 


567 


46 


221686.2.dec 


3972831 F8 


584 


948 


46 


221686.2.dec 


91847092 


601 


656 


46 


221686.2.dec 


6064569H1 


613 


903 


46 


221686.2.dec 


9565892 


508 


785 


46 


221686.2.dec 


9705571 


508 


765 


46 


221686.2.dec 


9900050 


543 


821 


46 


221686.2.dec 


92110278 


551 


941 


46 


221686.2.dec 


36441 53H1 


563 


845 


46 


221686.2.dec 


3972831 HI 


584 


763 


46 


221686.2.dec 


5264943H2 


583 


842 


46 


221686.2.dec 


91496022 


1224 


1649 


46 


221686.2.dec 


227691 7H1 


1233 


1474 


46 


221686.2.dec 


92223945 


448 


564 


46 


221686.2.dec 


9748720 


489 


816 


46 


221686.2.dec 


508694H1 


492 


564 


46 


221686.2.dec 


93871207 


494 


594 


46 


221686.2.dec 


1449534H1 


501 


725 


46 


221686.2.dec 


93599990 


20 


1649 


46 


221686.2.dec 


3212603H1 


20 


96 


46 


221686.2.dec 


2692989H1 


20 


234 


46 


221686.2.dec 


1524060H1 


20 


242 


46 


221686.2.dec 


9876029 


24 


337 


46 


221686.2.dec 


2350967H1 


33 


240 


46 


221686.2.dec 


505094H1 


1125 


1343 


46 


221686.2.dec 


4349946H1 


1169 


1409 


46 


221686.2.dec 


95368644 


1449 


1654 


46 


221686.2.dec 


2561462H1 


1461 


1653 


46 


221686.2.dec 


4338064H1 


1065 


1199 


46 


221686.2.d8C 


6555559H1 


1084 


1397 


46 


221686.2.dec 


95100441 


115 


567 


46 


221686.2.dec 


94244273 


120 


567 


46 


221686.2.dec 


94598846 


121 


566 


46 


221686.2.dec 


95525897 


126 


569 


46 


221686.2.dec 


94222849 


137 


564 


46 


221686.2.dec 


91940783 


96 


481 


46 


221686.2.dec 


94683228 


149 


602 


46 


221686.2.dec 


91966888 


171 


591 


46 


221686.2.dec 


93230774 


1188 


1656 


46 


221686.2.dec 


95235938 


1190 


1653 


46 


221686.2.dec 


92335846 


1189 


1653 


46 


221686.2.dec 


1945431 HI 


50 


284 


46 


221686.2.dec 


2351607H1 


33 


272 


46 


221686.2.dec 


92220565 


27 


476 


46 


221686.2.dec 


92179118 


1257 


1635 


46 


221686.2.dec 


4545185H1 


874 


1109 


46 


221686.2.dec 


3614865H1 


887 


1183 


46 


221686.2.dec 


1758533R6 


7 


398 


46 


221686.2.dec 


1758533H1 


7 


260 


46 


221686.2.dec 


2520988H1 


7 


239 


46 


221686.2.dec 


6570842H1 


999 


1535 


46 


221686.2.dec 


92229468 


1180 


1654 


46 


221686.2.dec 


91 501805 


1189 


1649 


46 


221686.2.dec 


8431 00R1 


1004 


1565 


46 


221686.2.dec 


8431 00H1 


1004 


1251 


46 


221686.2.dec 


1322509T6 


1012 


1608 


46 


221686.2.dec 


2865824H1 


17 


312 


46 


221686.2.dec 


3494081 HI 


20 


141 


46 


221686.2.d8C 


3421965H1 


20 


225 


46 


221686.2.dec 


93180993 


171 


573 


46 


221686.2.dec 


4200256H1 


185 


456 



wo 01/23558 
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46 


221686.2.dec 


93053185 


193 


551 


46 


221686.2.dec 


94113264 


194 


564 


46 


221686.2.dec 


1566145H1 


215 


413 


46 


221686.2.dec 


4146653H1 


658 


905 


46 


221686.2.dec 


92038320 


661 


1012 


46 


221686.2.dec 


870643R1 


688 


1236 


46 


221686.2.dec 


870643H1 


688 


904 


46 


221686.2.dec 


2472630H1 


739 


966 


46 


221686.2.dec 


5642893H1 


1274 


1526 


46 


221686.2.dec 


94089330 


1259 


1654 


46 


221686.2.dec 


91874878 


617 


1032 


46 


221686.2.dec 


9760468 


624 


899 


46 


221686.2.dec 


91875083 


643 


1064 


46 


221686.2.dec 


4115809H1 


648 


946 


46 


221686.2.dec 


2190470H1 


654 


899 


46 


221686.2.dec 


95365668 


1242 


1649 


46 


221686.2.dec 


93665314 


1246 


1649 


46 


221686.2.dec 


94896697 


1251 


1655 


46 


221686.2.dec 


94682121 


1255 


1650 


46 


221686.2.dec 


95101618 


1256 


1648 


46 


221686.2.dec 


93254734 


1239 


1649 


46 


221686.2.dec 


83751 9H1 


1234 


1475 


46 


221686.2.dec 


92110810 


1235 


1650 


46 


221686.2.dec 


6414447H1 


1236 


1649 


46 


221686.2.dec 


1322509F6 


739 


1200 


46 


221686.2.dec 


5327256H1 


1195 


1444 


46 


221686.2.dec 


91521860 


1194 


1578 


46 


221686.2.dec 


1544501H1 


17 


139 


46 


221686.2.dec 


2458467H1 


17 


248 


46 


221686.2.dec 


2494070H1 


16 


325 


46 


221686.2.dec 


15031 12H1 


1379 


1654 


46 


221686.2.dec 


93871897 


1386 


1649 


46 


221686.2.dec 
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233347.7.dec 


3759276H1 


107 


412 


47 


233347.7.dec 


2364631 HI 


107 


339 


47 


233347.7.dec 


3660890H1 


111 


358 


47 


233347.7.dec 


2879058F6 


457 


839 


47 


233347.7.dec 


g1 376379 


458 


816 


47 


233347.7.dec 


6138586H1 


464 


763 


47 


233347.7.dec 


1930146H1 


464 


716 


47 


233347.7.dec 


6116446H1 


464 


746 


47 


233347.7.dec 


2879058H1 


456 


781 


47 


233347.7.dec 


6138487H1 


464 


763 


47 


233347.7.dec 


3038850H1 


484 


769 


47 


233347.7.dec 


52921 77H2 


485 


713 


47 


233347.7.dec 


9828019 


491 


831 


47 


233347.7.dec 


1850504H1 


499 


809 


47 


233347.7.dec 


4615174H1 


506 


772 


47 


233347.7.dec 


3811338H1 


506 


784 


47 


233347.7.dec 


227891 5H1 


509 


782 


47 


233347.7.dec 


2687896H1 


511 


760 


47 


233347.7.dec 


2595364H1 


111 


352 


47 


233347.7.dec 


3576583H1 


104 


410 


48 


230631 .3.dec 


435524H1 


1712 


1808 


48 


230631 .3.dec 


435524T6 


1712 


2104 


48 


230631 .3.dec 


91927614 


1714 


2138 


48 


230631 .3.dec 


6410396H1 


1719 


2030 


48 


230631 .3.dec 


94311787 


1727 


2143 


48 


230631 .3.dec 


93214289 


1738 


2142 


48 


230631 .3.dec 


92567651 


1772 


2007 


48 


230631 .3.dec 


92901561 


1772 


2007 


48 


230631 .3.dec 


95452257 


1778 


2147 


48 


230631 .3.dec 


3870968H1 


1783 


2068 


48 


230631 .3.dec 


92898784 


1802 


2007 


48 


230631 .3.dec 


9656370 


1820 


2163 


48 


230631 .3.dec 


1723586T6 


1844 


2102 


48 


230631 .3.dec 


65561 78H1 


1845 


2142 


48 


230631 .3.dec 


6551620H1 


1845 


2159 


48 


230631 .3.dec 


1430637H1 


1176 


1437 


48 


230631 .3.dec 


6558462H1 


1845 


2158 


48 


230631 .3.dec 


6551720H1 


1845 


2142 


48 


230631 .3.dec 


94853053 


1866 


2147 


48 


230631 .3.dec 


94688016 


1866 


2147 


48 


230631 .3.dec 


91844455 


1896 


2145 


48 


230631 .3.dec 


92208492 


1906 


2144 


48 


230631 .3.dec 


4255443H1 


1222 


1473 


48 


230631 .3.dec 


2861393F6 


1916 


2145 


48 


230631 .3.dec 


2861393H1 


1916 


2145 


48 


230631 .3.dec 


4720434H1 


1922 


2028 


48 


230631 .3.dec 


294274H1 


1962 


2100 


48 


230631 .3.dec 


5445032H1 


2036 


2146 


48 


230631 .3.dec 


5288940H1 


1407 


1622 
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48 


230631 .3.dec 


5681 83T6 


1530 


2106 


48 


230631 .3.dec 


2611995T6 


1550 


2099 


48 


230631 .3.dec 


3186434H1 


1585 


1904 


48 


230631 .3.dec 


92100756 


1686 


2142 


48 


230631 .3.dec 


95396058 


1705 


2147 


48 


230631 .3.dec 


435524R6 


1712 


2026 


48 


230631 .3.dec 


6314425H1 


1 


571 


48 


230631 .3.dec 


5512314F6 


134 


411 


48 


230631. 3.dec 


5512314H1 


134 


407 


48 


230631 .3.dec 


6124182H1 


171 


652 


48 


230631. 3.dec 


6352048H2 


279 


524 


48 


230631. adec 


5151685F6 


432 


780 


48 


230631 .3.dec 


5151685H1 


432 


697 


48 


230631 .3.dec 


92100757 


477 


966 


48 


230631 .3.dec 


91014169 


477 


568 


48 


230631 .3.dec 


3750444H1 


494 


773 


48 


230631 .3.dec 


554551 6H1 


750 


948 


48 


230631 .3.dec 


747404H1 


1112 


1344 


48 


230631 .3.dec 


2611995H1 


1172 


1415 


48 


230631 .3.dec 


6109396H1 


846 


1159 


48 


230631 .3.dec 


5605261 HI 


965 


1231 


48 


230631 .3.dec 


5101319H1 


1033 


1301 


48 


230631 .3.dec 


568183H1 


1070 


1382 


48 


230631 .3.dec 


568183R6 


1070 


1634 


48 


230631 .3.dec 


38041 9SH1 


1086 


1385 


48 


230631 .3.dec 


2759470H1 


1096 


1366 


49 


3351 46.1. dec 


2695263F6 


536 


1060 


49 


3351 46.1. dec 


92719161 


570 


699 


49 


3351 46.1. dec 


94891403 


1 


447 


49 


3351 46.1. dec 


94891292 


1 


462 


49 


3351 46.1. dec 


94311647 


1 


414 


49 


3351 46.1. dec 


93887245 


1 


309 


49 


3351 46.1. dec 


878550H1 


247 


471 


49 


3351 46.1. dec 


94266690 


365 


696 


49 


3351 46.1. dec 


2695263H1 


536 


664 


50 


3371 60.1. dec 


93239640 


1312 


1540 


50 


3371 60.1. dec 


92080803 


1319 


1543 


50 


337160.1.dec 


94269757 


1329 


1533 


50 


3371 60.1. dec 


95633598 


1271 


1537 


50 


337160.1.dec 


91421937 


1279 


1536 


50 


3371 60.1. dec 


5167368H1 


563 


803 


50 


3371 60.1. dec 


9752491 


609 


905 


50 


3371 60.1. dec 


91422034 


686 


1027 


50 


3371 60.1. dec 


5490664H1 


696 


990 


50 


3371 60.1. dec 


3749493T6 


916 


1491 


50 


337160.1. dec 


93593694 


1073 


1447 


50 


3371 60.1. dec 


3749493H1 


6 


294 


50 


3371 60.1. dec 


95232677 


1075 


1538 


50 


3371 60.1. dec 


91925336 


11 


448 


50 


3371 60,1. dec 


95526629 


1109 


1538 


50 


3371 60.1. dec 


93596807 


1110 


1533 


50 


3371 60.1. dec 


92106751 


105 


561 


50 


3371 60.1. dec 


5923530H1 


108 


394 


50 


3371 60.1. dec 


4402877H1 


135 


389 


50 


3371 60.1. dec 


91164166 


349 


674 


50 


337160.1. dec 


3664104H1 


440 


732 


50 


337160.1. dec 


3457353T6 


1110 


1488 


50 


3371 60.1. dec 


9752492 


1196 


1538 


50 


3371 60.1. dec 


94153397 


1271 


1537 


50 


3371 60.1. dec 


3457353F6 


1 


483 


50 


3371 60.1. dec 


3457353H1 


1 


247 


50 


3371 60.1. dec 


3749493F6 


6 


343 


51 


346341. 12.dec g697197 


1936 


2305 


51 


346341. 12.dec g 1953531 


1936 


2242 


51 


346341. 12.dec 4549651 HI 


1955 


2218 


51 


346341. 12.dec 4860447H1 


2030 


2109 


51 


346341. 12.dec 53981 05H1 


2057 


2333 


51 


346341.12.dec 91952108 


2153 


2448 



wo 01/23558 
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51 


346341. 12.dec g4085571 


2164 


2580 


51 


346341 . 1 2.dec 6096790H 1 


1892 


2171 


51 


346341. 12.dec 265521 4H1 


2217 


2504 


51 


346341. 12.d c g1 983854 


1914 


2201 


51 


346341. 12.dec 3678964H1 


2306 


2470 


51 


346341. 12.dec 4602467H1 


1 


269 


51 


346341.12.dec g1974712 


2812 


3086 


61 


346341. 12.dec 2944936H2 


71 


351 


51 


346341. 12.dec 461156H1 


2319 


2568 


61 


346341. 12.dec 6686792H1 


84 


352 


51 


346341. 12.dec 371775H1 


2860 


3002 


51 


346341. 12.dec g1985487 


117 


444 


51 


346341. 12.dec 406133H1 


2418 


2659 


51 


346341. 12.dec 5909668H1 


155 


438 


51 


346341. 12.dec 407852H1 


2418 


2654 


51 


346341. 12.dec 2930688H2 


214 


506 


51 


346341. 12.dec 4671487H1 


2473 


2706 


51 


346341. 12.dec 5447067H1 


237 


499 


51 


346341. 12.dec 724937H1 


2497 


2724 


51 


346341. 12.dec 2754701 HI 


373 


628 


51 


346341. 12.dec 1850170H1 


2531 


2801 


51 


346341 . 1 2.dec 3402751 H 1 


511 


769 


51 


346341.12.dec 788800H1 


2975 


3252 


51 


346341. 12.dec 1613125H1 


535 


715 


51 


346341. 12.dec 223801 2H1 


2582 


2836 


51 


346341. 12.dec 6161920H1 


656 


889 


51 


346341. 12.dec 788800R1 


2976 


3491 


51 


346341. 12.dec 6162985H1 


656 


889 


51 


346341.12.dec 1212594H1 


2619 


2789 


51 


346341. 12.dec 2608603H1 


821 


1067 


51 


346341.12.dec 4110759H1 


2663 


2894 


61 


346341. 12.dec 6371 04H1 


851 


1117 


51 


346341. 12.dec S086055H1 


2744 


2985 


61 


346341. 12.dec 632668H1 


851 


1097 


51 


346341.12.dec 5034582H1 


2779 


3043 


61 


346341. 12.dec 6462464H2 


1014 


1468 


51 


346341 .12.dec 2790584H1 


3072 


3346 


61 


346341. 12.dec 55001 18H1 


1149 


1417 


51 


346341. 12.dec 5034566H1 


2780 


3044 


51 


346341. 12.dec 1525276H1 


1153 


1384 


51 


346341. 12.dec 291 8021 H1 


2791 


3074 


51 


346341. 12.dec 967743H1 


1165 


1426 


51 


346341. 12.dec 4548080H1 


3126 


3405 


51 


346341. 12.dec 4248617H1 


1166 


1399 


51 


346341. 12.dec 4549651T1 


3136 


3680 


51 


346341. 12.dec 3333021 HI 


1165 


1418 


51 


346341.12.dec 1251314H1 


3172 


3408 


51 


346341. 12.dec 4106103H1 


1184 


1443 


51 


346341. 12.dec 3784388H1 


3183 


3409 


51 


346341. 12.dec 2135613H1 


1170 


1427 


51 


346341. 12.dec 2767486H1 


3187 


3426 


51 


346341. 12.dec 5430803H1 


1181 


1421 


51 


346341.12.dec 1457486H1 


3201 


3374 


51 


346341. 12.dec 3287061 HI 


1212 


1319 


51 


346341.12.dec 1457116H1 


3201 


3443 


51 


346341. 12.dec 5430764H1 


1230 


1489 


51 


346341. 12.dec 4714829H1 


3207 


3490 


61 


346341. 12.dec 5953804H1 


1244 


1569 


51 


346341.12.dec 4522268H1 


3221 


3459 


51 


346341. 12.dec 3002616H1 


1261 


1494 


51 


346341. 12.dec 1868560H1 


3241 


3497 


61 


346341.12.dec 1793327H1 


1262 


1612 


51 


346341. 12.dec 1870079H1 


3241 


3487 


51 


346341. 12.dec 5506306H1 


1268 


1486 


51 


346341.12.dec 446846H1 


3248 


3578 


51 


346341. 12.dec 2159582H1 


1273 


1431 


51 


346341, 12.dec g3134178 


3254 


3631 


51 


346341 . 1 2.dec g2238358 


1317 


1591 


51 


346341. 12.dec g5425839 


3259 


3718 


51 


346341. 12.dec 6456333H1 


1365 


2013 


51 


346341. 12.dec g2836424 


3262 


3716 


51 


346341. 12.dec 3161945H1 


1385 


1661 


51 


346341. 12.dec 2120370H1 


3263 


3612 


51 


346341. 12.dec 4551786H1 


1409 


1607 


51 


346341. 12.dec 2404565H1 


3268 


3509 


51 


346341. 12.dec 890596H1 


1459 


1730 


51 


346341. 12.dec 1 88001 5H1 


3277 


3542 


51 


346341. 12.dec 899800H1 


1475 


1752 


51 


346341. 12.dec g3246305 


3284 


3716 


51 


346341. 12.dec g4307656 


1480 


1829 


51 


346341. 12.dec g5593413 


3308 


3717 


51 


346341. 12.dec 1231448H1 


1494 


1734 


51 


346341. 12.dec g31 91458 


3314 


3717 


51 


346341. 12.dec g3336653 


1499 


1882 


51 


346341. 12.dec g5636268 


3316 


3716 


51 


346341. 12.dec 2991495H1 


1600 


1773 


61 


346341. 12.dec g4738223 


3319 


3716 


61 


346341. 12.dec 4066993H1 


1617 


1788 


51 


346341.12.dec 3218761H1 


3328 


3628 


61 


346341. 12.dec 4801741 HI 


1517 


1777 


51 


346341.12.dec 5340713H1 


3337 


3639 


61 


346341. 12.dec 1992208H1 


1528 


1821 


51 


346341.12.dec g3721515 


3354 


3716 


51 


346341. 12.dec 4958003H1 


1567 


1824 


51 


346341. 12.dec 5187190H1 


3378 


3600 


51 


346341. 12.dec 31 53981 HI 


1573 


1845 


51 


346341. 12.dec 4642347H1 


3379 


3646 


51 


346341. 12.dec 3280967H1 


1578 


1828 


51 


346341. 12.dec 1547041 HI 


3381 


3590 


51 


346341. 12.dec 6423266H1 


1581 


2202 


51 


346341. 12.dec g900509 


3383 


3726 


51 


346341 , 1 2.dec 3758378H 1 


1605 


1787 


51 


346341. 12.dec g2620334 


3388 


3716 


51 


346341. 12.dec 3405995H1 


1587 


1825 


51 


346341. 12.dec g2968141 


3392 


3716 


51 


346341. 12.dec 3000267H1 


1597 


1885 


51 


346341 . 1 2.dec g3837261 


3408 


3823 


51 


346341. 12.dec 2564228H1 


1599 


1864 


51 


346341 . 1 2.dec g31 1 0248 


3406 


3825 


61 


346341.12.dec 3000290H1 


1602 


1885 


51 


346341. 12.dec g2019976 


3413 


3717 


61 


346341.12.dec 1892929H1 


1604 


1867 


51 


346341. 12.dec g767899 


3426 


3718 


61 


346341. 12.dec 6086217H1 


1606 


1838 


51 


346341. 12.dec g698251 


3461 


3718 


61 


346341. 12.dec g4293164 


1606 


1874 


51 


346341. 12.dec g2695526 


3478 


3716 


61 


346341. 12.dec 6138514H1 


1634 


1934 


51 


346341.12.dec g3756419 


3617 


3716 


61 


346341. 12.dec 6138676H1 


1635 


1890 


51 


346341. 12.dec g796770 


3518 


3729 


51 


346341. 12.dec 2253884H1 


1618 


1870 


51 


346341. 12.dec g3919176 


3518 


3716 


51 


346341. 12.dec 3340411 HI 


1618 


1864 


51 


346341. 12.dec g2329740 


3522 


3716 


51 


346341. 12.dec 3792137H1 


1620 


1925 


51 


346341. 12.dec 3890462H1 


3523 


3612 


51 


346341. 12.dec 4240984H1 


1622 


1986 


51 


346341. 12.dec g2768986 


3537 


3716 


51 


346341. 12.dec 1218145H1 


1624 


1872 


51 


346341. 12.dec 062891 HI 


1872 


2137 


51 


346341. 12.dec 5079596H1 


1630 


1853 


51 


346341. 12.dec 6490979H1 


1880 


2442 


51 


346341. 12.dec 3859531 H1 


1630 


1871 


51 


346341. 12.dec 3314406H1 


1881 


2132 


51 


346341.12.dec 6141523H1 


1630 


1890 



100 
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51 


346341. 12.dec 3039280H1 


1630 


1914 


51 


346341. 12.dec 257941 6H1 


1630 


1872 


51 


346341. 12.dec g2589524 


1634 


1874 


51 


346341. 12.dec 255381 2H1 


1634 


1884 


51 


346341. 12.dec 2834664H1 


1644 


1895 


51 


346341. 12.dec 4061342H1 


1644 


1822 


51 


346341. 12.dec 4941567H1 


1648 


1916 


51 


346341. 12.dec 1711165H1 


1665 


1863 


51 


346341. 12.dec 4123360H1 


1719 


1878 


51 


346341. 12.dec 29641 32H1 


1746 


1916 


51 


346341. 12.dec 4252513H1 


1735 


1896 


51 


346341. 12.dec 1998609H1 


1736 


1872 


51 


346341. 12.dec 4543814H1 


1754 


1860 


51 


346341 .12.dec 41 1 1257H1 


1759 


2011 


51 


346341. 12.dec 3239986H1 


1847 


2096 


51 


346341. 12.dec 063028H1 


1872 


2078 


51 


346341. 12.dec 064031 HI 


1872 


2102 


52 


428745.2.dec 


92820616 


193 


532 


52 


428745.2.dec 


92881239 


230 


653 


52 


428745.2.dec 


91063734 


241 


491 


52 


428745.2.dec 


9954024 


275 


581 


52 


428746.2.dec 


6490302H1 


322 


915 


62 


428745.2.dec 


72481 1R6 


436 


916 


52 


428745.2.dec 


26621 18H1 


516 


777 


52 


428746.2.dec 


5463505H1 


669 


858 


52 


428745.2.dec 


918149H1 


1 


229 


52 


428745.2.dec 


91991232 


22 


303 


52 


428745.2.dec 


92028636 


116 


368 


52 


428745.2.dec 


5086711 HI 


124 


374 


52 


428745.2.dec 


5086711 F6 


124 


666 


52 


428745.2.dec 


91578109 


138 


560 


52 


428745.2.dec 


91812416 


142 


598 


52 


428745.2.dec 


1713552H1 


181 


426 


52 


428745.2.dec 


92881535 


186 


328 


52 


428745.2.dec 


3630275H1 


704 


849 


52 


428745.2.dec 


483821 0H1 


706 


832 


52 


428745.2.dec 


5078612H1 


726 


983 


52 


428745.2.dec 


4130312H1 


753 


1014 


52 


428745.2.dec 


2768676H1 


767 


1006 


52 


428745.2.dec 


3448885H1 


780 


1025 


52 


428745.2.dec 


4381065H1 


805 


1060 


52 


428745.2.dec 


1294626T6 


929 


1385 


52 


428745.2.dec 


1294626H1 


936 


1146 


52 


428745.2.dec 


1294626F6 


936 


1423 


52 


428745.2.dec 


1292590H1 


936 


1140 


52 


428745.2.dec 


5099834H1 


963 


1141 


52 


428745.2.dec 


2729359H1 


1041 


1228 


52 


428745.2.dec 


2792430H1 


1075 


1382 


52 


428745.2.dec 


1888850H1 


1111 


1387 


52 


428745.2.dec 


6547071 HI 


1155 


1391 


53 


444839.1 7.dec 6457190H1 


1 


507 


53 


444839.1 7.dec 1041 07H1 


221 


428 


53 


444839.1 7.dec 293841 4H1 


310 


585 


53 


444839. 17.dec 5618181 R8 


552 


908 


53 


444839.17.dec 611217T6 


614 


805 


53 


444839.17.dec 611217H1 


626 


855 


53 


444839.17.dec 611217R6 


626 


855 


54 


245000.6.dec 


409677H1 


383 


640 


54 


245000.6.dec 


1929331 HI 


519 


751 


54 


245000.6.dec 


1751338H1 


521 


722 


54 


245000.6.dec 


2515886H1 


424 


739 


54 


245000.6.dec 


232621 4H1 


534 


780 


54 


245000.6.dec 


280952R6 


517 


959 


54 


245000.6.dec 


2658307H1 


579 


822 


54 


245000.6.dec 


3107867H1 


27 


299 


54 


245000.6.dec 


3114192H1 


32 


298 


54 


245Q00.6.dec 


3210893H1 


37 


105 


54 


245000.6.dec 


860506H1 


40 


312 
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54 


245000,6.dec 


1355155H1 


23 


281 


54 


245000.6.dec 


860506R1 


40 


612 


54 


245000.6.dec 


3189465H1 


44 


394 


54 


245000.6.dec 


3766993H1 


25 


314 


54 


245000.6.dec 


1473691 HI 


50 


301 


54 


245000.6.dec 


4331373H1 


50 


292 


54 


245000.6.dec 


1471541 HI 


50 


263 


54 


245000.6.dec 


6195212H1 


50 


123 


54 


245000.6.dec 


3106926H1 


27 


305 


54 


245000.6.dec 


2099640H1 


50 


278 


54 


245000.6.dec 


3670326H1 


67 


341 


54 


245000.6.dec 


853792H1 


1 


245 
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2512562H1 


12 


348 


54 
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2850207H1 


23 


319 


64 
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3452542H1 


22 


260 


54 
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1355155F1 


23 


460 
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4539474H1 


59 


331 


54 


245000.6.dec 


2563931 HI 
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330 
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3037582H1 
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91377709 


58 
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60 


321 
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245000.6.dec 


2691264H1 


60 


318 


54 
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4669568H1 


60 


327 


54 
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2514525H1 


62 


392 


54 


245000.6.dec 


2209841 HI 


62 


310 


54 


245000.6.dec 


85181 1H1 


62 


327 


54 
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4599225H1 


61 


349 
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1286024H1 


66 


318 
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67 


337 
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2515049H1 
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81 


346 
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338 
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208 
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318 
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3697890H1 
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367 
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2314724H1 


105 


333 


54 
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2912582H1 


124 


391 


54 
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139138H1 


126 


262 
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91947635 


124 


336 
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1795035H1 


137 


423 
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5882992H1 


149 


419 
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2438787H1 
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333 
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5888569H1 
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330 
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5889878H1 
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404 
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2439472H1 
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392 
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2801 52H1 


624 


950 
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2311893H1 


663 


902 
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685 


1156 
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685 


971 
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715 


1156 
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1126 
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408 
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379 
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452 
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492 


54 
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463 
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463 
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472 
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509 
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575 
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16 


908 


54 


245000.8.dec 2413743H1 


308 


445 


55 


428362.36.dec 340071 2H1 


16 


215 


54 


245000.6.dec 5072965H2 


371 


636 


55 


428362.36.dec g1 957477 


16 


419 


54 


245000.6.dec 1 342754H 1 


754 


983 


55 


428362.36.dec 1423179H1 


17 


222 


54 


245000.6.dec 3840055H1 


749 
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20 


267 
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26 


250 
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242 


670 
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28 


294 
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255 


858 
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490 


896 
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296 


683 


55 


428362.36.dec g4088720 
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906 
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564 
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333 


539 


55 


428362.36.dec g2555797 


529 
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480710.12.dec 1995310R6 
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480710.12.dec 3589555H1 


23 
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56 
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28 


259 
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48071 0.1 2.dec 5584069H1 


3504 
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28 


275 


56 


480710.12.dec 782063H1 


3906 


4120 


56 


480710.12.d c 3147763H1 


30 


289 
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56 480710.1 2.dec 2722361 F6 

56 48071 0.12.dec 2797596H1 

56 480710.12.dec 3729462H1 

56 48071 0. 1 2.dec 49861 29H1 

56 48071 0. 1 2.dec 5451 222H1 

56 48071 0. 1 2.dec 5451 783H1 

56 48071 0. 1 2.dec g3736306 

56 480710.1 2.dec 2797596T6 

57 2341 37.1 0.dec g5636768 
57 2341 37. 1 0.dec g38731 39 
57 234137.10,dec g830941 
57 2341 37.1 0.dec g678033 
57 2341 37, 1 0.dec g3764879 
57 2341 37.1 0.dec 567963H1 
57 2341 37.1 0.dec 643036H1 
57 234137.1 0.dec g3434330 
57 234137.1 0.dec g4568341 
57 2341 37. 1 0.dec g4394560 
57 2341 37. 1 0.dec 31 5061 7H1 
57 234137.10.dec 1440773T6 
57 2341 37. 1 0.dec g21 38832 
57 2341 37. 1 0.dec 3746685H1 
57 2341 37.1 0.dec 6265607H1 
57 2341 37.1 0.dec 2503636H1 
57 2341 37.1 0.dec 698952H1 
57 2341 37.1 0.dec 699726H1 
57 2341 37.1 0.dec 699737H1 
57 2341 37.1 0.dec 3051 736H1 
57 2341 37.1 0.dec 3789688H1 
57 234137.10.dec 389357H1 
57 234137.10.dec 2653885T6 
57 234137.10.dec 389357R1 
57 234137.10.dec 389357R6 
57 234137.10.dec 4000387H1 
57 234137.10.dec 1446567T6 
57 234137.1 0.dec 4000387R6 
57 234137.1 0.dec 4000387T6 
57 234137.1 0.dec g2932747 
57 234137.10.dec g4149909 
57 2341 37.1 0.dec g3678702 
57 2341 37.1 0.dec g2322637 
57 2341 37.1 0.dec 644000H1 
57 2341 37.1 0.dec 4637553H1 
57 234137.1 0.dec 3766620H1 
57 234137.10.dec 1742623H1 
57 234137,10.dec 1742603H1 
57 234137.10.dec 1742570H1 
57 234137.10.dec g1 004759 
57 234137.10.dec 3124271H1 
57 234137.10.dec 993448H1 
57 2341 37.1 0.dec 3875672H1 
57 2341 37.1 0.dec g1 81 31 23 
57 234137.10.dec g2631629 
57 2341 37.1 0.dec 4077622H1 
57 2341 37.1 0.dec 3672287H1 
57 2341 37.1 0.dec 905762H1 
57 2341 37.1 0.dec g953765 
57 2341 37.1 0.dec 281 6025H1 
57 2341 37.1 0.dec g1 81 5065 
57 2341 37.1 0.dec g884950 
57 2341 37.1 0.dec 3331405H1 
57 234137.10.dec 6408514H1 
57 234137.10.dec 901600H1 
57 2341 37.1 0.dec 901500R1 
57 2341 37.1 0.dec 901744H1 
57 2341 37.1 0.dec 5591962H1 
67 234137.10.dec 2653885H1 
57 2341 37.1 0.dec g868790 
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lO.dec 4171108H1 


1 


279 


lO.dec 3156905H1 


1 


163 


lO.dec 93191632 


808 


1227 


lO.dec 2129471 HI 


807 


1082 


10.dec 3517838H1 


819 


1133 


lO.dec 5081676H1 


841 


1007 


lO.dec 3870236H1 


846 


1114 


lO.dec 93896087 


1375 


1560 


lO.dec 95638159 


1374 


1566 


lO.dec 589607H1 


958 


1206 


lO.dec 1446567H1 


968 


1143 


lO.dec 1446567F6 


968 


1362 


lO.dec 91496263 


983 


1304 


lO.dec 1832689T6 


986 


1522 


lO.dec 228721 2H1 


999 


1230 


lO.dec 5190833H2 


125 


366 


lO.dec 2723787H1 


123 


373 
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57 


2341 37.1 0.dec 4880881 HI 


127 


330 


57 


234137.10.dec g2695401 


1234 


1560 


57 


2341 37.1 0.dec 6245793H1 


135 


660 


57 


234137.10.dec g3848367 


1234 


1566 


57 


2341 37.1 0.dec 2419654H1 


153 


389 


57 


2341 37.1 0.dec g3807796 


1244 


1566 


57 


2341 37.1 0.dec 2121623F6 


1100 


1566 


57 


234137.10.dec 2653885F6 


511 


988 


57 


2341 37.1 0.dec g4763998 


1106 


1568 


57 


234137.10.dec 4950523H1 


511 


793 


57 


2341 37.1 0.dec g2875766 


1115 


1508 


57 


234137.10.dec 5091884H1 


519 


777 


57 


2341 37.1 0.dec g4985803 


1120 


1566 


57 


234137.10.dec 639236H1 


521 


777 


57 


234137.10.dec 3327435H1 


208 


461 


57 


234137.10.dec 1964688H1 


544 


797 


57 


234137.10.dec 1832689H1 


235 


502 


57 


2341 37. 1 0.dec 5328885H 1 


783 


1037 


57 


234137.10.dec 1832689R6 


235 


564 


57 


2341 37. 1 0.dec 5782346H 1 


783 


1045 


57 


234137.10.dec 1711521H1 


239 


438 


57 


234137.1 0.dec 842587R1 


807 


1376 


57 


234137.10.dec 3317846H1 


300 


546 


57 


234137.10.dec 


842587H1 


807 


1063 


57 


2341 37.1 0.dec g1616066 


332 


598 


58 


480630.4.dec 


1696087H1 


613 


813 


57 


234137.10.dec 2185641 HI 


347 


605 


58 


480630.4.dec 


492201 4H1 


628 


887 


57 


234137.10.dec 1618067H1 


387 


599 


58 


480630.4.dec 


978059H1 


639 


983 


57 


234137.10.dec 92141035 


23 


441 


58 


480630.4.dec 


3770059H1 


646 


965 


57 


234137.10.dec g616022 


25 


291 


58 


480630.4.dec 


4701108H1 


655 


923 


57 


234137,10.dec g705506 


26 


316 


58 


480630.4.dec 


5278092H1 


610 


855 


57 


234137.10.dec g705505 


26 


285 


58 


480630 4 dec 


1 94703 8H1 

1 W^ » wwWI 1 1 


663 


886 


57 


2341 37.1 0.dec 4159960H1 


26 


277 


58 


480630 4 dec 


a 1689331 


666 


733 


57 


234137.10.dec g831177 


30 


382 


58 


480630 4 dec 


1977455H1 


667 


915 


57 


2341 37.1 0.dec g574383 


29 


350 


58 


480630 4 dec 


4746472H1 


968 


1178 


57 


2341 37.1 0.dec g868789 


30 


312 


58 


480630 4 dec 

www .^F. Www 


3879257H1 


* 997 


1270 


57 


2341 37.1 0.dec g390441 


30 


330 


58 


480630 4 dec 


5731570H1 


1172 


1418 


57 


2341 37.1 0.dec g1 51 6946 


32 


435 


58 


480630 4 dec 

W w**w . "T . \J w W 


4362583H1 


1187 


1400 


57 


2341 37. 1 0.dec 1 602692F6 


23 


311 


58 


480630 4 dec 

~WWwwV».^w. www 


1334076H1 

1 ww*rw w wri I 


1196 


1425 


57 


234137.1 0.dec 2888320H1 


34 


305 


58 


480630 4 dec 


239B760H1 

fcWwP f wwF I 1 


1059 


1307 


57 


234137.1 0.dec 28d8507H1 


34 


96 


56 


480630 4 dec 

t wWw»Jw.^r.www 


3696394H1 

WW wl#ww^>t 1 ■ 


1065 


1334 


57 


2341 37.1 0.dec g814646 


34 


314 


58 


480630 4 dec 


a1 991 868 

U I WW I Ww%^ 


1089 


1473 


57 


234137.1 0.dec 3243071 HI 


34 


273 


58 


480630 4 dec 


201032H1 


1093 


1497 


57 


2341 37.1 0.dec 3511080H1 


38 


329 


58 


480630 4 dec 


a 1874953 

^ 1 V r "Tw WW 


1094 


1490 


57 


234137.10.dec 4518458H1 


872 


1113 


58 


480630 4 dec 


201032R1 

C. W 1 W^^& VII 


1094 


1632 


57 


234137.10.dec 6496453H1 


885 


1320 


58 


480630.4.dec 


2051 95H1 


1094 


1460 


57 


234137.10.dec 4344079H1 


906 


1194 


58 


480630.4.dec 


205569H1 


1094 


1329 


57 


234137.10.dec 4230253H1 


911 


1192 


58 


480630.4.dec 


1292070H1 


1100 


1293 


57 


2341 37.1 0.dec g41 52672 


953 


1290 


58 


480630.4.dec 


1292070F1 


1100 


1664 


57 


234137.10.dec 5518712H1 


409 


640 


58 


480630.4.dec 


26401 37H1 


1101 


1337 


57 


234137.10.dec 1255603H1 


410 


653 


58 


480630.4.dec 


1292276H1 


1100 


1333 


57 


234137.10.dec 1255603F6 


410 


762 


58 


480630.4.dec 


5700381 HI 


1117 


1261 


57 


234137.10.dec 901500H1 


430 


720 


58 


480630.4.dec 


6074887H1 


1118 


1418 


57 


234137.10.dec g681938 


1304 


1560 


58 


480630.4.dec 


5442484H1 


1120 


1342 


57 


2341 37.1 0.dec g3701283 


1304 


1569 


58 


480630.4.dec 


435271 HI 


1130 


1338 


57 


234137.10.dec g2107226 


1313 


1560 


58 


480630.4.dec 


1400593H1 


1145 


1339 


57 


234137.10.dec 2691496T6 


1313 


1534 


58 


480630.4.dec 


1800427H1 


1160 


1430 


57 


234137.10.dec g814596 


1323 


1575 


58 


480630.4.dec 


601700H1 


1199 


1448 


57 


234137.10.dec g2782755 


1324 


1508 


58 


480630.4.dec 


2022558H1 


1215 


1474 


57 


2341 37.1 0.dec g4327424 


1282 


1575 


58 


480630.4.dec 


5223360H1 


1218 


1485 


57 


234137.10.dec g1516847 


1289 


1579 


58 


480630.4.dec 


5098384H1 


1276 


1500 


57 


2341 37.1 0.dec g884865 


1295 


1574 


58 


480630.4.dec 


2306363H1 


1278 


1541 


57 


234137.10.dec g831967 


1295 


1576 


58 


480630.4.dec 


6078781 H1 


1298 


1606 


57 


234137.1 0.dec g2874899 


1299 


1525 


58 


480630.4.dec 


g2343652 


1316 


1728 


57 


234137.10. dec g1 4961 54 


1299 


1560 


58 


480630.4.dec 


3915833H1 


1320 


1615 


57 


234137.1 0.dec g3883995 


1303 


1569 


58 


480630.4.dec 


5604966H1 


1328 


1577 


57 


2341 37.1 0.dec 4772565H1 


1258 


1527 


58 


480630.4.dec 


4535083T1 


1344 


1904 


67 


2341 37.1 0.dec g822266 


1282 


1569 


58 


480630.4.dec 


2562006H1 


1346 


1621 


57 


234137.10.dec g5454513 


1279 


1560 


58 


480630.4.dec 


2411212H1 


1355 


1559 


57 


2341 37.1 0.dec g2716433 


1274 


1560 


58 


480630.4.dec 


1981090H1 


1363 


1611 


57 


2341 37.1 0.dec g5452927 


1371 


1563 


58 


480630.4.dec 


1981090R6 


1363 


1858 


57 


234137.10.dec 2121623H1 


1337 


1566 


58 


480630.4.dec 


1506522H1 


1368 


1567 


57 


2341 37.1 0.dec g4330579 


1338 


1566 


58 


480630.4.dec 


1504651 HI 


1368 


1614 


57 


2341 37.1 0.dec g4533890 


1338 


1560 


58 


480630.4.dec 


1981090T6 


1394 


1893 


57 


2341 37.1 0.d c g566649 


1347 


1560 


58 


480630.4.dec 


2741376H1 


1400 


1655 


57 


234137.10.dec g2752755 


1348 


1566 


58 


480630.4.dec 


1866262T6 


1416 


1892 


57 


2341 37.1 0.dec g3424229 


1373 


1566 


58 


480630.4.dec 


4145756H1 


1424 


1748 


57 


234137.10.dec 1964266H1 


1221 


1426 


58 


480630.4.dec 


3407885H1 


1425 


1682 


57 


234137,10,dec 1964266R6 


1221 


1635 


58 


480630.4.dec 


5443335H1 


1426 


1673 


57 


234137.10.dec 1964266T6 


1222 


1525 


58 


480630.4.dec 


92141427 


1424 


1788 


57 


234137.10.dec g615414 


1227 


1560 


58 


480630.4.dec 


5198968H1 


1431 


1615 
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58 


480630.4.dec 


2793926H1 


1433 


1744 


58 


480630.4.dec 


g2343629 


1432 


1796 


58 


480630.4.dec 


5490024H1 


1435 


1723 


58 


480630.4.dec 


2626277H1 


1447 


1673 


58 


480630.4.dec 


3219835H1 


1451 


1757 


58 


480630.4.dec 


g1 390343 


1450 


1891 


58 


4806d0.4.dec 


1 803241 H1 


1454 


1674 


58 


480630.4.dec 


4773772H1 


1462 


1725 


58 


480630.4.dec 


5174892H1 


1468 


1555 


58 


480630.4.dec 


4367404H1 


1472 


1725 


58 


480630.4.dec 


92837598 


1475 


1932 


58 


480630.4.dec 


94736639 


1487 


1938 


58 


480630.4.dec 


92728681 


1490 


1932 


58 


480630.4.dec 


93756314 


1511 


1932 


58 


480630.4.dec 


93330906 


1508 


1933 


58 


480630.4.dec 


2758440H1 


1514 


1777 


58 


480630.4.dec 


3296308T6 


1517 


1898 


58 


480630.4.dec 


92657800 


1516 


1932 


58 


480630.4.dec 


94568716 


1527 


1932 


58 


480630.4.dec 


93253868 


1521 


1933 


58 


480630.4.dec 


1209430T1 


1534 


1896 


58 


480630.4.dec 


94618917 


1534 


1932 


58 


480630.4.dec 


93445980 


1534 


1932 


58 


480630.4.dec 


201032F1 


1550 


1932 


58 


480630.4.dec 


1834212H1 


1559 


1834 


58 


480630.4.dec 


1 83421 2T6 


1559 


1893 


58 


480630.4.dec 


02219997 


1572 


1939 


58 


480630.4.dec 


815632H1 


1579 


1813 


58 


480630.4.dec 


92538714 


1581 


1944 


58 


480630.4.dec 


91388684 


1586 


1932 


58 


480630. 4.dec 


92195437 


1593 


1932 


58 


480630. 4.dec 


2825773T6 


1598 


1890 


58 


480630.4.dec 


92161259 


1611 


1937 


58 


480630.4.dec 


2460384H1 


1611 


1835 


58 


480630.4.dec 


94740936 


1609 


1940 


58 


480630.4.dec 


93213847 


1615 


1942 


58 


480630.4.dec 


94892585 


1622 


1935 


58 


480630.4.dec 


92115665 


1637 


1932 


58 


480630.4.dec 


9315021 


1659 


1932 


58 


480630.4.dec 


93422567 


1665 


1932 


58 


480630.4.dec 


g1 241 338 


1665 


1932 


58 


480630.4.dec 


92779212 


1668 


1898 


58 


480630.4.dec 


9825084 


1696 


1942 


58 


480630.4.dec 


93277734 


1704 


1943 


58 


480630.4.dec 


3706040H1 


504 


764 


58 


480630.4.dec 


2726096H1 


504 


728 


58 


480630.4.dec 


6606548H1 


535 


1097 


58 


480630.4.dec 


4947185H1 


569 


799 


58 


480630.4.dec 


5202184H1 


607 


806 


58 


480630.4.dec 


93889620 


1746 


1939 


58 


480630.4.dec 


91875009 


1758 


1940 


58 


480630.4.dec 


92732264 


1818 


1942 


58 


480630.4.dec 


92007592 


1851 


2165 


58 


480630.4.dec 


92898362 


1863 


1932 


58 


480630.4.dec 


93047837 


1869 


1932 


58 


480630.4.dec 


4947804F6 


773 


1232 


58 


480630.4.dec 


1 69371 3H1 


773 


1002 


58 


480630.4.dec 


3576689H1 


780 


1074 


58 


480630.4.dec 


54841 6H1 


781 


921 


58 


480630.4.dec 


4992743H1 


747 


944 


58 


480630.4.dec 


4947804H1 


773 


874 


58 


480630.4.dec 


91986962 


673 


940 


58 


480630.4.dec 


4535083H1 


670 


804 


58 


480630.4.d c 


94929642 


674 


1944 


58 


480630.4.dec 


9792010 


696 


1021 


58 


480630.4.dec 


4992948H1 


747 


1021 


58 


480630.4.dec 


4992572H1 


747 


1009 


58 


480630.4.dec 


5557064H1 


747 


1005 
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58 


480630.4.dec 


g1 976684 


808 


1241 


58 


480630.4.dec 


1864125H1 


831 


1133 


58 


480630.4.dec 


3177869H1 


831 


1152 


58 


480630.4.dec 


925425H1 


897 


1202 


58 


480630.4.dec 


924684R1 


897 


1331 


58 


480630.4.dec 


924684H1 


898 


1169 


58 


480630.4.dec 


3179844H1 


914 


1225 


58 


480630.4.dec 


5433521 HI 


949 


1186 


58 


480630.4.dec 


2553966H1 


949 


1223 


58 


480630.4.dec 


91445465 


967 


1341 


58 


480630.4.dec 


5044309H1 


423 


693 


58 


480630.4.dec 


2151905H1 


424 


676 


58 


480630.4.dec 


2131706H1 


450 


720 


58 


480630.4.dec 


2868958H1 


458 


681 


58 


480630.4.dec 


2106234H1 


326 


573 


58 


480630.4.dec 


3296308H1 


415 


672 


58 


480630.4.dec 


3296308F6 


415 


848 


58 


480630.4.dec 


91645413 


1 


96 


58 


480630.4.dec 


1732045H1 


1 


284 


58 


480630.4.dec 


2451 711 HI 


87 


331 


58 


480630.4.dec 


6603078H1 


170 


599 


59 


480951 .5.dec 


2613688H1 


8 


249 


59 


480951 .5.dec 


1371886H1 


367 


587 


59 


480951 .5.dec 


2741956H1 


367 


615 


59 


480951. 5.dec 


3574186H1 


367 


637 


59 


480951 .5.dec 


3745122H1 


378 


679 


59 


480951 .5.dec 


491592H1 


380 


531 


59 


480951 .5.dec 


2441829H1 


375 


581 


59 


480951 .5.dec 


6100267H1 


376 


663 


59 


480951 .5.dec 


91974420 


378 


725 


59 


480951 .5.dec 


91718741 


379 


663 


59 


480951 .5.dec 


2S99377H1 


366 


634 


59 


480951 .5.dec 


3331491 HI 


382 


620 


59 


480951 .5.dec 


3336103H1 


1167 


1426 


59 


480951 .5.dec 


335901 7H1 


1168 


1449 


59 


480951 .S.dec 


25081 16H1 


1180 


1417 


59 


480951 .5.dec 


S217308H1 


1180 


1420 


59 


480951 .5.dec 


5733042H1 


1217 


1442 


59 


480951 .5.dec 


4115350H1 


1217 


1471 


59 


480951 .5.dec 


6315280H1 


1265 


1435 


59 


480951 .5.dec 


92266304 


1392 


1539 


59 


480951 .5.dec 


680479H1 


1445 


1607 


59 


480951 .S.dec 


3726996H1 


403 


691 


59 


480951 .5.dec 


1989538H1 


367 


687 


59 


480951 .5.dec 


4374001 HI 


367 


657 


59 


480951 .5.dec 


3385558H1 


367 


632 


59 


480951 .S.dec 


3541978H1 


18 


225 


59 


480951 .S.dec 


59541 34H1 


806 


1123 


59 


480951 .S.dec 


2780282H1 


808 


970 


59 


480951 .S.dec 


5212745H1 


848 


1017 


59 


480951 .S.dec 


6570768H1 


868 


1329 


59 


480951 .S.dec 


2252058H1 


1002 


1224 


59 


480951 .5.dec 


2020306T6 


995 


1498 


59 


480951 .5.dec 


6110583H1 


1002 


1204 


59 


480951 .S.dec 


2721730H1 


1002 


1213 


59 


480951 .S.dec 


338780H1 


1002 


1193 


59 


480951 .S.dec 


3527343H1 


1008 


1285 


59 


480951 .S.dec 


6568044H1 


1080 


1385 


59 


480951 .S.dec 


2128264H1 


1098 


1377 


59 


480951 .S.dec 


679425H1 


1103 


1361 


59 


480951 .S.dec 


630229H1 


1108 


1351 


59 


480951 .S.dec 


2126237H1 


1115 


1363 


59 


480951 .S.d c 


4060761 HI 


1115 


1380 


59 


480951 .S.dec 


546732H1 


1116 


1359 


59 


480951 .5.dec 


378369H1 


1122 


1360 


59 


480951 .5.dec 


451 941 HI 


1124 


1325 


59 


480951 .5.dec 


4380896H1 


1126 


1324 


59 


480951 .5.dec 


510978H1 


1144 


1360 
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CO 


4o0951 .9.aGC 


io4oUoirn 


4 4 >40 

1 149 


1349 


59 


AQAOC4 C Haa 

4oU991 .9.060 


d2o9od3H1 


367 


896 


CO 


>|OAOCi C 

4oU991 .9.0eC 


i ftAQAAfil-li 


i i AO 

1 149 


1360 


59 


AOAOCi C H M 

4oU991 .9.0 0 


i OvICOCOLJ 4 

1o4d^9^H1 


0^ A 

374 


AAA 

593 




.^Anoci c Ha#« 
40U991 .9.aec 


^U44o^ 1 n 1 


1 i CA 
1 19U 


1385 


59 


AAAOCi C Ham 
40U991 .9.060 


OA7A7i A U i 

o4/0/ 14r11 


C>I7 

547 


806 


CO 


4oii99i .9.aec 


4^locSoinl 


4 4 CA 

1 190 


1417 


59 


AOAOCi C H M 

4oU991 .9.0 O 


9214U29nl 


ceo 

553 


A A 4 

801 


09 


AAAOC1 C rlA^ 

40IJ991 .9.aec 




i i AC 
1 1D9 


1471 


59 


AftAOCi C H M 
40U991 .9.0 O 


AOTPACUi 


ccc 
955 


TOO 

733 


CO 

09 


*fDU99 1 .9.060 


CAOCOCUi 
90£999nl 


4 ICC 

1 loo 


1383 


59 


AfiAOCi C Ham 

4oU991 .9.060 


Cil Ai OA7LJ i 

9401c4/nl 


ceo 
559 


OOT 

837 


c;q 

99 


4oU991 .9.060 


1 CTQAfiCLJi 

19/9Uo9rl 1 


OOA 

o94 


573 


59 


AfiAOCi C Ham 

4oU991 .9.060 


Cvli AQCOLJi 

941Uo9onl 


ceo 
558 


0 -4 0 

810 


99 


40U99 1 .9.060 


^/4^^oi n 1 


OOA 
094 


657 


59 


AQAOCi C Ham 

4oU99l .9.060 


A>IOi AO^C 

g4ol094o 


CA4 

oOl 


4 oco 

1059 


CQ 

09 


*»OU99 1 .9.060 


g 1 14/44^ 


007 

o9/ 


721 


59 


AQAOCi C Ham 

4oU991 .9.060 


Oi 4 i Ai CLJi 

31 1 lOlonl 
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1 


222 


60 


350399.5.dec 


2960636H1 


333 


619 


60 


350399.5.dec 


1391509H1 


338 


623 


60 


350399.5.dec 


1400280H1 


1126 


1356 


60 


350399.5.dec 


4387268H1 


1135 


1392 


60 


350399.5.dec 


9670409 


1140 


1306 


60 


350399.5.dec 


9692250 


1149 


1297 


60 


350399.5.dec 


1579183H1 


1248 


1423 


60 


350399.5.dec 


1 27421 8H1 


1425 


1658 


60 


350399.5.dec 


91062502 


1438 


1700 


60 


350399.5.dec 


91062523 


1439 


1733 


60 


350399.5.dec 


5510701 HI 


1451 


1542 


60 


350399.5.dec 


5407906H1 


1875 


2083 
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60 


350399.5.CI c 


2793202H1 


1889 


2180 


60 


350399.5.dec 


5006864H1 


1917 


2040 


60 


350399.5.d c 


g31 90700 


1968 


2190 


60 


350399.5.d c 


1865380H1 


1988 


2224 


60 


350399.5.dec 


g2833914 


2007 


2179 


60 


350399.5.dec 


4068580T6 


2044 


2135 


60 


350399.5.dec 


6452027H1 


2057 


2183 


60 


350399.5.dec 


3800286H1 


2077 


2183 


60 


350399.5.dec 


371861 8H1 


2123 


2421 


60 


350399.5.dec 


2151703H1 


2128 


2403 


60 


350399.5.dec 


3461351 H1 


2956 


3201 


60 


350399.5.dec 


g1 551 504 


2219 


2436 


60 


350399.5.dec 


2223501H1 


2219 


2446 


60 


350399.5.dec 


9827589 


2276 


2455 


60 


350399.5.dec 


92064407 


2312 


2724 


60 


350399.5.dec 


91812596 


2325 


2438 


60 


350399.5.dec 


288311 6H1 


2324 


2616 


60 


350399.5.dec 


91812756 


2326 


2565 


60 


350399.5.dec 


5698841 HI 


2326 


2573 


60 


350399.5.dec 


229271 5H1 


2333 


2624 


60 


350399.5.dec 


1719208F6 


2402 


2715 


60 


350399.5.dec 


2821690H1 


2412 


2708 


60 


350399.5.dec 


2824732H1 


2412 


2712 


60 


350399.5.dec 


2289458H1 


2496 


2627 


60 


350399.5.dec 


2877589H1 


2508 


2788 


60 


350399.5.dec 


1719208H1 


2519 


2712 


60 


350399.5.dec 


4537301 HI 


2540 


2793 


60 


350399.5.dec 


32901 29H1 


2542 


2783 


60 


350399.5.dec 


695895H1 


2558 


2782 


60 


350399.5.dec 


95363819 


2561 


2712 


60 


350399.5.dec 


6314465H1 


2598 


3152 


60 


350399.5.dec 


4920360H1 


2650 


2930 


60 


350399.5.dec 


3504502H1 


2702 


2902 


60 


350399.5.dec 


4630083H1 


2759 


2824 


60 


350399.5.dec 


2814355F6 


2765 


3328 


60 


350399.5.dec 


2814355H1 


2765 


3073 


60 


350399.5.dec 


3452209H1 


2979 


3238 


60 


350399.5.dec 


2843473H1 


2795 


3063 


60 


350399.5.dec 


6411224H1 


3034 


3307 


60 


350399.5.dec 


49941 53H1 


2798 


2950 


60 


350399.5.dec 


3685334H1 


2803 


3106 


60 


350399.5.dec 


1431740R6 


2862 


3337 


60 


350399.5.dec 


1431740H1 


2862 


3070 


60 


350399.5.dec 


1431740R1 


2862 


3144 


60 


350399.5.dec 


2447927H1 


2942 


3178 


60 


350399.5.dec 


2447927F6 


2942 


3428 


60 


350399.5.dec 


344601 5H1 


2954 


3073 


60 


350399.5.dec 


5372158H1 


2955 


3180 


60 


350399.5.dec 


1619598H1 


2956 


3154 


60 


350399.5.dec 


664175H1 


3037 


3282 


60 


350399.5.dec 


6408282H1 


3043 


3567 


60 


350399.5.dec 


91271956 


3060 


3410 


60 


350399.5.dec 


3134408H1 


3061 


3335 


60 


350399.5.dec 


325561 6H1 


3104 


3360 


60 


350399.5.dec 


4089831 HI 


3182 


3458 


60 


350399.5.dec 


93255048 


3211 


3596 


60 


350399.5.dec 


5352165H1 


3213 


3315 


60 


350399.5.dec 


1995825H1 


3217 


3484 


60 


350399.5.dec 


493421 5H1 


3219 


3460 


60 


350399.5.dec 


2459559H1 


3247 


3476 


60 


350399.5.dec 


1620983F6 


3265 


3745 


60 


350399.5.dec 


1620983H1 


3265 


3485 


60 


350399.5.dec 


5103592H1 


3281 


3492 


60 


350399.5.dec 


1859304F6 


3291 


3815 


60 


350399.5.dec 


1859303H1 


3291 


3562 


60 


350399.5.dec 


6614830H1 


3339 


3879 


60 


350399.5.dec 


1894769H1 


3381 


3630 


60 


350399.5.d c 


4630494H1 


3395 


3655 



cont. 



60 


350399.5.dec 


4630611 HI 


3395 


3650 


60 


350399.5.dec 


2896677H1 


3418 


3605 


60 


350399.5.dec 


91812383 


3468 


3754 


60 


350399.5.dec 


1740387H1 


3473 


3694 


60 


350399.5.dec 


1740387R6 


3473 


3862 


60 


350399.5.d c 


4061120H1 


3473 


3747 


60 


350399.5.dec 


2695862H1 


3475 


3781 


60 


350399.5.dec 


94394313 


3483 


3930 


60 


350399.5.dec 


91549572 


3505 


3789 


60 


350399.5.dec 


5865856H1 


3516 


3787 


60 


350399.5.dec 


2588568H1 


3520 


3757 


60 


350399.5.dec 


92732861 


3524 


3748 


60 


350399.5.dec 


2549865H1 


3541 


3787 


60 


350399.5.dec 


1266266H1 


3541 


3774 


60 


350399.5.dec 


92555617 


3575 


3919 


60 


350399.5.dec 


91300483 


3577 


4025 


60 


350399.5.dec 


2955496H1 


3560 


3848 


60 


350399.5.dec 


2447927T6 


3593 


4173 


60 


350399.5.dec 


229271 5T6 


3592 


4172 


60 


350399.5.dec 


505981 2H1 


3597 


3907 


60 


350399.5.dec 


6394265H1 


3604 


3820 


60 


350399.5.dec 


2814355T6 


3639 


4168 


60 


350399.5.dec 


587731 9H1 


3644 


3917 


60 


350399.5.dec 


4087702H1 


3647 


3928 


60 


350399.5.dec 


1 00531 0H1 


3665 


3934 


60 


350399.5.dec 


5861292H1 


3741 


4031 


60 


350399.5.dec 


1859304T6 


3749 


4174 


60 


350399.5.dec 


94650781 


3779 


4209 


60 


350399.5.dec 


93742022 


3779 


4220 


60 


350399.5.dec 


94264942 


3790 


4211 


60 


350399.5.dec 


5206350H1 


3798 


4021 


60 


350399.5.dec 


94738038 


3799 


4209 


60 


350399.5.dec 


93649493 


3803 


4220 


60 


350399.5.dec 


1431740T6 


3808 


4168 


60 


350399.5.dec 


93539316 


3812 


4215 


60 


350399.5.dec 


93539304 


3812 


4213 


60 


350399.5.dec 


1637463T6 


3822 


4170 


60 


350399.5.dec 


5949046H1 


3623 


4074 


60 


350399.5.dec 


1620983T6 


3830 


4190 


60 


350399.5.dec 


1637463F6 


3829 


4183 


60 


350399.5.dec 


1637463H1 


3829 


4043 


60 


350399.5.dec 


gl 549797 


3830 


4211 


60 


350399.5.dec 


92069536 


3829 


4209 


60 


350399.5.dec 


92942270 


3829 


4216 


60 


350399.5.dec 


94186986 


3830 


4211 


60 


350399.5.dec 


92942265 


3830 


4211 


60 


350399.5.dec 


93250503 


3832 


4209 


60 


350399.5.dec 


94114971 


3832 


4211 


60 


350399.5.dec 


93092120 


3832 


4215 


60 


350399.5.dec 


94089641 


3833 


4211 


60 


350399.5.dec 


94175757 


3836 


4211 


60 


350399.5.dec 


940848T1 


3843 


4168 


60 


350399.5.dec 


940848R1 


3855 


4208 


60 


350399.5.dec 


940848H1 


3855 


4149 


60 


350399.5.dec 


9907438 


3860 


4212 


60 


350399.5.dec 


1740387T6 


3858 


4167 


60 


350399.5.dec 


92841410 


3873 


4216 


60 


350399.5.dec 


93658706 


3876 


4210 


60 


350399.5.dec 


959456R1 


3882 


4211 


60 


350399.5.dec 


959456H1 


3882 


4196 


60 


350399.5.dec 


95662181 


3882 


4218 


60 


350399.5.dec 


94296167 


3905 


4209 


60 


350399.5.dec 


93675020 


3921 


4211 


60 


350399.5.d c 


1289520H1 


3923 


4173 


60 


350399.5.dec 


3040875H1 


3923 


4204 


60 


350399.5.dec 


1474180T1 


1481 


1688 


60 


350399.5.dec 


1474180H1 


1481 


1721 


60 


350399.5.d c 


112663T6 


1496 


1669 
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60 


350399.5.dec 


3941003H1 


1528 


1695 


60 


350399.5.d c 


4672530H1 


291 


563 


60 


35039a5.dec 


g1 471 51 7 


532 


1001 


60 


350399.5.dec 


9751699 


533 


745 


60 


350399.5.dec 


9692289 


534 


754 


60 


350399.5.dec 


g714847 


610 


823 


60 


350399.5.dec 


112663R6 


619 


1121 


60 


350399.5.dec 


112663H1 


619 


776 


60 


350399.5.dec 


3719539H1 


694 


972 


60 


350399.5.dec 


28441 52H1 


1388 


1660 


60 


350399.5.dec 


5347842H1 


1399 


1589 


60 


350399.5.dec 


6494421 HI 


1418 


1873 


60 


350399.5.dec 


93003587 


1418 


1676 


60 


350399.5.dec 


1274218F1 


.1425 


1850 


60 


350399.5.dec 


3409696H1 


1742 


1964 


60 


350399.5.dec 


93645371 


1742 


2179 


60 


350399.5.dec 


4532952H1 


1745 


1936 


60 


350399.5.dec 


1879147H1 


1745 


1905 


60 


350399.5.dec 


3719622H1 


1777 


2067 


60 


350399.5.dec 


93425750 


1776 


2187 


60 


350399.5.dec 


93213638 


1784 


2182 


60 


350399.5.dec 


gl 784345 


1802 


2179 


60 


350399.5.dec 


4376792H1 


1726 


1968 


60 


350399.5.dec 


4376541 HI 


1725 


1964 


60 


350399.5.dec 


4128636H1 


1736 


1865 


60 


350399.5.dec 


9566326 


1054 


1306 


60 


350399.5.dec 


9751651 


1061 


1296 


60 


350399.5.dec 


9814715 


1075 


1310 


60 


350399.5.dec 


5095975H2 


1108 


1307 


60 


350399.5.dec 


91471430 


1106 


1289 


60 


350399.5.dec 


1382644H1 


1126 


1374 


60 


350399.5.dec 


6387138H1 


346 


636 


60 


350399.5.dec 


5833550H1 


430 


629 


60 


350399.5.dec 


2723562H1 


443 


688 


60 


350399.5.dec 


5413045H1 


496 


637 


60 


350399.5.dec 


3451343H1 


501 


741 


61 


08571 aa.dec 


287651 9H1 


1838 


2093 


61 


08571 3.2.dec 


93804453 


1850 


2282 


61 


08571 a2.dec 


4714518H1 


1862 


1946 


61 


08571 3.2.dec 


94522739 


1882 


2281 


61 


08571 3.2.dec 


95369593 


1907 


2378 


61 


08571 3.2.dec 


5563230H1 


1914 


2142 


61 


08571 3.2.dec 


5327933H1 


1919 


2180 


61 


08571 3.2.dec 


93658839 


1938 


2349 


61 


08571 3.2.dec 


93927414 


1943 


2378 


61 


08571 3.2.dec 


5275308H1 


1960 


2193 


61 


08571 3.2.dec 


2673389H1 


2002 


2250 


61 


08571 3.2.dec 


5333974H1 


2009 


2257 


61 


08571 3.2.dec 


1982603H1 


2046 


2270 


61 


08571 3.2.dec 


4726834H1 


2147 


2424 


61 


08571 3.2.dec 


94196655 


2147 


2282 


61 


08571 3.2.dec 


3484912H1 


962 


1297 


61 


08571 3.2.dec 


2552885T6 


980 


1345 


61 


08571 3.2.dec 


552697H1 


934 


1162 


61 


08571 3.2.dec 


92594419 


997 


1387 


61 


085713.2.dec 


91647965 


1041 


1363 


61 


085713.2.dec 


613645H1 


2292 


2526 


61 


08571 3.2.dec 


2132842H1 


2331 


2572 


61 


08571 3.2.dec 


94073710 


2339 


2740 


61 


08571 3.2.dec 


gl 527498 


2368 


2738 


61 


085713.2.dec 


g2184179 


2408 


2740 


61 


08571 3.2.dec 


2721848H1 


2411 


2662 


61 


085713.2.dec 


263771 4H1 


2411 


2664 


61 


08571 3.2.dec 


g274328 


2412 


2737 


61 


08571 3.2.dec 


3801333H1 


1 


282 


61 


08571 3.2.dec 


2857263F6 


608 


1073 


61 


08571 3.2.dec 


2857263H1 


608 


721 


61 


08571 3.2.dec 


6212439H1 


610 


893 
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61 


08571 3.2.dec 


3927329H1 


1611 


1877 


61 


08571 3.2.dec 


2593752H1 


1634 


1824 


61 


08571 3.2.dec 


gl 981 200 


1636 


1923 


61 


085713.2.dec 


2097957H1 


1581 


1857 


61 


08571 3.2.dec 


3769037H1 


1589 


1843 


61 


08571 3.2.dec 


1683135H1 


1712 


1852 


61 


08571 3.2.dec 


35091 14H1 


1593 


1863 


61 


08571 3.2.dec 


5832853H1 


1747 


2024 


61 


08571 3.2.dec 


8061 78H1 


1751 


1977 


61 


08571 3.2.dec 


3558496H1 


1759 


2028 


61 


08571 3.2.dec 


27951 55H1 


1798 


2044 


61 


08571 3,2.dec 


1982603R6 


1822 


2270 


61 


08571 3.2.dec 


2902677H1 


1159 


1455 


61 


08571 3.2.dec 


94451382 


1071 


1388 


61 


08571 3.2.dec 


9316154 


1145 


1429 


61 


08571 3.2.dec 


5819630H1 


1190 


1501 


61 


08571 3.2.dec 


2869957H1 


622 


901 


61 


08571 3.2.dec 


2869957F6 


622 


1183 


61 


08571 3.2.dec 


9942739 


631 


910 


61 


08571 3.2.dec 


91477126 


642 


1075 


61 


08571 3.2.dec 


91527541 


642 


1024 


61 


08571 3.2.dec 


9969342 


642 


761 


61 


08571 3.2.dec 


92184408 


680 


1130 


61 


08571 3.2.dec 


5307452H1 


722 


974 


61 


08571 3.2.dec 


6321277H1 


924 


1168 


61 


08571 3.2.dec 


2869957T6 


805 


1349 


61 


08571 3.2.dec 


92037747 


845 


1154 


61 


08571 3.2.dec 


2463542H1 


924 


1143 


61 


08571 3.2.dec 


2463542F6 


924 


1471 


61 


08571 3.2.dec 


2044369H1 


2147 


2382 


61 


08571 3.2.dec 


1772731 HI 


2199 


2416 


61 


08571 3.2.dec 


4266001 HI 


2234 


2423 


61 


08571 3.2.dec 


47301 42H1 


2259 


2513 


61 


08571 3.2.dec 


g2555947 


2264 


2571 


61 


08571 3.2.dec 


840781 HI 


2265 


2537 


61 


08571 3.2.dec 


4593969H1 


2265 


2534 


61 


08571 3.2.dec 


95109339 


2281 


2739 


61 


08571 3.2.dec 


5821366H1 


1190 


1509 


61 


08571 3.2.dec 


5818829H1 


1190 


1413 


61 


08571 3.2.dec 


5813545H1 


1190 


1448 


61 


08571 3.2.dec 


5817650H1 


1190 


1357 


61 


08571 3.2.dec 


5812917H1 


1190 


1464 


61 


08571 3.2.dec 


6518401H1 


761 


1303 


61 


08571 3.2.dec 


2655535T6 


723 


1339 


61 


08571 3.2.dec 


5910362H1 


601 


903 


61 


08571 3.2.dec 


2878073H1 


2532 


2739 


61 


08571 3.2.dec 


9944173 


2537 


2634 


61 


08571 3.2.dec 


3702759H1 


2549 


2737 


61 


08571 3.2.dec 


95325988 


2549 


2737 


61 


08571 3.2.dec 


9969343 


2585 


2737 


61 


08571 3.2.dec 


2043940H1 


2606 


2737 


61 


08571 3.2.dec 


661586H1 


2613 


2768 


61 


08571 3.2.dec 


5056769H1 


2657 


2744 


61 


08571 3.2.dec 


6306802H1 


1347 


1705 


61 


08571 3.2.dec 


3042074H1 


1426 


1741 


61 


08571 3.2.dec 


4261452H1 


1429 


1688 


61 


08571 3.2.dec 


2773951 HI 


1443 


1697 


61 


08571 3.2.dec 


93050704 


1463 


1658 


61 


085713.2.dec 


6023537H1 


1482 


1718 


61 


08571 3.2.dec 


2653867H1 


1489 


1775 


61 


085713.2.dec 


5412976H1 


1525 


1780 


61 


08571 3.2.dec 


93960542 


1535 


1796 


61 


08571 3.2.dec 


91119058 


1546 


1671 


61 


08571 3.2.dec 


6411539H1 


1571 


2071 


61 


08571 3.2.dec 


93077101 


1298 


1676 


61 


08571 3.2.dec 


92958693 


1313 


1675 


61 


08571 3.2.dec 


3640567H1 


1329 


1534 


61 


08571 3.2.dec 


92569732 


1337 


1749 
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61 


085713.2.d c 


2267280H1 


1338 


1550 


63 


117464.7.dec 


95632949 


2066 


2169 


61 


085713.2.d c 


5814634H1 


1190 


1515 


63 


117464.7.dec 


6247611 HI 


1 


333 


61 


085713.2.d c 


5817645H1 


1190 


1517 


63 


117464.7.dec 


689848R6 


1 . 


234 


61 


085713.2.dec 


5822469H1 


1189 


1441 


63 


117464.7.dec 


64821 92H1 


16 


501 


61 


085713.2.dec 


5816778H1 


1190 


1504 


63 


117464.7.dec 


851 751 R1 


216 


828 


61 


085713.2.dec 


94295078 


1197 


1388 


63 


117464.7.dec 


5463349H1 


398 


522 


61 


08571 3.2.dec 


2463542T6 


1243 


1724 


63 


117464.7.dec 


9317507 


507 


855 


61 


08571 3.2.dec 


91982163 


1296 


1526 


63 


117464.7.dec 


46771 05H1 


676 


937 


61 


08571 3.2.dec 


9867230 


2438 


2737 


63 


117464.7.dec 


5541478H1 


723 


938 


61 


08571 3.2.dec 


91477035 


2474 


2738 


63 


117464.7.dec 


4028742H1 


869 


1131 


61 


085713.2.dec 


646057H1 


2485 


2739 


63 


117464.7.dec 


3966996H1 


932 


1103 


61 


08571 3.2.dec 


6158466H1 


2485 


2647 


63 


117464.7.dec 


3967229H1 


931 


1163 


61 


085713.2.dec 


3535428H1 


2505 


2737 


63 


117464.7.dec 


3966996F6 


931 


1419 


61 


085713.2.dec 


91479354 


2517 


2736 


63 


117464.7.dec 


1843101H1 


966 


1244 


61 


085713.2.dec 


93095823 


2528 


2661 


63 


117464.7.dec 


18431 01 R6 


966 


1411 


61 


085713.2.dec 


4096762H1 


371 


676 


63 


117464.7.dec 


5989305H1 


1016 


1302 


61 


08571 3.2.dec 


4510286H1 


410 


660 


63 


117464.7.dec 


3532784H1 


1135 


1395 


61 


08571 3.2.dec 


007733H1 


485 


754 


63 


117464.7.dec 


3518507H1 


1222 


1539 


61 


08571 3.2.dec 


3021452H1 


158 


454 


63 


117464.7.dec 


3876438H1 


1305 


1591 


61 


085713.2.dec 


2655535H1 


181 


475 


63 


117464.7.dec 


1996445H1 


1340 


1590 


61 


08571 3.2.dec 


2655535F6 


181 


610 


63 


117464.7.dec 


722076H1 


1427 


1639 


61 


08571 3.2.dec 


2655535F7 


181 


604 


63 


117464.7.dec 


3162945H1 


1511 


1799 


61 


08571 3.2.dec 


1902994H1 


336 


585 


63 


117464.7.dec 


91925687 


1530 


1954 


62 


24501 4.1. dec 


6345408H1 


611 


884 


63 


117464.7.dec 


4517215H1 


1557 


1811 


62 


24501 4.1. dec 


4435621 H1 


722 


996 


63 


117464.7.dec 


9751107 


1572 


1774 


62 


245014.1. dec 


4439530H1 


634 


878 


63 


117464.7.dec 


5044574H1 


1597 


1881 


62 


245014.1. dec 


4972429H1 


680 


969 


63 


117464.7.dec 


3966996T6 


1634 


2219 


62 


245014.1. dec 


3275925H1 


732 


970 


63 


117464.7.dec 


6514359H1 


1648 


2185 


62 


245014.1. dec 


93446618 


733 


1187 


63 


117464,7.dec 


851751T6 


1661 


2179 


62 


245014.1. dec 


5299476H1 


733 


883 


63 


117464.7.dec 


6411633H1 


1707 


2230 


62 


245014.1. dec 


92541414 


741 


1184 


63 


117464.7.dec 


4556621 HI 


1743 


1987 


62 


245014.1. dec 


4602871 HI 


755 


1002 


63 


117464.7.dec 


4556364H1 


1743 


2009 


62 


245014.1. dec 


2884645H1 


762 


1025 


63 


117464.7.dec 


2005955H1 


1755 


1973 


62 


245014.1. dec 


4196193H1 


857 


991 


63 


117464.7.dec 


93253416 


1795 


2217 


62 


24501 4.1. dec 


92139409 


871 


1261 


63 


117464.7.dec 


94300096 


1792 


2204 


62 


24501 4.1. dec 


2872604H1 


874 


1135 


63 


117464.7.dec 


20491 27F6 


1831 


2268 


62 


245014.1. dec 


4212104H1 


921 


1189 


63 


117464.7.dec 


20491 27H1 


1831 


2107 


62 


24501 4.1. dec 


94901006 


896 


956 


63 


117464.7.dec 


4594085H1 


2627 


2889 


62 


245014.1. dec 


960167H1 


1044 


1167 


63 


117464.7.dec 


5870047H1 


2700 


2940 


62 


24501 4.1. dec 


3450361 R6 


68 


532 


63 


117464.7.dec 


92016814 


2540 


2883 


62 


245014.1. dec 


5399133H1 


1 


210 


63 


117464.7.dec 


851 751 HI 


192 


443 


62 


245014.1. dec 


3450361 HI 


68 


323 


63 


117464.7.dec 


689848T6 


1650 


2129 


62 


245014.1 .dec 


2731452F6 


81 


415 


63 


117464.7.dec 


5811873H1 


2077 


2356 


62 


245014.1. dec 


2731452H1 


81 


316 


63 


117464.7.dec 


9750993 


1844 


2210 


62 


245014.1. dec 


263691 HI 


94 


421 


63 


117464.7.dec 


779952H1 


1871 


2112 


62 


24501 4.1. dec 


5674201 HI 


106 


342 


63 


117464.7.dec 


93753524 


1901 


2254 


62 


245014.1. dec 


2645021 HI 


204 


452 


63 


117464.7.dec 


2308769H1 


1979 


2232 


62 


245014.1. dec 


6452902H1 


207 


656 


63 


117464.7.dec 


5106005H1 


2057 


2312 


62 


245014.1. dec 


9895569 


341 


502 


63 


117464.7.dec 


213868H1 


2069 


2226 


62 


24501 4.1. dec 


4797535H1 


355 


637 


63 


117464.7.dec 


2469077H1 


2232 


2561 


62 


24501 4.1. dec 


4164512H1 


362 


662 


63 


117464.7.dec 


92657587 


2267 


2750 


62 


24501 4.1. dec 


91128352 


368 


601 


63 


117464.7.dec 


5838978H2 


2349 


2576 


62 


24501 4.1. dec 


92003284 


449 


699 


63 


117464.7.dec 


4594085F6 


2538 


2941 


62 


24501 4.1. dec 


6513260H1 


519 


1008 


63 


117464.7.dec 


g1141517 


2560 


2982 


62 


24501 4.1. dec 


9878573 


536 


855 


63 


117464.7.dec 


92942593 


2556 


3042 


62 


24501 4.1. dec 


5948141 HI 


543 


881 


63 


117464.7.dec 


92932859 


2562 


3042 


62 


24501 4.1. dec 


274901 8H1 


565 


811 


63 


117464.7.dec 


91157111 


2672 


3042 


62 


24501 4.1. dec 


3450361T6 


582 


1140 


63 


117464.7.dec 


2462527H1 


2682 


2919 


62 


245014.1. dec 


2910268H1 


599 


857 


63 


117464.7.dec 


92434459 


2694 


3043 


62 


24501 4.1. dec 


4372565H1 


601 


899 


63 


117464.7.dec 


94124516 


2836 


3053 


62 


245014.1. dec 


133005R6 


606 


1040 


63 


117464.7.dec 


4266294H1 


2866 


3051 


62 


245014.1. dec 


133005H1 


606 


787 


63 


117464.7.dec 


289861 0H1 


2869 


3052 


63 


117464.7.dec 


5734488H1 


1843 


2071 


63 


117464.7.d c 


1812122F6 


2907 


3185 


63 


117464.7.dec 


620632H1 


2790 


2994 


63 


117464.7.d c 


1812122H1 


3039 


3185 


63 


117464.7.dec 


95510987 


1861 


2168 


63 


117464.7.dec 


202588H1 


3062 


3163 


63 


117464.7.dec 


94124504 


2791 


2994 


63 


117464.7.dec 


4981273H1 


2028 


2255 


63 


117464.7.dec 


4594085T6 


2251 


2601 


63 


117464.7.dec 


343325H1 


2094 


2206 


63 


117464.7.dec 


851 751 R6 


192 


631 


63 


117464.7.dec 


3187036H1 


2401 


2698 
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